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Nearest Neighbor (BlastN vs. Ckmbank) 


Nearest Neii^hbor (BlastX vs. Non-Rcdundani Proteins^ 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















819 


Yi3304 


Hylobates hoolock 

mitochondriaJ DNA 
for cvtb cfine Horace 


0,020 


2S^580 


(D 10043) ORF [Aceiobactcr 

nncftf>i tri n niic 1 




820 


Z66539 


H.$aptens creatine 
transporter gene 


0.Q2D 


1703594 


[U804j9) coded lor by L. 
eiegans cDNA yk7c8 J; coded 
for by C, eiegans cDNA 
ykl33b3.5; coded for by C. 
eiegans cDNA yk65a4.5; coded 
for by C. eiegans cDNA 
yfc7c8,3; coded for by C. 
eiegans cDNA CEESQ66F; 
coded for by C. eiegans cDNA 
yk65a4.3;... 


0.98 


821 


AF053622 


Homo sapiens alpha 
1,2-mannosidase IB 
gcnc» exon 9 


0.020 


1352361 


EARLY GROWtH 
RESPONSE PROTEIN 1 fish 
>gi|531456 (U 12895) egrl 
[Danio rerio] rcrio] 


0.72 


822 


M20555 


Human MHC class n 
HLA DRw53-beta 
(DR4,w4) gene, 

exons 2,3,4 J,6, 


0.020 


465569 


HTFUlriETIUiL ia.i hU 

PROTCININSBCB-HISL 
INTERGENIC REGION 
>gi|405956 (U00009) 
ORF_ID:o349#4; similar to 
SwissProt Accession Number 
P33015] [Escherichia coU] 
>gi|1736693|gnl|PIDtd 1016570 
Number P330i5] (Escherichia 
coli] >gi|1788323 (AE00Q292) 
putative transport system 
pcnnease protein [Escherichia 
coli] 


0*43 


823 


M20555 


Human MHC class n 
HLA-DRw53-besta 
(DR4,w4) gcncj 
exons 2.3.4,5,6. 


0.020 


1709751 


COENZYlvffiPQQ 
SYNTHESIS PROTEIN F 
synthesis F - Pseudomonas 
nuorescens >gi|929g02 


0.42 
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[sec 

ID 


1 Neares 

Iaccessio 


t Neighbor (BlastN vs. 
hl| DESCRIPTION 


Genbank) 
1 P VALUE 


j Nearest Neipl 
1 ACCESSION 


ibor (BlastX vs. Non-Redundant P 

DESCRIPTION 


'roteins) 
P VALUE 


824 


1 AJ005015 


IHodio sapiens mRNA 
Ifor putative SMC-iike 
Iproiein, partial 


0.020 


1 ' • 

267449 


CHROMOSOME III 
>gi|1025O7|pir||S15787 
iiy|xxncucai protein 1 (COSmiu 
IZK637) - Caenorhabditis 
lelegans Genefinder; cDNA EST 
jylc217b53 comes from this 
Igcnc; cDNA EST yk2 17b5J 
Icomes from this gene; cDNA 
EST yk340gi2.3 comes from 
this gene; cDNAEST 
jyk340gI2.5 comes from this 
jgene; cDNA EST yk428c5.5 
Icq... 


Ie-12 


825 


1 iLaccarta bicolor 
1 Iglyoxal malate 
1 Isynthase protein 
AF034099 mRNA, complete cds 


0.020 


1109847 


(U41538) No definition line 
fcund [Caenorhabditis elc?ansl 


le-22 


826 


|Miis muscutus 
|Pontin52 mRNA» 
AFl 00694 [complete cds 


0.019 


132836 


60S RIBOSOMAL PROTEIN 
L28 protein L28 (Raitus 
[norvetticiis] 


5.7 


1 827 


IRattus norvegicus 
homer-lcmRNA, 
_AF093268 complete cds 


0.019 1 


2633401 


(Z99109) similar to DNA 
exonuclease 


4.5 


828 


AF100694 


Mu$ musculus 
P6ntin52 mRNA, 
complete cds 


n nto 1 


ImULTIDRUG RESISTANCE 
2492604 iPROTEINrnROaihJrnnci 


4,4 


1 829 1 


J 

U67538 < 


^ethanococcu$ 
ajinoschii section 80 
3f 150 of the 
x^plete genome 


0.019 1 


1 

1 

1 

n 

1723566 h 


PUJAUVh * 

GLUCOSYLTRANSFERASE 
Ci7C9.07 

>gi|1314I59(giil(PID|e24l760 
[Z73099) SPAC17C9.07. 
putative glucosyl transferase Icn: 
501, similar to 
5W:ALG8_YEASTP40351 
slucosyltransferasc ALG8 
)ombe] 


2.7 


830 1 


J 
t 

( 

U56088 ] 


luman periodic 
jyptophan protein 2 
PWP2) gene, exons 
ho 14 


0.019 j 


|c 

2144804 fc 


oilogcn alpha 1(11) chain - 
K)vine 


0.040 


831 1 


S 

r 
P 

U76524 n 


iambucus nigra 
ibosomc inactivaiing 
roiein precuraor 
fiRNA, complete cds 


0.018 1 


( 

1916976 Ja 


tip 1682) vitelline membrane 
rotein homolog [Aedes 
cgypti] 


7,2 
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Nearest Neifihbor (BlastN vs. Genbank) 


Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ 


ACCESSION 


DESCRIPTION 


RVALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















832 


Ar026258 


OnobrychU viciifolia 
chalcone synthase 
(CHS) mRNA, 
complete cds 


0.018 


763076 


(Z48799) 2:P3 (Cyprinus carpioj 
>gi|777724 (L41637)egg 
membrane protein [Cyprinus 
carpio] 


5.2 


833 


U95094 


Xenopus laevis XL- 
INCENP(XL- 
INCENP) mRNA, 
complete cds 


0.0D9 


3955011 


(AJ005438) beta adrenoreceptor 
B 


0.60 


834 


X71603 


C.jejuni VS1DNA> 

embj A39o03 |A39603 
Sequence 2 from 
Patent WO94i7205> 

:: gb|r76090|r76090 
Sequence 2 from 
patent US 5691138 


0.008 


<NONE> 


<NONE> 


<NONE> 


835 


AH)93268 


Rmm iiotvcgicus 
homer* tc mRNA^ 
complete cds 


abos 


138 116 


HEAD FfflER PROTEIN 
(LATE PROTEIN GP8.5) 
>git75846|pir]|WMBP8H gene 
83 protein - phage PZA 
>gi|2l6057 (Ml 1813) head 
fiberprotein 


8J 


836 


X91751 


Bovine herpesvirus 
type I UL7 jscnc 


0.008 


1711436 


SUPEROXIDE DISMUT.\SE 

(FE) U5.M)(Fe)- 
Pseudomonas aeruginosa 
>gi|409767 


5.9 


837 


M95594 


Arabidopsis thaliana 
1 -aminocyclopropane 
l-carboxylate 
synthase (ACS2) 
sene, complete cds. 


0.008 


. 683698 


(Z48229) orf 1 gene product 
(Saccharomyces cerevisiael 


Ie-06 


838 


U67465 


MethanocQccus 
jiUiii&scnii scciiofi / 
of 150 of the 
complete genome 


0.008 


3874664 


(Z68493) predicted using 
Gcnefmder 


le-OT 


839 


X72388 


B,taurusmRNAfor 
tilensin 


0.008 


100174 


l-aminocyclopropanc- 1- 
carboxylaie synthase 


7e-09 


840 


U22398 


Human Cdk-inhibitor 
p57KIP2 (KIP2) 
mRNA, complcle cds. 


o.oos 


2228750 


(U93868) RNA polymerase III 
subufiit [Homo sapiens] 


2c- IS 


841 


L42546 


Xenopus laevis LIM 
class homeodomain 
protein 


0.007 


<NONE> 


<NONE> 


<NONE> 
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r^corest Neishbor (BlastN vs. Genbank) 


Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIFriON 


P VALUE 


ACCESSION 


DESCRIPTIGN 


P VALUE 






Homo sapiens 










842 




ribosomai protein s4 
X isoform gene. 


0,007 


<NQNE> 


^ONE> 


<NONE> 


843 


AFg00227 


Secaie cercalc omega 
complete cds 


0.007 


<NONE> 


<NONE> 


<NONE> 


844 




Human MHC (HLA) 
DRB intron 1 DNA. 

nirtlnl tf^Alli^nfT^ 


0.007 


<NONE> 


^ONE> 


<NONE> 




AF0i2899 


Sambucus nigra 
rilvKAffi£ inactivQtinE 
protein precursor 
mRNA. complete cds 


0.007 


<NONE> 


<NONE> 


<NONE> 


846 


I v/ / JO 


M,musculus gene for 
vimcniin 


0.007 


<NONE> 


<NONE> 


<NONE> 


847 




Arabidopsis thaliana 
mRNA for 
neoxanthin cleavage 


0-007 


<NONE> 


<NONE> 


<NONE> 


848 




Homo sapiens alpha- 
tectorin(TECTA) 

gene* cauii \j 


0007 


<NONE> 


<NONE> 


<NONE> 


849 


Nf61195 


Zucchini l- 

ifni nrw^vrlnnrooanc- 1 - 

carboxylate synthase 


0.007 


<NON£> 


<NONE> 


<NON'E> 


850 


Y I 1050 


Homo sapiens DSG3 
gene« partial intron 
and partial exon 6, 
140 bp 


0.007 


<NONE> 


<NONE> 


<NONE> 


851 


X61204 


M.voltae vhuD, 
vhiiG, vhuA, vhuU & 
vhuB genes 


0.007 


<NONE> 


<NONE> 


<NONE> 


852 


AB012105 


Brassica rapa mRNA 
forSLG45, complete 
cds 


0.007 


<NONE> 


<NONE> 


<NONE> 


853 


S43882 


telomere: 

(minichfomosome, 
repeats) 

[Trypanosoma brucel, 
Genomic, 1170 ml 


0.007 


<NONE> 


<NONE> 


<NOXE> 
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Nearest Neicihbor (BlastN vs. Genbank) 


Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ 
ID 


ACCESSIOK 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















854 


L32674 


Geomydoeciis nadleri 
mitochondnal 
cytochrome oxidase I 
gene, partial cds. 


0-007 


<NONE> 


<NONE> 


<N0NE> 


855 


U58732 


Cacnorhabdilts 
degaiB cosmid 
F48D6. 


0.007 


<NONE> 


<NONE> 


<N0NE> 


856 


U76524 


Sambucus nigra 
ribosomc inactivating 
protein precuisof 
mRNA, complete cd$ 


0.007 


<NONE> 


<NONE> 


<N0NE> 


857 


Z35284 


H.sapiens mRNA for 

MDR3P- 

glycoprotein 


0.007 


1730696 


HYPOTHETKAL 151.1 KB 

PROTEIN IN BI03-HXT17 
INTERGENIC REGION 
PRECURSOR YNR067C - yeast 
(Sacchaiomyces cerevisiae) 


9.5 


858 


X15217 


Human sno oncogene 
mRNA for $noA 
protein, ski-related 


0.007 


902455 


(U24203) membrane protein 
{Escherichia coli] 


8.8 


859 


AF027173 


Arabidopsis thaliana 
cellulose synthase 
catalytic subunit (Ath- 
A) mRNA, complete 
cds 


0.007 


1684636 


Of09454) 0RF3 [Lactobacillus 
casei bactedoohage A21 


8.3 




AF012899 


Sambucus nigra 
ribosome inactivating 
protein prectifsor 
mRNA. complete cds 


0.007 


3878803 


(£457^3) KUjrfj./ 

ICaenorhabditts clegans] 


8J 


861 


S763I7 


membrane protein 
scavenger receptor 
homolog {clone L8» 
intron and flanking 
exons 14 and 15} 
[sheep, lymph node, 
lymphocytes. 
Genomic. 308 m. 
segment 3 of 2] 


0.007 


294747 


(LOS 174) 0RF2 
[Romatiomermis culicivorax] 


7.4 



4oS 
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Nearest 


Neighbor (BlastN vs. Genbank) 


Nearest NeiRhbor (BlastX vs. Non-Redundnnt ProteinR^ 


SEQ 
ID 


ACCESSION 


f DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















862 


D88084 


Pcdicularis 
venicillata 
chloroplast DNA, 
intcigenic region 
between iniT(UGU) 
and tniL(UAA>5'exon 


0.007 


2555187 


(AR>26789) vitellogenin 
[Pimpla nipponical 


6.9 


863 


X58869 


Chicken mRNA for 

aldehyde 

debydiogenase 


0.007 


115978 


CD30L RECEPTOR 
PRECURSOR 
(LYMPHOCYTE 
ACTIVATION ANTIGEN 


. 6.5 


5o4 


D87i20 


Homo sapiens mRNA 
for GS3786» complete 
cds 


0.007 


3879589 


tCTwijj i miiiit uui uuinjiiu 
cDNA EST EMBL:D35637 
comes from this gene; cDNA 
EST yk322a3.5 comes from this 
gene; cDNA EST yk397b2.5 
comes from this gene; cDNA 
EST yk348b 11.5 comes from 
this gene; cDNA EST 
yk397b2.3 comes fr„. 
>gi|38S0965|gni|PID|e 1 350578 
comes from this gene; cDNA 
EST yk322a3.5 comes from this 
gene; cDNA ESTyk397b2.5 
comes from this gene; cDNA 
EST yk348bi 1.5 comes from 
this gene; cDNA EST 
yk397b2.3 comes ... 


5.1 


865 


X68793 


H. sapiens gene for 
antithrombin III 


0.007 


235828S 


(AF010403) ALR (Homo 
sapiens) 


3,8 


866 


AJ001596 


[>an)o rerio mRNA 
for opioid receptor 
iiomolo^ue 


0.007 


2507509 


HVPOlHL'nCAL'iy.SKn 
PROTEIN IN HOLB-FTSG 
INTERGENIC REGION 
>gi| 1787342 (AE00Q21O) orf, 
hypothetical protein 
Escherichia coH] protein in 
fiolB 3Vcgion . [Escherichii 
coll] 


1.9 


867 


1 

AF06I195 < 


Streptomyces albus 
b^aline dehydrogenase 
Vdh) gene, complete 
:ds 


0,007 


■ 

■ 

208S768 


[AF0O3145) 80414.8 gene 
product [Caenorhabditis 
eiegans] 


1.9 


868 


I 
r 

AJ0058I3 ( 


\rabidopsis thaliana 
TiRNAfor 
leoxanthin cleavage 
rnzyme 


0.007 


] 

1710105 


UDP-N- 

ACETYLGLUCOSAMINE 2- 
£P1MER.\SE UDP-N- 
icciylglucosamine 2-epimerase 
Plasmid pWQ7991 


1.7 



405 
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Ncoresi Neighbor (BlasiN vs. Genbank) 


Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 


Zebrafish retinoic 








869 


L03398 


actd receptor alpha 
2.A 


0.007 


2239219 


(Z972iO) hypcKhetical protein 


0.77 


870 


D63484 


Human mRNA for 
KIAAOlSOgenc, 
partial cds 


0.007 


19917 


(Z14014) IHstilexiensin like 
protein, partial CDS only 


0.61 


871 


M31483 


Maize glyceraldehyde 
3'phDsphate 
dehydrogenase, 3' 
end. 


0.007 


543068 


mucin, tracheobronchial - dog 
>gi|4a2558 


- 0,45 


872 


AF090115 


Lycopersicon 
esculentum cytosoiic 
class II smalt heal 
shock protein HCT2 
(HSPl7.4)mRNA, 
complete cds 


0.007 


2494941 


ALPHA-2B ADRENERGIC 
RECEPTOR adrenoceptor 
[Caviapofcellus] 
>gi|1587159|prf]|2206293B 
adrenoceptor alpha2B [Cavia 
porcellusl 


0,42 


873 


AF064029 


Helianthus luberosus 
lectin 1 niRNA, 
complete cds 


0.007 


U 10587 


(S79410) nuclear localization • 
signals Peptide* 140 aa] [Mus 

sp,l 


0.26 


874 


X88931 


H.sapiens PAL2A 
gene 


0,007 


1706176 


CUTINASE TRANSCRIPTION 
FACTOR 1 ALPHA 
>gi|1262912 (U51671) cutinasc 
transcription factor I [Fusarium 
solani f sp. pisi) 


0.21 


875 


S74155 


zRAR alpha =rctinoic 
actd receptor alpha 
zebrafish, embryos, 
mRNA, 1773 nt] 


0,007 


2239219 


(Z972i0) hypothetical protein 


0.1 1 


876 


M74193 


Petromyzon marlnus 
plasma albuinin 
mRNA, complete cds. 


0.007 


730888 


OCTAPEPTIDE-REPEAT 
PROTEIN T2 


0.011 


877 


U03673 


Saccharomyces 
cerevisiaeSpp41p 

(SPP41)gene, 
complete cds. 


0.007 


3820885 


(AL033i26) 65G3.k 
[Drosophila melanogasterl 


0.001 


878 


D37766 


Homo sapiens mRNA 
for Laminin-5 bcia3 
chain, complete cds 


0.007 


1235974 


(X96713) collagen (Globodera 
pallidal 


3C-06 
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Nearest Neighbor (BlastN vs. Genbatik) 


Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 




Caenoihabdids 










879 


AH)22388 


elegans putative 
transcription factor 
MAB-3 (imb-3) 
gene, comptete cds 


0.007 


3747107 


(AP095741 ) unknown [Rattus 
norvegicus] 


5c^ 


880 


U89984 


Ac^mibainoelM 
castellanii 
transformation- 
sensitive protein 
homolog mRNA. 
complete cds 


0.007 


1890281 


(U89984) transformation- 
sensitive protein homolog 


2e-09 


881 


AB020689 


Homo sapiens mRNA 
forKIAA0882 
protein, partial cds 


aoo7 


3880809 


rabCAP domains; cDNA EST 
£MBL:D34945 comes from this 
gene; cDNAEST 
EMBL:D27313 comes from this 
gene; cDNAEST 
EMBL:D34829 comes from this 
gene; cDNAEST 
EMBL:D27312 comes from this 
gene; cDNA ... Probable 
rabGAP domains; cDNA EST 
EMBL:D34945 comes from this 
gene; cDNA EST 
EMBL:D27313 comes from this 
gene; cDNA EST 
EMBL:D34829 comes from this 
gene; cDNA EST 
EMBL:D273 12 comes from this 
gene: cDNA „, 


Ie-23 


882 


AF100694 


Mus musculus 
Pontin52 mRNA, 
complete cds 


0-006 


<NONE> 


<NONE> 


<NONE> 


883 


AF027173 


Arabidopsis thaliana 
cellulose synthase 
cratalytic subunit (Ath- 
A) mRNA, complete 
:ds 


0.006 


<NONE> 


<NONE> 


<NONE> 


884 


I 
1 

U76524 I 


Sambucus nigra 
ibosome Inactivating 
protein precursor 
uRN A, complete cds 


0.006 


<NONE> 


<;NONE> 


<NONE> 



wo 01/02568 



PCT/CJSOO/18374 





Nearest 


Neighbor (BlostN vs. Genbank) 


Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


ID 


ACCESSION 


f DESCRIPTION 


Ip VALUE 


ACCESSION 


DESCRIPTION 


P VAT rnr 
















885 


U76524 


Sambucus nigra 
ribosome inactivating 
protein precursor 
mRNA. complete cds 


0.006 


<NONE> 


<NONE> 


<NOI^ 


886 


AJ005813 


Arabtdopsis thaJiana 
mRNA for 
neoxanthin cleavage 
enzyme 


0.006 




<N\JiNe> 


<^ONB> 


887 


AB0i2106 


Brassica rapa mRNA 
for SRK45, complete 
cds 


0.006 


<NONE> 


<NONE> 


<NONE> 


888 


M80529 


ceruloplasmin gene, 
exon 1 and 5' flank 


0.006 


<NONE> 


<NONE> 


<NONE> 


SS9 


AF027173 


Arabidopsis thaliana 
cellulose synthase 
catalytic subunit (Adi- 
A) mRNA, complete 
cds 


0.006 


99408 


hypothetical protein 6 - 
Chlamydomonas reinhardtii 
trartsposon 

>gijl juU/ I /|gnl|rii/|ej34ol 

reinhardtii] 


9.6 


890 


U76523 


Sambucus nigra lectin 
precursor mRNA, 
complete cd& 


0.006 


4039024 


^/\ru^yHU^ poiyprotem 
[Rubella virus] 


9.3 


891 


AF093268 


Rattus norvegicus 
homer- Ic mRNA, 
complete cds 


0.006 


160533 


(M94428) merozoitc surface 
antigen 1 (Plasmodium vivax] 


7-5 


892 


Afi012106 


Brassica rapa mRNA 
for SRK45, complete 
cds 


0.006 


40194Sfi 


(AF093984) envelope 
glycoprotein [Human 


7.0 




AJUU>ol J 


Arabidopsis thaliana 
mRNA for 
neoxanthin cleavage 
enzyme 


0.006 


1916976 


(U91682) vitelline membrane 
protein homolog [Aedes 
acgypti] 


6.S 


894 


AF093268 i 


Rattus norvegicus 
lomcr-lc mRNA, 
:omplete cds 


0.006 


102059 


^romastigote surface antigen°2 
[clone 4.6) - Leishmania major 
(fragment) >gi|9583 (X57i35) 
surface antigen P2 [Leishmania 
major] 


2.4 


895 


] 
1 

AF093268 ( 


Rattus norvegicus 
^iomer-ic mRNA, 
:omple(e cds 


0.006 


1 

3171241 ] 


'AF067204) transcription factor 
BF- 1 [Danio rerioj 


LO 


896 


1 

X99384 ) 


VLmusculus mRNA 
or paladin gene 


0.003 


<NONE> 


<NONE> 


<NONE> 
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SEC 
ID 


Nearest 

) 

_ ACCESSIOt 


Neighbor (BlaslNvs, 
4 DESCRIPTION 


Genbank) 
P VALUE 


1 Nearest Neiirh 


bar (BlastX vs, Non-Redundant P 
DcSCRxFTION 


toteins) 
P VALUE 


897 


AF027174 


Arabidopsis lhaliana 
cellulose synthase 
catalytic subunic (At)i 
B) mRNA« complete 
cds 


1- 


1 <NONE> 


<NONE> 


<NONE> 


898 


AE001148 


Borreiia burgdorferi 
(section 34 of 70) of 
the complete genome 


0.003 


1 4160388 


(AJ0U856) ORFQ0255 
, [Saccharomyccs cerevisiac) 


7.6 


899 


AF027173 


ArabidoDsis thatiana 
cellulose synthase 
catalytic subunit (Ath 

mPNA mmnt^t* 
rk.J IIIfVI^/\» bllllipiCIC 

cds 


0.003 


1 1709213 


NUCLEAR ENVm-OPE PORE 
MEMBRANE PROTEIN POM 
121 (PORE MEMBRANE 
PROTEIN OF 121 KD) (Pl45> 


I.S 1 


900 


U72396 


Lycopersicon 
esculentum class n 
small heat shock 
Dralein Le-H*5P 1 7 
mRNA, complete cds 


0.002 


<NONE> 


<NONE> 


<NONT>| 


901 


AF100694 


Mus musculus 
complete cds 


0.002 


<NONE> 


<NONE> 


<NONE>| 


902 


AF104631 


Chlamydomonas " 
reinhardtii licht 
harvesting complex 11 
protein precursor 
^hcb3)mRNA, 


n nrt> 1 


<NONE> 


<NONE> 


<NONH>l 


903 


. 1 

AF100694 < 


Mus musculiis 
Pomin52 mlUVA, 
complete cds 


0.002 1 


<NONE> 


<NONE> 




904 


) 

f 

ABO 12 106 


Srassica rapa mRNA 
or SRK45, complete 
ds 


0.002 1 


<NONE> 


<NONE> 


<NON£>| 
<NONE>| 


905 


c 

M21339 


4uman non-histone 
hromosomal protein 
IMG- 14 gene, 
ompieie cds. 


0.002 j 


<NONE> 


<NONE> 


<NONE>| 


906 


S 
r 
P 

AF012899 n 


ambucus nigra 
bosome inactivating 
rotcin precursor 
iRNA, compete cds 


0.002 1 


<NONE> 


<NONE> 


<NONE> 1 
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Nearest Neighbor (BlastN vs. Genbank) 


Nearest Nesshbor (BlastX vs. Non-Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 






X.laevis mRNA for 










920 


Z85983 


NOVA protein 


0.002 


<NONE> 


<NONE> 


<NONE> 


921 


AF027173 


Arabidopsis thaliana 
cellulose synthase 
catalytic subunit ( Alh- 
A) mRNA, complete 
cds 


0.002 


<NONE> 


<NONE> 


<NONE> 


922 


S61977 


medium-chain acyl- 
CoA dehydrogenase 
{cxon 10, intron 10} 
[huffian. Genomic, 
1407 tit] 


0.002 


<NONE> 


<NONE> 


<NONE> 


923 


AJ005813 


Arabidopsis thaliana 
mRNA for 
neoxanthin cleavage 
enzyme 


0.002 


<NONE> 


<NONE> 


<NONE> 


924 


ABO 12 105 


Brassica rapa mRNA 
for SLG45, complete 

cds 


0.002 


<NONE> 


<NONE> 


<NONE> 


925 


AB012106 


Brassica rapa mRNA 
for SRK45, complete 
cds 


0.002 


<NONE> 


<NONE> 


<NONE> 


926 


AF027173 


Arabidopsis thaliana 
cellulose synthase 
caulytic subunit (Ath- 
A) mRNA, complete 
cds 


0.002 


<NONE> 


<NONE> 


<NONE> 


927 


. X51646 


H.sapiens DNA for 
dopamine D2 
receotor gene * 


0.002 


3329125 


{AE001337) YopOGen 
Secretion Protein D [Chlamydia 
trachomatis! 


9.5 


928 


AF100694 


Ivius musculus 
Pontin52 mRNA, 
complete cds 


0-002 


465762 


HYFUlHbllUAL HAl KOJ 
PROTEIN C06G4.1 IN 
CHROMOSOME III 
>gi|630324|pir||S44748 
C06G4.1 protein - 
Caenorhabditis elegans 
>gi|409292 (L2559S) homology 
with vigilin; coded for by C. 
elegans cDNA 

GcnBank:MS89S4 (CEL12C9); 
putiiii^'e (Caenorhabditis 


8.9 


929 


U4847S 


Human skeletal 
muscle ryanodine 
receptor gttic 


0.002 


2137221 


co-rcpressor protein - mouse 
>«iiW26l9 


6.9 



mi 
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Nearest Neishbor (BlastN vs. Genbank) 


Neaiest Neighbor (BbstX vs. Non-Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 






Mus musculus 










930 


AF100694 


Pon(in52 mRNA* 
complete cds 


0.002 


806536 


(Z22520) membrane protein 
[Bacillus acidopuUulyticusI 


6.3 


931 


AF100694 


Mus musculus 
Ponlifi52 mRNA, 
complete cds 


0.002 


3881055 


(AL023844) Y48A6B.1 
[Cacnorhabditis elegans] 


5.8 


932 


AF090U5 


Lycopcrsicon 
esculentum cytosolic 
class II small heat 
shock protein HCT2 
(HSPl7.4)mRNA, 
complete cds 


0.002 


3878330 


(Z81097)K07Ai.4 
[Caenorhabditis elegans] 


4.8 


933 


AF093268 


Rattus norvegicus 
homer- IcmRNA* 
complete cds 


0.002 


I 37640 


REPLICATION PROTEIN El 
papillomavirus 


4.0 


934 


AP019660 


Mus musculus 
nuclear orphan 
receptor RORgamma 


0.002 


1330365 


(U58757) similar to nucleotide 
pyrophosphatases 


3.9 


935 


AF100694 


Mus musculus 
Pon(m52 mRNA, 
complete cds 


0.002 


1785972 


(U4695l)ORF5; Method: 

conceptual iranslation supplied 
by author 


37 


936 


V00508 


Human gene for 
epsilon-gtobin. 


0.002 


1333804 


(X56082) protease 
[Ruminococcus flavcfaciens] 


3.5 


937 


AB012105 


Brassica rapa mRNA 
for SLG45, complete 
cds 


0.002 


4153876 


(AC005531) similar to mouse 
homeodomain-interacting 
protein kinase 2: similar to 
AF077659 (PID:g3702958) 


3.0 


938 


AJ005813 


Arabidopsis thaliftna 
mRNA for 
neoxanthin cleavage 
enzyme 


0.002 


1070461 


ornithine carbamoyltransfctose 
(EC 2.L3.3)- yeast 
(Saccharomyces cerevisiae) 
>gi|929866 (X83502) 
pid:el30025 [Saccharotnyccs 
cerevisiae] >gi| 1008256 


2.8 


939 


S41458 


fodcGMP 
phosphodiesterase 
bcm-subunit [human, 
mRNA. 323 1 nt] 


0.002 


3450883 


(AF083334) fibroin [Antheraea 


L6 
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Nearest Neighbor (BliistN vs. Genbank) 


Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 






Drocophila 










940 


X06286 


melanogaster Cart 
locus with genes for 
GARS=phosphoribos 
ylamineglycine 
ligase, 

AJRS=pho$phonbosy 

Iformylglycinamidine 

cyclo-ligasc, 

GART=glycinaniide 

ribotide 

transformylasc > :: 
gb|J02527|DROGAR 
T Dmelanogasier 
Gart gene encoding 
two polypeptides with 
GAR synthase, AIR 
sytithase, and GAR 
transformylase 
enzyme activities and 
a pupal cuticle gene 
nested within intron 
A of the Gait £^ne. 


0.002 


2662054 


(AB004651) isocitrate lyase 


1.5 


941 


AF0i58I2 


Homo sapiens RNA 
heticasc p68 
(HUMP6S) gene, 
complete cds 


0.002 


3641659 


(AB008374) alpha 3 type I 
collagen 


LI 


942 


X78925 


H.sapiensHZF2 
mRNA for zinc flngcr 
protein 


0,002 


141624 


ZIJ^dFlNflEftPROKlNZFP. 
37 (MALE GERM CELL 
SPECIHC ZINC FINOER 
PROTEIN) 


LO 


943 


AF074386 


Sambucus nigra 
he vein-like protein 
mRNA, complete cds 


0.002 


3879997 


(Z49071) weak similarity with 
mu-type opioid receptor (Swiss 
Prot accession number (P33535) 


1.0 


944 


Z69639 


Human DNA 

sequence from 
cosmid L241B9, 
Huntington's Disease 
Region, chromosome 
4pl6,3 contains 
polymorphic VNTR 
pYNZ32. 


0.002 


3523162 


( AF076292) TGF-bcta/activin 
signal transducer FAST- 1 p 


O.Sl 
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Nearest Neighbor (BlastN vs. Genbank) 


Nearest Neishbor (BlastX vs* Non-Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















945 




Sambucus nigra 
hevein-like protein 
nuu^A* coinpteic cos 


U.UUx 


29g41oi 


(AE000761) hypothetical 
protein [Aquifex aeolicus] 


0.80 


946 


AF093268 


Rattus norvegicus 
homer- Ic mRNA, 
complete cds 


0.002 


101830 


hypothetical protein B - chestnut 
blight fungus 


0.72 


947 


AF017307 


Homo sapiens Ets- 

wlat^H tr*inc/*irinflAil 

reidicu uoiiftvripuv'n 

factor (ERT) mRNA, 
complete cds 


0.002 


200531 


(M18071) prion protein [Mus 
musculus] 


0.72 


948 


TTt t'ld't 


Drosophila 
melanogaster Ovo- 
i028aa (ovo) mRNA, 
complete cds. 


U.IJUz 


24dq2i77 


(AF01604S) OVO'likc 1 
binding protein [Homo sapiens] 


0.35 


949 


AF012899 


Sambucus nigra 
dbosomc inactivating 
protein precursor 
mRNA, complete cds 


0.002 


3834294 


(U80846) No definiiion line 
found |Caenorhabditis elegans] 


0.29 


950 


AF086315 


noino Sapiens luii 
length insen cDNA 
clone ZEi52FiO 


aoo2 


545067 


(S68356) action potential 

channcl-Shab [Aplysia, bag cell 
neuronSf head ganglia. Peptide, 
yuj aaj tApiysiaj 
>gi|743110|prfl|20H375A K 
channel (Aplysia californica] 


0.15 


95 1 


X53096 


aureus genes 
encoding Sau96I 
DNA 

methyltransferase and 

Sau96I restriction 
endonuclease 


0.002 


2529575 


(AF018I64) kincsin-like protein 
3C [Homo sapiens] 


0.11 


952 


AB012105 


Brassica rapa mRNA 
for SLG45, complete 
cds 


0.002 


729918 


LA PROTEIN HOMOLOG (LA 
RIBONUCLEOPROTEIN) (LA 
AUTOANTIGEN HOMOLOG) 


0.092 


953 


X73973 


G.gallus RAR- 
gamm<i2 mRNA for 
retinoic acid receptor 


0.002 


586122 


TRICHOHYALIN 
>gi|42332l|pir||A4069l 
irichohyalin - sheep >gi|295941 
(ZlS36l)trichohyalin 


0.073 


954 


S41458 


rod cOMP 
phosphodiesterase 
beta-subunit [human, 
mRNA, 3231 nt] 


0.002 


1017427 


(X90569) elastic itiin [Homo 
sapiens] 


0-013 
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Nearest 


Neighbor (BlastN vs. Genbank) 


Nearest Neighbor (BtastX vs. Non-Redundant Proteins) 


ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 






D.melanogaster 






(U8S169) similar to 




955 


M35887 


defective chorion- 1 
fci25 (dec-l)gene. 
complete cd$. 


0.002 


1825606 


molybdoterin biosynthesis 
MOEB proteins [Caenorhabditis 
elegans] 


0.008 


956 


AF034099 


Ldccaria bicolor 
glyoxal malate 
synthase protein 
inRNA« complete cds 


0.002 


1825593 


(U88167) D2092.2 gene product 


Ae-H/O 


957 


AF033929 


Bacirocera dorsalis 
strain Tahiti 
mitochondrial D-loop 
region, compiete 
sequence 


9e-04 


<NONE> 


<NONE> 


<NONE> 


958 


AB012106 


Brassica rapa mkNA 
for SRK45, complete 

cds 


8e-04 


<NONE> 


. <NONE> 


<NONE> 


959 


AF029062 


Homo sapiens DEAI> 
box protein (BATl) 
gene, partial cds 


8e-04 


<NONE> 


<NONE> 


<:NONE> 


960 


U70671 


Human ataxin-2 
related protein 
mRNA, partial cds 


8e^04 


<NONE> 


<NONE> 


<NONE> 


96i 


AF051709 


Dendrocopos 
leucopterus clone 2 
microsatellite HrU2 
repeat lesion 


8e-04 


<NONE> 


<NONE> 




962 


X14077 


Pea phy gene for 

phytochromc 

apoprotein 


8C-04 


<NONE> 


<NONE> 


<NONE> 


963 


AC004497 


Homo sapiens 
chromosome 21, PI 
clone LBNL#6 


8e4)4 


457146 


(L27838) rhoptry protein 
[Plasmodium yoclii) 


9.6 


964 


AF077344 


Homo sapiens 
cartilage-derived C- 
type lectin 


8e-04 


3702123 


(AJ0U707) TraD protein 
[Escherichia coli] 


8.5 


965 


X85il7 


Fl.sapiens epb72 gene 
exons 2,3.4^,6,7 


8e^D4 


2570059 


(AJ0O4687) N-4cytosinc- 
spccificmMethyl transferase 
[Neisseria eonorrhoeae] 


6,8 


966 


] 

AFI00694 i 


Mus musculus 
Poniin52 mRNA, 
:ompleie cds 


8e-04 


■ 

1345859 


COPPER TRANSPORT 
PROTEIN CTRl transport 
protein - yeast (Saccharomyces 
cerevisiae) gene product 
^Saccharomyccs ccrcvisiac] 


6.7 



^f5 
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Nearest 


Neighbor (BlastN vs. Genbank) 


_ Nearest Neighbor (BlastX vs. Non-Redundani Proieins> 


SEQ 
ID 


ACCESSIO^ 


f DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 






Honto sapiens 










967 


AR)31403 


MLL/AF4 
translocation 
breakpoim 
t(4;U){q21;23) 


8e-04 


2498926 


SMALL PROTEIN B 
HOMOLOG A43259. from E. 
hirae [Mycoplasma 
pneumoniae) 


6,6 


968 


L29252 


Human (clone D 13-2) 
Liditol-2 

dehydrogenase gene« 
exon 4» exon 5, exon 
6 and exon 7. 


8C-04 


1488070 


(U63997) puuktive tiansposasc 
(Enterococcus faecium] 


5,2 


969 


Xi6995 


Mouse NiO gene for 

a liiu^l^nr nnmmnal 

binding teceplor 


8c-04 


1493833 


(U47323) Stromal cell protein 
[Mus musculus] 


3.2 


970 


M99412 


Human interleukin-S 
receptor (IL8RB) 
gene, complete cds 


8c-04 


1346101 


4-AMINOBUTYRATE 
AMINOTRANSFERASE 
TRANSAMINASE) fGABA 
AMINOTRANSFERASE) 
homolog - smut fungus 
(Ustilago maydis) >gi|881562 
Emencella nidulans gamma- 
ami no-n-'butyrate transaminase 
Swiss-Prot Accession Number 
PI4010 [Ustilago maydis] 


0,83 


971 


U37452 


Huntan Down 
Syndrome region of 
chromosome 2 1 
genomic sequence, 
clone A31D6* ICS. 


8c'04 


4164069 


(AFl 1 1093) latrophilin 3 splice 
variant bbah [Bos taurus] 


0,26 


972 


AFl 00694 


Mus musculus 
Pontin52 niRNA, 
:ompIete cds 


8e^04 


1352877 


HlfVUlHLliLALli.UkU 
PROTEIN IN RAD26-GEFI 
INTERGENIC REGION 
>gi| 107788 l(pir||S57057 
probable membrane protein 
YJR038C - yeast 
Saccharomyces cercvisiae) 
>gi| 101 5688 CZ49538)ORF 
YJR038C putaiive 
Saccharomyces cerevisiae] 


0.23 


973 


1 
1 

AF093268 < 


l^attus norvegicus 
^lomer-lcniRNA, 
:omplele cds 


8e-04 


1788557 


[AE0003I2) orf, hypothetical 
[>FDte[n (Escherichia coli] 


0.19 
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Nearest Neishbor (BlastN vs. Genbank) 


Nearest Neighbor (BlasiX vs, Non-Redundant Pro 


iteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















974 


X83872 


H.vulgaris iiiRNA for 
cAMP response 
element binding 
protein 




1175386 


HYPOTHETICAL J kD 
PROTEIN C18B 1 1.06 IN 
CHROMOSOME I 
>Si|2l30289|pir||S58305 
hypothetical protein 
SPAC 1 SB 1 i .06 ' fission yeast 
hypothetical protein 
rSchizosaccharomyces pombe] 


O.0OS 


975 


M32514 


Rat simple sequence 
DNA, clones. 


8e»04 


2394492 


(AF0245Q2) No definition line 
found [Caenorhabditis elegans] 


0.002 


976 


AF074386 


Sambucus nigra 
hcvcin-like protein 
mRNA« complete cds 


8e-04 


2981631 


(AB012223) 0RF2 [Canis 
familiaris] 


0.001 


977 


X89211 


Rsapiens DNA for 
endogenous retroviral 
like element 


8e-04 


2065210 


(Y12713) Pix>-Ptol-dUTFase 
polyprotein 


3e-04 


978 


U14391 


Human myostn-IC 
mRNA* complete cds. 


8e-04 


3142302 


(AC0024il) Strong similarity to 
myosin heavy chain gb|Z34293 
from A, thaiiana. [Arabidopsis 
thalianal 


4e-16 


979 


L13612 


Drosophila 
metanogaster dead- 
box protein 
D.melanogaster 
DEAD-box gene, 
complete CDS 


8e-04 


3776027 


(AJ010475) RNA helicase 
[Arabidopsis thaliana] 


9e-24 


980 


AF074386 


Sambucus nigra 
hcvcin-like protein 
mRNA, complete cds 


7e-04 


<NONE> 


<NONE> 


<NONE> 


981 


AF100694 


Mus musculus 
Pontin52 mRNA. 
complete cds 


7e-04 


<NONE> 


<NONE> 


<NONE> 


982 


AF093268 


Rattus norvegicus 
homer- Ic roRJNfA. 
complete cds 


7e-04 


<NONE> 


<NONE> 


<NONH> 


983 


Z73987 


Human UNA 
sequence from 
cosmidN120B6 on 
chromosome 22 
Contains ESTs, 
complete sequence 
(Homo sapiens] 


7e-04 


<NONE> 


<NONE> 


<NONE> 



^'7 
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Nearest Neighbor (BlasiN vs- Genbank) 


Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


PVALOB 






Brassica rapa mRNA 










984 


AB012106 


for SRK45. complete 
cds 


7e-04 


<NONE> 


<NONE> 


<NONE> 


985 


AF093268 


Rattus riorvegicus 
homer- Ic mRNA, 
complete cds 


7e-04 


<NONE> 


<NONE> 


<NONE> 


986 


AF027174 


Arabidopsis thaliana 
cellulose synthase 
catalytic subunii (Ath- 
B) mRNA, complete 
cds 


7e-04 


' <NONE> 


<NONE> 


<NONE> 


987 


AF100694 


Mus musculus 
Ponlin52 mRNA, 
complete cds 


7e-04 


<NONE> 


<NONE> 


<NONE> 


988 


AJ005813 


Arabidopsis thaliana 
mRNA for 
neoxanthin cleavage 
enzyme 


7C-04 


<NONE> 


<:NONE> 


<NONE> 


989 


AF064029 


Hciianthus tuberosus 
lectin 1 mRNA. 
complete cds 


7e-04 


<NONE> 


<NONE> 


<NONE> 


990 


AF027174 


Arabidopsis thaliana 
cellulose synthase 
catalytic subunit (Ath- 
B) mRNA« complete 
cds 


7e^04 


<NONE> 


<NONE> 


<NONE> 


991 


AF027173 


Arabidopsis thaliana 
cellulose synthase 
catalytic subunit (Ath- 
A) mRNA, complete 
cds 


7c-04 


<NONE> 


<NONE> 


<NONE> 


992 


AF064029 


Helianthus tuberosus 
lectin I mRNA, 
complete cds 


7e-04 


<NONE> 


<NONE> 


<NONE> 


903 


AF100694 


Mus musculus 

Pontin52 mRNA* 
complete cds 


7e.04 


<NONE> 


<NONE> 


<NONE> 


994 


U76524 


Sambucus nigra 
ribosome inactivating 
protein precursor 
mRNA, complete cds 


7e04 


3327230 


(ABO 14608) KIAA07G8 protein 
FHomo sapiens] 


9J 
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Nearest Neishbor (BlastN vs, Genbank) 


Nearest Neinhbor (BlastX vs. Non-Redundant Proteins) 


SEQ 
[D 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















995 


U76524 


Sambucus nigra 
ribosome inactivating 
protein precursor 
mRN A, complete cds 


7e-04 


3327230 


(ABO 14608) iCIAA0708 protein 
[Homo sapiens] 


9.3 


996 


AF074387 


Sambucus nigra 
heveimlilce protein 
mRNA. complete cds 


7e-04 


3876455 


(Z93380) predicted usmg 
Genefinder; similar to 7tm 
receptor protein [Cacnorhabdids 
eiegans] 


7.1 


997 


U76524 


Sambucus nigra 
ribosome inactivating 
protein precursor 
mRNA, complete cds 


7e4)4 


2128771 


hypothetical protein mJI^vS - 
Methanococcusjannaschii 
>gi|159193l(U67570)M. 
jannaschii predicted coding 
region MJ1293 [Methanococcus 
jannaschii] 


6.2 


998 


U09412 


Human zinc finger 
protein ZNF134 
mRN A4 complete cds 


7e-04 


1083336 


glutathione transferase (EC 
2J.1.18) piA- mouse 


5.4 


999 


AF027173 


Arabidopsis thaliana 
cellulose synthase 
catalytic subunit ( Aih- 
A) mRNA. complete 
cds 


7c-04 


473515 


(M176i9) NADH 
dehydrogenase subunit ND4 
[Asterina pcctinifera] 


3.7 


1000 


AF0i2899 


Sambucus nigra 
ribosome inactivating 
protein precursor 
mRNA, complete cds 


7e.04 


1724097 


(U79772) female sex protein 
[Mercurial is annua] 


3.3 


1001 


AF100694 


Mus musculus 
Pontin52 mRNA, 
complete cds 


. 7e-04 


1197103 


(D49747) core, env, and part of 
E2ANSi 


3.2 


1002 


X 16995 


Mouse NIO gene for 
a nuclear hormonal 
binding receptor 


7e-04 


345372 


unco protem, long corm - 
Caenorhabdttts elegahs 
>gi|258529|bbs|U8648 
(S47168)UNC- 
5=immunoglobuiiii and 
thrombospondin type 1 
transmembrane protein 
{alternatively spliced} aa] 
[Caenorhabditis elegans] 
>gi|2662596 (AJF03669S) C. 
cleoans UNC-5 (NID:g25852) 


2.7 
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Nearest Neixhbor (BlastN vs. Gcnbank) 


Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















1003 


U76524 


Sambucus nigra 
ribosome inaciivatmg 
protein precursor 
mRNA, complete cds 


7e-04 


4204220 


(AB022866) mobilization 
protein 


2.5 


1004 


AF093268 


Rattus norvegicus 
homer- Ic mRNA, 
complete cds 


7e-04 


3201550 


(Y171 16) fibnnogen-bindmg 
protein 


2.4 


1005 


AF074386 


Sambucus nigra 
hevein-lifce protein 
mRNA. complete cds 


7C-04 


1174264 


(U45966) polyprocein [Hepatitis 
G vinisl 


0.73 


1006 


AF027173 


Arabidopsis thaliana 
cellulose synthase 
catalytic subunit (Ath- 
A) mRNA, complete 
cds 


7e-04 


13530S 


TRANSCRIPTION FACTOR 
JUN-D 


0.065 


1007 


X98745 


Rsapiens EWS gene, 
intron 6, 
poiymorphtsm 


7e-04 


728836 


!!!! ALU SUBFAMILY SP 
WARNING ENTRY 


0.001 


1008 


AJ[005813 


Arabidopsis thaliana 
mRNA for 
neoxanthin cleavage 
enzyme 


7e-04 


1633564 


(U47924) C8 [Homo sapiens] 


9C-09 


1009 


AF074386 


Sambucus nigra 
hevein-iike protein 
mRNA, complete cds 


6e-04 


284171 


Ig epsilon chain C region form 3 
- human 


13 


1010 


AB012106 


Brassica rapa mRNA 
for SRK45, complete 
cds 


6c-04 


3845262 


(AE001414) BRAHMA 
oitholog (DNA heiicase 
superfamily II) 


0.25 


1011 


AL034404 


Human DNA " 
sequence from clone 
417C12 on 
chromosome Xp22, 1 1 
22.2, complete 
Sequence [Homo 
sapiens] 


3e^04 


<NONE> 


<NONE> 


<NONE> 


1012 


M99701 


Homo sapiens (pp21) 
mRNA, complete cds. 


3e-04 


<NONE> 


<NONE> 


<NONE> 



wo 01/0256S 
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Nearest Neijshbor (BlastN vs. Genbank) 


Nearest Neighbor (BlastX vs. Non-Redundant Proteins^ 


SEQ 
ED 






r VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















1013. 


U00227 


Ovis aries Merino 
breed DR beta-chain 
antigen binding 
domain. MHC class I] 
DRB (Ovar-DRB24) 
^ne. partial cds. 


3e^ 


<NONE> 


<NONE> 


<NONE> 


1014 


AF074387 


Sambucus nigra 
hcvein-iike protein 
mRNA, complete cds 


3C-04 


<NONE> 


<NONE> 


<NONE> 


iOlS 


U95102 


Xenopus laevis 
mitotic 

phosphoprotetn 90 
mRNA, complete cds 


3e<04 


999418 


{L19655)0RF [Tomato 
ringspot virus] 


8.3 


[016 


ABO 12 106 


Brassica rapa mRNA 
for SRK45, complete 
cds 


3C-04 


2367460 


(AF011415) putative 
pheromone receptor [Mus 
musculus] 


7,0 


1017 


AJ010737 


Mus musculus DNA 
for microsatellite 3kb 
upstream Ibp gene 


3c-04 


4106549 


(AF10441 1) neuronai-specific 
scptin 3 [Mus mmculusl 


5,5 


1018 


AF053137 


Homo sapiens histone 
deacetylase 3 gene, 
cxons 4. 5, 6, 7, 8, 9. 
and 10 


3e-04 


416702 


nAdh-dependent flavin 

OXIDOREDUCTASE acid- 
inducible - Eubacterium sp 
>gi| 138 1570 (U57489) 
NADH: flavin oxidorcductase 
[Eubacterium sp. VPI 12708] 


5.3 


1019 




Arabidopsis thaliana 
cellulose synthase 
catalytic subunit (Alh- 
A) mRNA, complete 


fVl 


17537o9 


(Y08502) orfl 1 Id (Arabidopsis 
thaliana] 


5,1 


1020 


AC004173 


Homo sapiens clone 
UWGC:y23x011 
from 6p2 1, complete 
sequence [Homo 
sapiens] 


3c-04 


558521 


(D28917) polyprotein {Hepatitis 
Z virus] 


i.i 


1021 


X57025 


Human IGF-I mRNA 
for insulin- like 
gmwth factor I 


3c-04 


{ 

4206707 1 


[AF I i 8 122) putative outer 
membrane protein OmpU 


0.65 


1022 


X77090 


H.sapiens IL-lRa 
gene. 


3c-04 


( 

1065941 


'U40799) F42C5.7 gene product 
'Caenorhabditis etegans] 


0.12 
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Nearest Neighbor (BlastN vs. Genbank) 


Nearest Neiahbor (BlastX vs. Non-Redundant Proteins) 


SEQ 
ID 






p VAT irp 




DESCRIPTION 








Pseudorabies vims 












M34651 


with upstream and 

downsteam 

sequences. 


3e.04 


2746853 


(AF040650) contains similarity 
to sodium-potassium-chioride 
cotmnspon proteins 


7e-05 


1024 


Z36011 


S.cerevisiiie 
chromosome II 
reading frame ORF 
YBR142W 


3e-04 


2500537 


PROBABLE ATP^ 
DEPENDENT RNA 
HELICASE HASl 
>gi|626265|pir1|S47451 
hypothetical protein YMR290c 
RNA belicase [Saccharomyces 
cerevisiae] 


4C-08 . 


1025 


AP020286 


Dictyostelium 
discoideum 2034 
gene, partial cds 


3e-04" 


1465834 


(U64857) No definition line 
found [Caenorhabditis elegans] 


6e 14 


1026 


L26049 


Chlamydomonas 
reinhardtii dynein 
heavy chain alpha 
(ODAl 1) gene, exons 
2-15, and partial cds. 


3e-04 


3876775 


(281077) predicted using 
Gcnefindcr; Similarity to Yeast 
protein 8248 (TR:G587531) 


9e-15 


1027 


AH)20286 


Diciyostelium 
discoideum 2034 
gene, partial cds 


3e-04 


1465834 


(U64857) No defmition line 
found [Caenorhabditis elegajfis] 


Ie-17 


1028 


X79811 


d •ccrcvisiac /\\— i j 
Sene 


3e-04 


3876090 


(Z6y6i!>) Simiiaruy to reast 
uridine kinase 

(SW:URK1_YEAST); cDNA 
EST ^BL:Z14695 comes 
irom tnis gene; cuima coi 
CEMSE17F comes from this 
gene; cDNA EST 
EMBL:D67355 comes from this 
tttfkn^- oDN A F^T vt?n0h 1 5 

comes from diis ge... 


7e-31 


1029 


AF027173 


Arabidopsis thaHana 
cellulose synthase 
catalytic subunit (Ath- 
A) mRNA, complete 
cds 


2e-04 


<NONE> 


<NONE> 


<NONE> 


1030 


M22970 


Human pancreatic 

phospholipase A-2 
(PLA-2) gene, cxons 
I to 3. 


2e-04 


<NONE> 


<NONE> 


<NONE> 



wo 01/02568 
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Nearesi Neijthbor (BlastN vs. Gcnbank) 


Nearest Neishbor (BlastX vs. Non-Redundam Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


RVALUE 


ACCESSION 


DESCRIPTION 


P VALUE 






Human UjN A 










1031 


Z686S6 


sequence from 
cosmid N2E9 on 
chromosome 22. 
Contains EST, 
complete sequence 
(Homo sapiens] 


2e-04 


<NONE> 


<NONE> 


<NONE> 


1032 


X95i54 


H^apiens brcai gene 
exon4> :: 

cmb|A62779|A62779 
Sequence 20 from 
PaiemWO9719110 


2e.04 


' <NONE> 


<NONE> 


<asroNE> 


1033 


AJ005813 


Arabidopsis ihaiiana 
mRNAfor 
neoxanthin cleavage 
enzyme 


2c-04 


<NONE> 


<NONE> 


<NONE> 


1034 


AF100694 


Mus muscuius 
Pontin52 mRNA, 
complete cds 


2C-04 


<NONE> 


<NONE> 


<NONE> 


1035 


AE001415 


Plasmodium 
fakiparum 
chromosome 2, 
section 52 of 73 of 
the complete 
sequence 


2e-04 


<NONE> 


<NONE> 


<NONE> 


1036 


AF090115 


Lycopersicon 
esculemum cytosolic 
class U small heat 
shock protein HCT2 
(HSP17.4) mRNA. 
complete cds 


2e'04 


<NONE> 


<NONE> 


<NONE> 


1037 


AC000958 


Homo sapiens 
(subclone 6_d9 from 
PiH21) DNA 
sequence 


2e-04 


<NONE> 


<NONE> 


<NONH> 


1038 


AR)93268 


Rattus norvegicus 
homer- Ic mRNA, 
complete cds 


2e-04 


2501523 


CD59 GLYCOPROTEIN 
PRECURSOR 


7.1 


1039 


U76524 


Sambucus nigra 
ribosome inactivating 
protein precursor 
mRNA» complete cds 


2e-04 


2765360 


(Y 13925) cathcpsin L2 [Pcnacus 
vannamei] 


6.S 
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Nearest Neiehbor (BlastN vs. Genbonk) 


Nearest Neiehbor (BtastX vs. Non-Redundant Proteins) 


SEQ 
D 


ACCESSION 


DESCRIPTION 


RVALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















1040 


AF027174 


Aiabidopsis thaiiana 
cellulose synthase 
catalytic subunit (Alh- 
B) mRNA, complete 
cds 


2e-04 


133636 


>gi|i?12i|p.r|lRft3*LCRNA- 
directed RNA polymerase (EC 
2.7.7.48) - lymphocydc 
choriomeningitts virus (strain 
Armstrong 53b) >gi[33 1 369 


5.3 


1041 


AB012106 


Brassica rapa mRNA 
for SRK45, complete 


2e>04 


3822155 


(AF074613) type 11 secretion 
protein (Escherichia coli 
0157:H7I 


4.0 


1042 


U76524 


Sambucus nigra 
ribosomc inactivating 

mRNA, complete cds 


26-04 


1718125 


REGULATORY PROTEIN E2 
>gi|102Q222 type 36] 


0.38 


r043 


X17058 


Sus scTofa mRNA for 

filiim^ trnn^nortc 

protein 


2C-04 


3341906 


( AB009593) xylose transporter 


2C'15 


1044 


AF008216 


Homo sapiens 
candidate tumor 

•>U|/|/I Vi>OVI |/&/</«rI 4 


le-04 


<NONE> 


<NONB> 


<NONE> 


1045 


X98890 


S.tubefDSum mRNA 
for inorganic 
phosphate 
transporter. StPTl 


lc-04 


624126 


(U42580) a65L (Paramecium 
bursaria Chlorclla virus 11 


7,9 


1046 


L 14930 


Glycine max (Rab7p) 
mRNA, complete cds. 


9e.05 


<NONE> 


<NONE> 


<NONE> 


1047 


AJ(X)9970 


Mus musculus 
thromboxane A2 
receptor gene* exon X 
partial 


9C-05 


<NONE> 


<NONE> 


<NONE> 


1048 


Y 11896 


M. musculus mRNA 
for Brx fEene, partial 


9e-05 


<NONE> 


<NONE> 


<NONE> 


1049 


L10832 


Pojistes annularis 
(clone pan48AAT) 
tandem repeat region. 


9c-05 


<NONE> 


<NONE> 


<NON£> 


1050 


AF0550I1 


Homo sapiens clone 
24587 mRNA 
sequence 


9C-05 


3S80586 


(Z/y/58)<iUNAh5>l 
EMBL:D28009 comes front this 
gene; cDNA EST 
EMBL:D28008 comes from this 
gcne;cDNA EST 
EMBL:D32478 comes from this 
gene; cDNA EST 
EMBL:D34508 comes from this 
gene; cDNA EST 
EMBL*:D37581 comes from this 
gene;.. 


7.6 
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Nearest Neighbor {BlaslN vs. Genbank) 


Nearest Neighbor (BlastX vs. Non-Redundanl Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















1051 


U76524 


Sambucus nigra 
ribosome inactivating 
prvicin prcvurwi 
mRNA, complete cds 


9C-05 


3024292 


RHODOPSIN >gi|22907i7 
o^icinaiis] 


6.7 


1052 


Z58294 


Rsapiens CpG DNA, 

Liunc j*MiD, itfrwaru 
read cpg34d6.ftLa . 


9e-05 


3885496 


(AF064825) heparin/heparan 
sulfate N-acety]g]uoosaminyt N- 

[Bos taurus] 


0,65 


1053 


D87451 


Human mRNA for 
KIAA0262 gene, 
complete cds 


9e-05 


' 3874739 


(Z66495) similar to claustrin 
like 


a004 


1054 


L37092 


Mus muscuius cycliit- 
dependent kinase 
homologue 


9e-05 


3080513 


protein 


4c-09 


1055 


AF074386 


Sambucus nigra 
hevetn-tike protein 
mRNA, complete cds 


8e-05 


<dNONE> 


<NONE> 


<NONE> 


1056 


AF027I74 


Arabidopsis ihaliana 

catalytic subimit (Aih^ 
B) mRNA, complete 
cds 


8C-05 


<NONE> 




<NONE> 


1057 


AF074386 


Sambucus nigra 
hcvcin-Iike protein 
mRNA, complete cds 


8e-05 


<NONE> 


<NONE> 


<NONE> 




D10102 


Homo sapiens DNA 
from cosmid 

ClUnCfOfr, \J1 I6|lMlt 

sequence 


Se-QS 


<NONE> 


<NONE> 


<NONE> 


1059 


U72396 


Lycopersicon 
esculentum class U 
small heat shock 
protein Le-HSPi7.6 
mRNA, complete cds 


8e-05 


1176475 


HYPUTHbllLAL 8U.4 KU 
PROTEIN IN SMC3-MRPL8 
INTERGENIC REGION 
>gi|1078237|pir||S56849 
probable membrane protein 
YJL073W - yeast 
(Saccharomyces cerevisiae) 
>gij895898(X88851) 
hypodictical protein YJL073w 
[Saccharomyces cerevisiae] 


6.0 


1060 


X71934 


H. sapiens XB gene 
for tenascin-X, repeat 
XIII 


8C-05 


285207 


microtubule-associated protein, 
llOKtau-rat >gi|207l58 
(M84156)bigtau [Rattus* 
norvegicus] 


3.7 
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Nearest Neiahbor (BlastN vs. Genbonk) 


Nearest Neighbor <BlastX vs. Non-Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















1061 


AF027174 


Arabidopsis thaliana 
cellulose synthase 
catalytic subunit (Ath- 
B) mRNA. complete 
cds 


8e-05 


4049682 


(AF063866) ORF MSV092 
hypothetical protein 
IMelanoplus sanguinipes 
entomopoxvirusi 




1062 


AF090U5 


Lycopersicon 
esculentum cytosolic 
class II small heat 
shock protein HCT2 
{HSP17.4) mRNA, 
complete cds 


8e-05 


3861019 


(AJ235271) unknown 
IRickeitsia prowazcfcii] 


5e.l4 


1063 


AF027174 


Arabidopsis thaliana 
ceilulose synthase 
catalytic subunit (Ath- 
B) mRNA, complete 
cds 


7e-05 


<NONE> 


<NONE> 


<N0NE> 


1064 


L04193 


Human lens 
membrane protein 
(mp 19) gene* cxon 
11. 


7C-05 


<NONE> 


<NONE> 


<NONE> 


1065 


X61609 


B.napus gene for 
LHClIType III 
chlorophyll a/b 
binding protein 


7c-05 


2132314 


hypothetical protein YPfel1^4c - 
yeast similarity to a nuclear 
lamin from C. elegans (PIR 
accession number S42257) 
[Saccharomyces cerevisiae] 


8.9 


1066 


AF064029 


Helianthus tuberosus 
lectin 1 mRNA, 
complete cds 


7e-05 


2979422 


(AB006757)PCDir7(BH- 
Pcdh)c [Homo sapiens] 


5.7 


1067 


AF027173 


Arabidopsis thaliana 
cellulose synthase 
catalytic subunit (Ath- 
A) mRNA, complete 
cds 


76-05 


2493696 


HYPOTHETICAL 2L5 KD 
PROTEIN (ORF 185) 
>gi| 1480440(034204) 
ORF185; hypothetical 2 1 .4 kD 
protein [Brassicaoleracea] 


5.2 


1068 


AF093268 


Raims norvegicus 
homer- Ic mRNA, 
complete cds 


7c~05 


2501029 


PROBAJSLE LEUCVLTrNa 

SYNTHETASE, 

MITOCHONDRIAL 

PRECURSOR (LEUCINE- 
TRNA LIGASE) (LEURS) 
KIAA0028 [Homo sapiens] 


1.4 
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Nearest Neighbor (BldsiN vs. Gcnbank) 


Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 






Human DNA 










1069 


Z68758 


sequence from 
cosmid cNSSEiOon 
chromosome 22qi 1.2^ 
citer 


3c05 


<NONE> 


<NONE> 


<NONE> 


1070 


X60653 


human Histone H3.3 
pseudogene (CIR- 
456) 


3C-05 


<NONE> 


<NONE> 


<NONE> 


1071 


Z38294 


Helens CpG DNA, 
clone 34d6, forward 
readcpg34d6.ftla . 


3e-QS 


• • 1706241 


GUANYLYL CYCLASE GCE 
PRECURSOR cyclase receptor 
[Mus musculus] 


9.6 


1072 


AF04525 1 


Homo sapiens 
mitochondrial outer 
membrane protein 
(Tom40) gene, 
nticlear gene 
encoding 
mitochoiidrial 
protein, exons 1 

thrniiifh 6 


3c-05 


113980 


AMINE OXIDASE [FLAVIN- 
CONTAINING] B oxidase 
(flavin-containing) (EC 1.4.3.4) 
B - human B [huinant platelet. 
Peptide Partial, 520 aa] [Homo 
sapiens] 


8.9 


1073 


M31104 


Chicken progesterone 
receptor gene, 
encoding forms A and 
B exon^ I and 2 


3e-05 


1170841 


IG GAMMA LAMBDA 
CHAIN V-II REGION 


4.8 


1074 


AF012899 


Sambucus nigra 
ribosome inactivating 
protein precursor 
mRNA, complete cd$ 


3e-QS 


543684 


ribosomal protein S3 - 
Chiamydomonas humicola 
chloroplast (fragment) 


4.2 


1075 


L22206 


Human vasopressin 
receptor V2 gene,, 
complete cds. 


3c-(^ 


791207 


(U20615) Gnotl homeodomain 
pfoiein [Gallus gallus] 


L8 


1076 


AF093268 


Rattus norvegicus 
homer- Ic mRNA, 
complete cds 


3C-05 


3237340 


(AF033361) potyprotein 
[Hepatitis C virus] 


0.94 


1077 


AF100694 


Mus musculus 

Pontin52 mRNA, 
complete cds 


3c05 


2879805 


(.\L02 1813) hypothetical 
protein 


0.001 


1078 


AF 100694 


Mus musculus 
Pontin52 mRNA,^ 
complete cds 


3c^5 


3877951 


(Z81555) predicted using 
Gcnennder 


3e-07 



^7 
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Ncarcsi Neighbor (BlasiN vs. Gcnbank) 


Nearest Neighbor (BlastX vs. Non Rcdundant Proteins) 


SEQ 
ID 


iWm\^ Iwl^ 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















1079 


AP09OU5 


Lycopersicon 
csciiicni.uiTi cyiusiuiiCi 
class II small heat 
shock protein HCT3 
(HSP174) mRNA, 
complete cds 




_Viy^ KIT? _ 

<NONE> 


<NONc> 




1080 


AF064O29 


Helianthus tuberosus 
lectin 1 mRNA, 
compiete cds 






(281 132) predicted using 
uencTindcr 




1081 


AF087989 


Homo sapiens full 
length insert cDNA 
clone YX29D10 


26-05 


113667 


!!!! ALU CLASS B WARNING 
ENTRY !!!! 


1.8 . 


10S2 


AF064029 


Helianthus tuberosus 
lectin 1 mRNA, 
complete cds 


2c^ 


474896 


(L31967) mating type protein 
[Coprtnus cinercus] 


i,4 




AF064029 


Helianthus tuberosus 
lectin 1 mRNA, 
complete cds 


2e-05 


2266988 


(Yliz/4) p>oiycomD^liKe 
protein [Mus musculus] 


0.62 


1084 


U67415 


Equus caballus UCD- 

fc-C A-40 / 

di nucleotide repeat 

region, complete 

sequence 


Ic-OS 


<NONE> 


<NONE> 


<NON^ 


1085 


X67277 


rt.sapiens dlji gene 
for biliary 
glycoprotein, 
promoter region and 
exon 1 










1086 


X85117 


H^sapicns epb72 gene 
exons 2,3*4*5,6,7 




<NONE> 


<NONE> 


<NONE> 


1087 


U88328 


Mus musculus 
suppressor of 
cytokine signalling-3 


le-05 


443877 


(Z29457) core region; 
pid:g443877 [Hepatitis C virus] 
virus] 


3.9 


1088 


Y12853 


Homo sapiens P2X7 
gene, exon 4-8 


lc-05 


3873726 


(Z66498) similar to cuticle 
collagen; cDNA EST 
EMBL:D75584 comes from this 

S<="«^ - - 


0,36 


1089 


AE0OI140 


Borretia burgdorferi 
(section 26 of 70) of 
the complete genome 


lc-05 


3860719 


(AJ235270) GLUTAM^X- 
tRNA AMIDOTRANSFER ASE 
SUBUNIT A (gatA) [Rickeilsia 
prowazekii] 


4e-l5 
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Nearest Neighbor (BlascN vs. Genbank) 


Nearest Neishbor (BlastX vs. Non-Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















1090 


AJ224U2 


Homo sapiens gamma 
adApiin gene, exon 2 
and flanking intronic 
se9uences 


9e-06 


<NONE> 


<NONE> 


<NONE> 


1091 


AB000565 


Homo sapiens DNA 
for repeat sequence 
Alu . 


9e-06 


72879 


translation initiation fiaccor IF-2 - 
Escherichia coli 


5.1 


1092 


27S985 


H.sapiens flow-sorted 
chromosome 6 
Hindlll fragment, 
SC6pA20B4 




• 159975 


(M65164) 5IC surface protein 
[Paramecium tetraurelia] 


4.8 


1093 


Z21677 


Thermotoga marittma 
DNA for spc operon 


9e*06 


585879 


SOS RBOSOMAL PROTEIN 
12 maritima >gi|437926 
(Z21677) ribosomal protein L2 


7c. 14 


1094 


AF031494 


Drosophila hydei 
Dhc7 (Threads] 
inRN A, complete cds 


9e-06 


729377 


DYNEIN BETA CHAIN, 
CILIARY sea urchin 
(Anthocidaris crassispina) chain 
[Anthocidaris crassispina] 


4e-18 


1095 


AF05l3i5 


Homo sapiens 
placentaJ protein 
17al (PP17) mRNA, 
complete cds 


4e-06 


<NONE> 


<NONE> 


<NONE> 


1096 


AC001460 


Homo sapiens 
(subckMie 2_f4 from 
BACH107)DNA 
sequence 


4e^06 


2648304 


(AE000952) ISA 12 14-6, 
putative transposase 


6.2 


1097 


X85030 


H.sapiens mRNA for 
skeletal muscle- 
specific calpain 


4e^06 


4239857 


(AB016726) calpain 
Schistosoma Japonicum] 


0.006 


1098 


M75162 


Human polymorphic 
arylamtne N- 
acciyl transferase 


3e-06 


<NONE> 


<NONE> 


<NONE> 


1099 


AB009999 


lattus norvcgicus 
mRNA for CDP- 
diacylglycero! 

synthase, complete 
cds 


3e-06 


3879045 


(Z70309) RI02.6 
Caenorhabditts eleeans] 


7.3 


lioo 


Z7S985 


H,sapk:ns flow-sorted 
chromosome 6 
Hindlll fragment, 
SC6pA20B4 


3e-06 


266529 


MERCURIC REDUCTASE 
(HG(n) REDUCTASE) 
>gi|418744|pir||S3016S 
mercury(Il) reductase 


6.5 


1 101 


.AB012190 


Homo sapiens mRNA 
for NeddS-aciivating 
enzyme hUba3, 
complete cds 


3C-06 


3877938 


(27969))F58HI0.l 
Caenorhabditis elegans] 


63 
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SEQ 
ID 


Nearest N( 
ACCESSION 


Bi^hbof (BlastN vs. Ge 

DESCRIPTION 


noanK) 

P VALUE 


ACCESSION 


r (BlastX vs. Non-Redundant Prol 
DESCRIPTION ] 


leins) 
RVALUE 


1102 


] 

} 

AFfUl056 ' 


ionK> sapiens 

kVSCR4 gcne» exons 
J and 4 


3e'06 


1 

1568583 1 


Z80775) hypothetical protein 
Rv0044c 


1.9 


1103 


] 

xoomi 


S4ousc E(d) beta gene 
y flanking region and 
exon 1 


3e-06 


1680722 


(U72497) fatty acid amide 
hydralase [Rattus norvecicusi 


0.008 


1104 


D21205 


Human mRNA tor 
estrogen responsive 
finger protein, 
complete cds 


3e-06 


563127 


(U09825) acid finger protciri 
fHomo sapiens] 


le-05 


U05 


Z47046 


Human cosmkl 
9LL2C9fn>mXq28 


lc06 


• • <NONE> 


<NONE> 


<NONE> 


1 

iiuo 


1 ^fO^l 


Human MHC class m 


lc66 


<NONE> 


<NONE> 


<NONE> 


1107 


M13402 


RaiSSRNAgenc, 
clone SS-2. 


le.06 


<;NONE> 


<NONE> 


<NONE> 


1 lOR 

1 XvO 




H.sapiens gene for 
antithrombin III 


le-06 


<NONE> 


<NONE> 


<NONE> 


1109 


AF003540 


Homo Sapiens 
Krueppcl family zinc 
finger protein 


lc-06 


2507553 


ZINC FiNOife PROTIiW 33A 
(ZINC FINGER PROTEIN 
K0X31) (KIAA0065) 
(HA0946) Kruppcl-relatcd. 
[Homo sapiens] 


0.098 


lUO 


L42096 


Homo sapiens 
(subclone \Qjd2 from 
PI H21) DNA 
sequence. 


le-06 


1330401 


(U58762) T27F7.1 gene product 
rCacnoihabditis elcgansl 


0.015 


1111 


Z69925 


Human uima 
sequence from 
cosmid cNIl6A5, 
between markers 
D22S280 and 
P22S86on 
chromosome 22ql2 
contains EST 


9C-07 


<NONE> 




<NONE> 


1U2 


1 D90217 


S. cerevisiae gene for 

YmL33. 

miioctiondriai 

ribosomal proteins of 
large subunit 


9e-07 


3879097 


(28 1 109) predicted using 
Gcncfindcr; similar to 
sodium/phosphate transporter; 
cDN A EST yk326f6.3 comes 

from this gene; cDNA EST 
yk326f6.5 comes from this gene 
fCaenorhabdilis elegansl 


7.1 



^0 



wo 01/02568 
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Nearest Neighbor (BlastN vs. Genbank) 


Nearest Neighbor (BlastX vs. Non-Redundanc Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 












(Ub8/5!>) coded t6r by C!"" 




1U3 


AR)12899 


Sambuciii iiigia 
ribosoine inactivating 
protein precursor 
mRN A, complete cds 


9e-07 


1330345 


elegans cDNA ykHhl^; coded 
for by C. elegans cDNA 
yIcl3hlQ.5; coded for by C 
elegans cDNA yk46c8,5; coded 
for by C. elegans cDNA 
ylc46d5.5; coded for by C. 
elegans cDNA yk43c2^; coded 
for by C. elegans cDNA 
yk46e8.... 


2e-29 


1114 


AF086562 


Homo sapiens fiill 
length insert cDNA 
clone ZE16C03 


4c-07 


1072210 


(U40945) coded for by C 
elegans cDNA yk74b9.3; coded 
for by C. elegans cDNA 
yk74b9,5; similar to repeat of 
calcium channel alpha subuntts; 
similar to tetracycline resistance 
protein; similar to hypochettcal 
protein in HSP30-PMP1 region 
(SP.„ 


3.9 


1115 


L39062 


Homo sapiens 
intcrlcukin 9 receptor 
1L9R pseudogene, 
exons 1-9 


4C-07 


3879983 


(Z46/9>jsimiku'to 
transforming protein etc2; 
cDNA EST EMBL:D34 137 
comes from this gene; tDNA 
EST EMBL:D37172 comes 
from this gene; cDNA EST 
EMBL:D76266 comes from this 
gene; cDNA EST 
EMBL:D70493 comes from this 
gene; cDNA ... 


3.3 


1116 


Z69364 


Human DNA 

sequence from 
cosmid L96F8, 
Huntington's Disease 
Region, chromosome 
4pl6.3 contains EST 
and cDNA. > :: 
emb|Z69365|HSL96F 
8A Human DNA 
sequence from 
cosmid L96F8, 
Huntington's Disease 
Region, chrornosomc 
4pi6.3 contains EST 
andcDNA. 


4C-07 


3493176 


( AF022SS9) latent TGF beta 
7indini£ protein [Mus musculus] 


3.0 



Hit 
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Nearest Neighbor (BlastN vs, Gcnbank) 


Nearest Neighbor (BlostX vs. NoihRedundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 






Human mRNA for 










1117 


D79986 


KIAA0164 gene, 
complete cds 


4C-07 


4038031 


(AC005936) hypothetical 
protein [Arabidopsis thalianal 


0.30 


ins 


D43950 


Human mRNA for 

VTA A AfWMIt 

Ai/\AUU!/o gene, 
partial cd$ 


3fr07 


<NONE> 


<NONE> 


<NONE> 


1119 


AF037168 


Arabidopsis thaliana 
DnaJ homologue 
(Auo) mRNA, 
complete cds 


3e^07 


3881075 


f A 1 1 J ^'J'fS 'iT f '~nr«^ ir rnf i ici n cv 
V'^^v^^UJ / } pivUIWlCU Uolllj^ 

Genefinder. simitar to DnaJ 
domain ; Thiorcdoxin; cDNA 
EST ylc433f3.5 comes from this 
gene; cUNA c5 1 
EMBL:D32359 comes from this 
gene; cDNA EST 
EMBL:D3472l comes from this 
gene; cDNA EST yic433f3.3 c... 


3e-09 


1120 


X69838 


Rsapiens mRNA for 
G9a 


3e-07 


3873414 


(U00043) similar to D. 
melanogaster trithorax protein 


3c-29 


1121 


AB011124 


Homo sapiens mRNA 
forKIAA0552 
protein « complete cds 


2c-07 


2618749 


(U90880) hypothetical protein 
2; predicted using XGrati 


2.0 


1122 


K03012 


Hiiman cellular fms 
proto-oncogene, 
partial cds> 


le-07 


<NONE> 


<NONE> 


<NONE> 


1123 




Homo sipicns DNA, 
microsatellite and Alu 
repeat region 


le-07 


728837 


!l!t ALUSUBFAME.Y SQ 
WARNING ENTRY 


0,095 


1124 


Y 16795 


Homo sapiens 
psihHaA pseudogene 


4C-08 


<NONE> 


<NONE> 


<NONE> 


1125 




gene for ERGB 
transcription fuctor, 
intron 4 and partial 
cos 


>i& no 


728836 


!!!! ALU SUBFAMILY SP 
WARNING ENTRY 


3.0 


1126 


AJ131341 


Homo sapiens oggi 


4e-08 




! ! ! ! ALU CLASS C WARNING 


le*05 


1127 


L81902 


fiomo sapiens 
(subclone l^clOfrom 
PI H69) DNA 
sequence 


3e-0S 


4225950 


[AJ 132701) ceniaurin gamma IB 


L8 


1128 


Y 17968 


Gallus gallus mRNA 
for high mobility 
group I protein 


3e-08 


3041855 


[AC004537) similar to tumor 
suppressor p33INGi; similar to 
AF044076 (PlD:g282920S) 
Homo sapiens) 


3c-3l 


il29 


YI3901 


Komo sapiens FGFR- 
4 gene 


le.08 


<NONE> 


<NONE> 


<:NONE> 



wo 01/02568 
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SEQ 
tD 


Nearest Neichbor fBlasiN vs, I 
1 1 
ACCESSION! DESCRIPTION 


Senbank) 
P VALUE 


1 Nearest Neiish 
j ^^ACCESSrON 


b >r (BlasLX vs. Non-Redundant P 
DESCRIPTiON 


toteins) 
P VALUE 


U30 


L22024 


iMesocricetus aumtus 
Iscnim amyloid P 
component gene, 
complete cds. 


le-08 


1 <NONE> 


<NONE> 


<NONE> 


1131 


AF012899 


Sambucus nigra 
nbosomc inactivating 
protein precursor 
mRNA. complete cds 


le-08 


1 <NONE> 


<NONE> 


<NONE> 


1132 


X14034 


Human mRNA for 
phospholipaseC> :: 
gb|M37238|HUMPL 
C Human 
phospholipase C 
mRNA, complete cds. 


le'08 


<NONE> 


•<NONE> 


<NONE> 


1133 


Z5938I 


H.sapicns CpG DNA, 
clone 152bl0. 
forward read 
cpgl52bl0.ftU. 


lc-08 


<NONE> 


<NONE> 


<NONE> 


1134 


L81839 


Homo Sapiens 
(subclone 2^3 from 
PiH43)DNA 
sequence 


le-08 


<NONE> 


<NONE> 


<NONE> 


U35 


X14448 


Human GLA gene for 
il pha-D-galactosidase 

MEC 3.2.1.22) 


le08 1 


3334427 


HYPOmnCAL PttOTKIN 
Mil 207 Methanococcus 
jannaschii >gi| 1591837 
U67562) protease synthase and 
sporulation negative regulator 
f*aiK putative [Methanococcus 
annaschiil 


9 1 


1136 


( 

< 

AL023774 


^uman i)NA 
Ecquence froni clone 
799F15 on 
rhromosome Xq25, 
complete sequence 
Homo sapiens] 


16^08 1 


■ • 

( 

1354935 t 


U58330) probable copper- 
ransporting atpase 


1.2 


1137 


r 
s 

X64639 s 


4. sapiens DNA 
epetttive 
ubtclomcric-like 
equence (522 bp) 


lc-08 j 


h 

77356 e 


ypotheiical 70K protein - 
ggplant mosaic virus 


0.09S 


U38 


I 

U97058 5 


luman HuD gene, 
WR 


5c-09 1 


( 

3387886 s 


AF07053O) unknown [Homo 
apiens] 


9.5 
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SEC 
ID 


1 Nearest NTeiehbor (BlastN v$. 
|| 1 

1 ACCESSION 1 DESCRIPTION 
1 IHuman bWA 


Cenbank) 
j P VALUE 


1 Nearest Neigh 
1 ACCESSION 


t)0r (BlaStX vs. Non-RgdUrtHnnr p 

DESCRIPTJON 


rvalue 


1139 


1 Z8218i 


tsequeiice tTom 
jcosmid E86D10on 
jchromosome 22. 
contains ESTs, 
Icxontrap, complete 
(sequence 


1 5c-09 


1 728831 


, !!!! ALU SUBFAMILY J 
WARNING ENTRY 


8.4 1 


1140 


1 AJ006587 


Imus musculus mRN; 
[for translation 
Jinitiation factor eIF2 
IgammaX 


5e-09 


1872200 


(U22376) alternatively spliced 
product using exon 13A 


0.64 1 


1141 


Y1U08 


|H.sapiens WNT8B 
gene 


4e-09 


2854198 


(AF045646) contains similarity 
to coHageiis 


4.0 1 


1142 


1 AE001223 


Treponema pallidum 
lsection39of 87of 
the complete genome 


4C-09 


' 3334189 


CELL DIVISION PROTEIN 
FTSYHOMOLOG 


L5 1 


1143 


Z47046 


Human coi^mid 
QLL2C9 from Xq28 


4e-09 


104045 


fibroblast growth factor receptor 
Al precursor - African clawed 
frog >gi|2 14894 (M55 163) 
fibroblast growth factor receptor 
[Xenopus laevis] 


L3 1 


1144 


AG000746 


Homo sapiens 
genomic DNA. 2iq 
region, clone: 
Tl7IBm40 


4e^ 1 


113666 


!!!! ALU CLASS A WARNING 
ENTRY!!!! 


0.33 1 


11451 


] 

|r 

M74002 r 


iuman arginine-rich 
luclear protein 
nRN A, complcic cds. 


4e 09 j 


] 

i 
I 

I 
I 
I 

£ 

3875371 £ 


argininc rich domain, possesses 
weak similarity with the RNA 
binding domains from RNA 
splicing factor U2AF 65 KD 
subunit; cDNA EST 
EMBL:D64658 comes from this 

ir^n** f*r)Nf A T7C^ 

BMBL:D66829 comes f.., 
>gi|3878699lgnl|PlD|e 135 1 700 
x)ssesses weak similarity with 
he RNA binding domains from 
^NA splicing factor U2AF 65 
CD subunit; cDNA EST 
:MBL:D64658 comes from this 
:cne; cDNAEST 
iMBL:D66S29 comes f,.. 


3e.06 j 


J 1461 


lAenopus laevis XL- 
INCENPCXL- 
INCENP) mRNA. 
U95094 Icompletecds 


2e-09 1 


E 

2494337 P 


:ndo-i,4-beta-xylanase 

RECURSORsp.] 


4.9 1 
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Nearest 


Neidibor (BlostN vs. Genbank) 


Nearest Neishbor (BlastX vs. Non-Redund^nt Pmr«infi\ 


SEQ 
ID 


ACCESSION 


f DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 


1147 


U20554 


Drosophila 
melanogaster UDP- 
glucoserglycoprotein 
glucosyltransferase 
mRNA. complete cds. 


2C-09 


2499087 


iJLUCOS&GLYCOPROTElfr 
OLUCOSYLTRANSFERASE 
PRECURSOR (DUCT) 
glucosyltransferase - fruit fly 
(Drosophila sp.) 
glucosyltransferase precursor 
IDrosophtla melanogaster] 


4c-24 


il48 


Z56162 


H-sapicns CpG DNA, 
clone 91c9» forward 
read cpg91c9.ftla . 




' <NONE> 


<NONE> 


<NONE> 


1149 


AF100694 


Mus musculus 

Ponlin52 mRNA, 
complete cds 


le-09 


1002424 


(U25739) YSPL-1 form 1 tMus 
musculus] 


8.9 


1150 


M85276 


Homo sapiens NKG5 
gene, complete cds. 


le.09 


2315436 


(AF016447) No definition line 
found [Caenorhabditis elegans] 


8,3 


1151 


M94065 


Human 

dihydroorotate 
dehydrogenase 
mRNA« y end. 


le^09 


3892656 


(AB014464) MGC-24V [Mus 
musculusl 


6.2 


1152 


AJ131895 


Homo sapiens 
genomic CAG repeat 
element, clone 
60o2(250) 


5e-10 


<NONE> 


<NONE> 


<NONE> 


H53 


Z8218i 


Human UNA 
sequence from 
cosmid E86D10on 
chromosome 22. 
contains ESTs, 
cxontrap, complete 
sequence 


5e-10 


728831 


!!!! ALU SUBFAMILY J 
WARNING ENTRY 


7.9 


1154 


A 177444.9 


Homo sapiens mRNA 
for putative 
mclhyltransferase 


5e-10 


U3667 


!!!! ALU CLASS B WARNING 
ENTRY !!!! 


0.15 


1155 


AJ010230 1 


Homo sapiens RET 
[ingcr proiein~iiice 1 
intiscnse transcript, 
partial 


5e-lO 


728834 y 


>!!! ALU SUBFAMILY SB2 
SVARNING ENTRY 


0.006 


1156 


1 

; 
( 

AFlim6 I 


-fonw sapiens 
silencer of dealh 
Jomains (SODD) 
nRNA. complete cds 


5e.lO 


( 

4160014 ( 


API 11 116) silencer of death 
lomains [Homo sapiens] 


2e-08 


1157 


1 
\ 

Z970I7 


"lomo sapiens mRNA 
"or hypothetical 
?roiein 


4c- 10 


<NONE> 


<NONE> 


<NONE> 
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SEQ 
ID 


Nearest 
ACCESSIO^ 


Neighbor (BlastN vs. ( 

I DESCRIPTION 
Homo sapiens type 11 


jenbank) 
r VALUE 


Nearest Neifjh 
ACCESSION 


bor (BlaStX vs. Non-Redundant P 

DESCRIPTION 


roteins) 
P VALUE 


1158 


AF001298 


integraj membrane 
protein 


4c. 10 


<NONE> 


<NONE> 


<NONE> 


1159 




Rsapiens mRNA for 
p40 


2c- 10 


1000340 


{U34384) ChcW [Bonelia 
burgdorferi 1 


2.4 


1 IAD 




Human non-coding 
sequence upstream 
from DOC-Z gene oii 
chromosomes 


2e-10 


728837 


!!!! ALU SUBFAMILY SQ 
WARNING ENTRY 


0.28 


1161 


AJR)I2899 


Sambucus nigm 
ribbsome inactivating 
protein precursor 
mRNA, complete cds 


6c-ll 


<NONE> 


<NONE> 


<NONE> 


1 IDZ 


'y^iC lit 
^361 1 1 


S.cerevisiae 
chromosome II 
reading frame ORF 
YBR242W 


6e-ll 


2213560 


(297052) hypothetical protein 


3C-27 


1163 


D89174 


Schizosaccharomyces 
pombe mRNA. partial 
cds. clone: SY 1004 


6C'll 


3879758 


(z^mizu) 5imiianty to yeast 
protein TRHMBL ID E246895); 
cDNA EST EMBL:T00018 
comes from this gene; cDNA 
EST EMBL:CI3908 comes 
from this gene; cDNA EST 
EMBL:C11656 comes from this 
gene; cDNA EST yk234a5.3 
comes from this ge.» 


4e-30 






Human DN A 
sequence from 
cosmid Al On 
chromosome 6 
contains ESTs. 
HERV like retroviral 
sequence 


5e-li 


<NONE> 


<NONE> 


<NONE> 


1165 


1 

1 

AP012899 1 


Sambucus nigra 
ribosome inactivating 
protein precursor 
TiRNA, complete cds 


5c- 11 


( 

3886065 i 


;AF 106581) contains similarity 
oC4^iypc zinc fingers 


4,9 


U66 


J 

c 

< 

X56997 


"luman UbA52 gene 
coding for ubiquitin- 
)2 amino acid tusion 
)rDtein 


2e-ll 


<NONE> 


<NONE> 


<NONE> 


1167 


AF086253 c 


omo sapiens full 
ength insert cOrvJ A 
loneZD40G12 


2e-ll 


a 

2134780 


popiosis inhibitor lAP homolog 
human 


3.8 
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Nearest Neighbor (BlastN vs. Genbank) 


Nearest Nciahbor fBlasiX vs. Non-Redundant Proteinsi 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPnON 


P VALUE 
















1168 


AB018314 


Homo sapiens mRNA 
for KIAA077I 
protein, partial cds 


2e-Il 


3024343 


P53-BINDING PROTEIN 
53BP2 Bbp^53BP3 [Homo 
sapiens 1 


2e-ll 


1169 


274972 


Sxerevisiae 
chromosome XV 
reading frame ORF 
YOR064C 


2e-Il 


3041855 


(AC10D^S2TS similar tn rtiinnr 
suppressor p33INGl ; similar to 
AF044076 (PlD:g2829208) 
[Homo sapiens] 


2e-40 


1170 


Z82181 


Human UNA 
sequence &om 
cosmid E86Di0oii 
chiDmosome 22. 
contains ESTs, 
exontrap» complete 

WW! 


7e-12 






<INUiNt> 


1171 


X77738 


H,sapien$ red cell 
anion exchanger 
(EPB3, AEl, Band 3) 
gene, 3' region 


7e^l2 


2135416 


hypothetical protein * human 
>gi|288145 


0.012 


1172 


S61977 


medium-chain acyl* 
CoA dehydrogenase 
(exon 10» intron 10) 

[human, Gcnornic^ 
1407 nt] 


6c- 12 


113666 


ENTRY nn 


0.100 


1173 


X66285 


M.musculus DNA for 
HCl locus 


6e-12 


854065 


(X83413) U88 [Human 
herpesvirus 6] 


2e-06 


U74 


S78744 


protein $=activated 
protein C cofactor 
rats, liver, mRNA, 
3315 nt] 


6e*12 


2338292 


(AF009243) pcoline-rich Gla 
protein 2 [Homo sapiens] 


3e-10 


U75 


X58474 


3ovinc OXT gene for 
oxytocin, 5' 
noncbding region 


2e-12 


1296429 


L77967) small proline-Hch 
protein with, paired repeat 


4.1 


1176 


Z56314 


H,sapiens CpG DNA, 
clone lOhlO, reverse 
read cpglOhlO.rtla . 


2C-12 


2935221 


(AF030154)pVn [bovine 
adenovirus type 3] 


2.8 


1177 


Z56314 


H.sapicns CpG DNA, 
clone lOhlO* reverse 
read cpglOhlCrtla ^ 


2e-12 


2708659 


(AF037440) putative 26 kDa 
protein [Edwardsiella ictaluri] 


2.8 


1178 


] 

Z 19543 1 


Vl.musculus h2" 
:alponin cDNA 


2e.l2 


2497945 


BETA SCRUIN>gi| 1015535 
[Z47541) beta scmin [Limulus 
Polyphemus] 


2e-ai 



¥37 
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Nearest 


Neighbor (BtostN vs. Gcnbonk) 


Nearest Neighbor (BlastX vs. Non^Redundanr Prnteinci 


SEQ 
ID 


ACCESSION 


f DESCRIPTION 
erythropoietin 


RVALUE 


ACCESSION 


DESCRIPTION 


P VALUE 


1179 


S45335 


receptor (human, 
placental. Genomic, 
8647 ml 


7e.l3 


728835 


!!!! ALU SUBFAMILY SC 
WARNING ENTRY 


0.074 


1180 


AF012899 


Sambucus nigra 
ribosomc inactivating 
protein preqursor 
mRN A, complete cds 


2c-i3 


<NONE> 


<NONE> 


<NONE> 


1181 


AFD12899 


Sambucus nigra 
ribosomc inactivating 
protein precursor 
mRNA« complete cds 


2e-I3 


<NONE> 


<NONE> 


<NONE> 


1182 


Z59509 


Rsapiens CpQ DNA, 
clone 15al, reverse 
read cpglSaLrtla . 


2e-13 


3150251 


(ALQ23634) hypothetical 
protein 


0.66 


1183 


D10170 


Human CyPliB2 
gene for steroid 18- 
hydroxylase 


2c^l3 


728837 


!!!! ALU SUBFAMILY SQ 
WARNING ENTRY 


3c-05 


1184 


U65416 


Human MHC class I 
molecule (MICB) 

gene, complete cds 


2c- 13 


126295 


LINE- i REVERSE 
TRANSCRIPTASE 
HOMOLOG 


6c-ll 


1185 


AJ006031 


Mus musculus 

IHABPgcne, 

promoter 


8e-14 


2132223 


hypothetical protein YPL186c - 
yeast 


1.1 


1186 


U34976 


Human gamma- 
sarcoglycan mRNA, 
complete cds 


8e-l4 


1054903 


(U34976) gamma-sarcoglycan 
Homo sapiens] >gi|4239660 
sapiens] 


0.034 


1187 


D30647 


Rat mRNA for very- 
long-chain Acyl-CoA 
dehydrogenase, 
X)mplctc cds 


8e-14 


3183512 


ACYL-COA 

DEHYDROGENASE, VERY- 
LONG'CHAIN SPECIFIC 
[VLCAD) >gi|2388724 
[AP017176) vcry-long-chain 
»cyl-CoA dehydrogenase [Mus 
musculus] 


8e>23 


1188 


] 
< 

Z63247 1 


fl.sapicn& CpO DNA. 
:lone 7g4, forward 
ead cpe7g4.fla . 


6e-14 


86285 1 


listone Hl.Ol chicken 


6.8 


1189 


( 
i 

U27196 f 


3allus gallus zinc 
"mger protein (Fzf-1) 
nRNA, complete cds. 


3c- 14 


2 

2134436 ( 


imc finger protein - chicken 
fragment) 


4e-l0 


1190 


J 
r 

M26219 r 


\frican green 
nonkcy origin of 
cplicalion 


2c-14 


<NONE> 


<NONE> 


<NONE> 



I 
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SEQ 
ED 


Nearest 

ACCESSION 


Neighbor (BlastN vs.( 

r DESCRIPTION 
Mus musculus 


jenbank) 

P VALUE 


" N^cst Neighl 
ACCESSION 


JOT (BlastX vs. Non-Redundant Pi 
DESCRIPTION 


roteins) 
P VALUE 


1191 


AF100694 


Pomin52 mRNA, 
complete Cds 


2e-i4 


4235641 


(AFU9040) NLDD 




1192 


AFD12899 


Sambucus nigra 
ribosome inactivating 
protein precursor 
inRNA* coniptete cds 


2e-14 




(ABOl 1 174) KIAA06Q2 protein 
(|Homo sapiens] 


0.28 


1193 


AJ005866 


Homo sapiens mRNA 
for putative Sqv-7- 
like protein, partial 


2e.l4 


4008517 


( AJ005866) Sqv-7-like protein 
(Homo sapicnsi 


0.004 


U94 


U32709 


Haemophilus 
influenzae Rd section 
24 of 163 of the 
complete genome 


2c- 14 


386lj[)56 


psMfZm — 

POLYRIBONUCLEOTIDE 
NUCLEOTIDYLTRANSFERA 
oc u^np^ t,KicKensia 
prowazekii] 


6e-28 


1195 


AF073485 


Homo sapiens MHC 
class I-rclaled protein 
MR I precursor 
(MR 1) gene, partial 
cds 


8c- 15 


728831 


!!!! ALU SUBFAMILY J 
WARNING ENTRY 


LO 


U96 


AF052135 


Homo sapiens clone 
23625 mRNA 
sequence 


8c- 15 


4098124 


\\j Axvidn ixlomo 
sapiensl 


8e-14 


1197 


AF100694 


Mus musculus 
Pontin52 mRNA. 
complete cds 


3e-15 


<NONE> 


<NONE> 


<NONE> 


1198 


AFO 12899 


Sambucus nigra 
ribosome inactivating 
protein precursor 
mRNA, complete cds 


3e-15 


U3671 


!!!! ALU CLASS F WARNING 
ENTRY !?[» 


1.7 


1199 


C 

r 

Z75104 ^ 


i.ccfcvisiac 
:hromosome XV 
eading frame ORF 
rOR196c 


3e-i5 


( 
1 

1 
( 
1 

3878570 


[Z4638I) similar to lipoic acid 
synthase; cDNA EST yk283b6.3 
:omes from this gene; cDNA 
SST yk283b6.5 comes from this 
gene; cDNA EST yk472f5.3 
:omes from this gene; cDNA 
iST yk472f5.5 comes from this 
Eenc;cDNA ESTyk476e7.3... 


lc-15 



wo 01/02568 



PCT/USOO/18374 





Nearest 


Neighbor (BlastN v$. Genbank) 


Nearest Nciehb )r (BlasiX vs. Non.Rfi>Hnfirinnr Prnr»nc^ 


SEQ 
ID 


ACCESSIOW 


[ DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 












P28i3)codc<!1o^byC. 




1200 


X70052 


Sxerevisiac sofl 
2cnc 




1 125754 


eiegans cUNA cml6f6; coded~ 
for by G. eiegans cDNA 
CEESU63F; similar to S. 
cerevisiaeSOFl protein 
(SP:P33750) [Caenorhabditis 


3C-29 


1201 




Sambucus nigra 
ribosome inactivating 
protein precursor 
mRNA, complete cds 


2e-15 


• <NONE> 


<NONE> 


<iNONE> 


1202 


M92295 


Gorilla gorilla ganuna 
1 and gainina«2 
globin genes» 
complete cds. 


ie-15 


284078 


hypothetical protein 2 - human 
>Si|182220 


7.4 


1203 


L34587 


Homo sapiens RNA 

DolvmerajK If 

elongation factor SHI. 
pl5 subunit mRNA» 
complete cds, > ;: 
gb|AR022286|AR022 
4i>D bequcnce / trom 
patcmUS 5792634 


9e-16 


<NONE> 


<NONE> 


<NONE> 


1204 


DS3649 


Xcnopus laevis 
mRNA for xSox7 
protein, complete cds 


8e-16 


2447043 


(D83649) xSox7 protein 
Xenopus laevis] 


4C-06 


1205 


AC005190 


nunio Sapiens rrVvr 

done DJl 152016 
from Xq23; complete 
sequence [Homo 
sapiens] 


3c-16 


<NONE> 






1206 


J03626 


Human UMP 
synthase mRNA» 
complete cds. 


3c- 16 


113667 


!!!! ALU CLASS B WARNING 
ENTRY!!?! 


0.65 


1207 


] 
1 

J00083 < 


-luman Alu family 
ntcrspersed repeat; 
:tone BLURll. 


3e-l6 


728836 ' 


!!! ALU SUBFAMILY SP 
WARNING ENTRY 


4e-06 


1208 


1 

I 

U70674 V 


VIus muscutus m- 
Mumb (m-nb) mRNA. 
•omplete cds 


le-16 


<NONE> 


<NONE> 


<NONE> 
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Nearest Neighbor (BiastN vs. Genbank) 


Nearest Nei^bor (BlasiX vs, Non-Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DcoCKlr 1 lUW 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 


















U66619 


Human SWI/SNF 
complex 60 KDa 
subunit (BAF60c) 
mRN A, complete cds 


le46 


1549247 


(U66619) SWI/SNF complex 60 
KDa subunit [Homo sapiens] 


0.003 


1210 


U75467 


Drdsophila 
mcl£tfX)gaster Rga and 
Atu genes, complete 
cds 


le-16 


1658503 


(U75467) Atu [Drosophila 
melanogastcr] 


5e-32 


i2n 


M72709 


Human alternative 
Splicing factor 
mRNA, complete cds. 


3c 17 


<NONE> 


<NONE> 


<NONE> 


1212 


U26556 


Human ferritin H 

(FTHL13) 

pscudogene. 


3c-17 


<NONE> 


<NONE> 


<NONE> 


1213 


D32064 


Human gene for 2- 
oxoglutarate 
dehydrogenase, 
complete cds 


3c-17 


2088843 


(AF003386) F59E12.9 gene 
product [Caenorhabditis 
elegans] 


a 12 


1214 


M76364 


Human (Papua New 
Guinean) 

Mitochondrial DNA 

control region, 
sequence 131. 


36^17 


114009 


aPaOWOTEIN 

>gil72927|pir||BVECAG apaG 
protein - Escherichia coii 
>gi|409l8(X047U)URF 
hypothetical protein 
[Escherichia coli] 


0.006 


1215 


AF017466 


Homo sapiens 
genomic sequence 
from subtelomcric 
region of 
chromosome 4q 


le-17 


3947985 


(U78948) MADS-box protein 2 
[Malus domestical 


4.1 


1216 


AF004876 


Homo sapiens 
54TMp(54tm) 
mRNA, complete cds 


le-17 


. 4101574 


(AF004876) 54TMp [Homo 
sapiens] 


0.006 


1217 


AF100694 


Mus musculus 
rontinj2 mRNA, 
complete cds 


9e-l8 


<NONE> 


<NONE> 


<NON^ 


1218 


AF086758 


Rattus norvcgicus Na- 
K-2C1 cotransporter 


4e-18 


3892703 


(AL033545) putative giycine- 
rich protein [Arabidopsis 
tha liana] 


OJO 


1219 


AF020O89 


-lomo sapiens 

PENUB mRNA, 
complete cds 


4e-18 


2642493 


(AF023910)DNA 

topoisomerase I [Physarum 
polycephalum] 


0.0S3 


1220 


X82333 


H.sapicns IRLB gene 
(exonl-3) 


4e48 


106837 


irlB protein - human (fragmem) 
>gi|33969 


2c- 11 
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1 Nearest Neiahhnr rRl.i«tN vc f1■krtK-■■lt^ 






SE< 
ID 


lACCESSIQt 


s| DESCRIPTION 1 RVALUE 
Human mRNA for 1 


ACCESSION 


Dor (ttiosKA vs. iNon-Redundant F 
DESCRIPTION 


'roteins) 
PVALUl 




122] 
1222 


i\ X9ms 


" K1AA0385 gene, 
complete cds 
P.vivax PV14gcnc 


4e-18 
1 le-18 


I 3228540 
1 <NONE> 


(AF060181) zinc Rnger protein 
[Homo sapiens 1 


6e-25 




1223 


1 Z79057 


chromosome 6 
HindlU ^agment, 
SC6pA2lE8 


i 

le^lS 


1 2981631 


<NONE> 

(AB0l2223)ORF2(Canis 
familiaris] 


<NONE> 
0.001 




1224 


j Lai457 


Homo sapiens (clone 
JH4B1)PM^I 
autoantigen mRNA, 
complete cds. 


1 le-18 


1 346287 


nucleolar lOttk polymyositis- 
scleroderma protein - human 
>git35555(X66113)PM/ScJ 
lOOkD nucleolar protein [Homo 
sapiens] 


0*001 




1225 


L02897 


Dog nonerythroid 
beta-spectrin mRNA, 
3' end. 


4e-19 


3493358 


(AB017037) nonstructural 
protein precursor (Htmetobi P 

viais] 


0.12 




1226 


Afi012162 


Homo sapiens mRNA 
for APCL protein^ 
complete cds 


4e-I9 


3894265 


(AB012162) APCL protein 
[Homo sapicnsi 


0>002 


1227 


AB0ii(}93 


Homo sapiens mRNA 
forKIAA0521 
protein, partial cds , 


4€-l9 


3043566 


(AB011093) FaAA0521 protein 

(Homo sapiens] 


9e-09 


1228 


X78454 


XJaevis AB21 
mRNA for RPD3 
homologuc 


4c-19 


3023945 


HISTONE DEACETYLASE 
(HP) thaitanal 


5e-34 


12291 


< 

U88895 I 


Human endogenous 
retrovinisHDl | 
leader 

region/integrasc- 
derived ORFl, 
DRF2, and putative 1 
:rtvelope protein 
fnRNAf complete cds | 


2e-19 1 


( 

59977 < 


[Z 143 10) bipartite fiision 
ranscript PLA2L [Human 
sndogenous retrovirus] 


16-04 


i23o| 


1 
1 

U34377 


Hfuman tyrosine 1 
dnaseTXK(txk) 
;ene, exon 13- i 


le-19 1 


728831 ^ 


AT nSITRFAMTI Y T 

VARNING ENTRY 


3c-05 


1231 j 


X72966 


kl.musculus rab3A 
ene | 


lc-19 1 


( 
c 

P 

2408076 p 


Z9y 167) putative peroxisomal 
trgunisatton and biogenesis 
►rotein (Schizosaccharomyces 
ombe] 


2e-09 


1232 ( 


I 
n 
1 

AB007953 K 


iomo sapiens 
iRNA, chromosome 
spectHc U-anscript 1 
:iAA0484 1 


4e-20 1 


<NONE> 


<NONE> 


<NONE> 
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1233 



J234 



1235 



1236 



ACCESSION 



DESCRIPTION 



Nearest Neighbor (BlaSLX vs. Non-P^».^.»> d^.^:^— 



D 14034 



X82I26 



AF093684 



Human gene for Zn- 
alpha2-glycoprotein, 
cgmpieic cds 



Rsapicns HOK-2 
gene, exon 2 



Lyctferase reporter 
vector pXP2*SA,. 
complete sequence 



P VALUE I ACCESSION 



J05272 



1237 



DS6997 



1238 



Z7986S 



Human IMP 
dehydrogenase type 
mRNA complete cds. 



Human (lambda) 
DNA for 
immunoglobulin light 
chain 



H.sapiens 

chromosome 22 CpG 
island DNA genomic 
Mscl fragment, clone 
302f3, forward read 
302f3.f 



C clcgans hypothetical protein 
CET0IH8. 1 rEC05C 12.3,CEF5 
j4Dl.5. similar to trp and trp-like 
jproteins [Homo sapiens! 



2e-20 



2137269 



IDNA-bindrng protein - mouse 
|>gi|437444 



5c-2i 



2773363 



|(AF041382) microtubule 
f binding protein D-CLlP-190 



5e-21 



124417 



iN6^iNE.5'^ 
MONOPHOSPHATE 
DEHYDROGENASE 1 (IMP 
DEHYDROGENASE I) 
|(IMPDH*0 flMTO 1) I - hum an 



5e-2i 



3878261 



(Z75712) Similarity to S. Pombe 
|BEM1/BUD5 suppressor; 
cDNA EST EMBL:Zi4470 
comes from this gene; cDNA 
EST yk482d4.3 comes from this 
gene; cDNA EST yk4S2d4.5 
Jcomes from this gene 
nCaenorhabditis clegaris] 



2C-21 



2739037 



(AF024614) ADAM 10 
|[Caenorhabdiiis elegans] Zinc- 
Ibinding mctalloprotcasc domain 
jcDNA EST CEM$A42F comes 
jfrom this gene; cDNA EST 
lyk21S0.3 comes from this gene; 
jcDNA EST yl(443d9.3 comes 
from this gene; cDNA EST 
yk443d9.5 comes from this 
Igenc; cDNA... 



lc-07 



le.I9 



2c-04 



6c-46 



2.6 
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SEQ 
ID 


Nearest 
ACCESSION 


Neiehbor (BbstN vs. ( 

f DESCRIPTION 


Senbank) 
RVALUE 


Nearest Neieh 
ACCESSION 


bor (BlasiX vs, Non-Redundant Pi 

DESCRIPTION 
a.nLwojbJJ'iiiUiuU iUlJillllllli 


roieins) 
P VALUE 


1239 


AF100694 


Mu$ musculus 
Pontin52 mRNA« 

complete cds 


6e-22 


3924779 


■ lDNA E3T vUJQiiaj cmuc 
from this gene; cDNA EST 
yk249a6J comes from this 
gene; qDNA EST yk2 19a2.5 
comes from this gene; cDNA 
EST ylc355c4,5 comes from this 
gene; cDN A EST ylc224f4 J 
comes fr... 

>gi|392488 l|gnl|PID|c 1 354569 
from this gene: cDNA EST 
yk249a6 J comes from this 
gene; cDNA EST yk219a2,5 
comes from this gene; cDNA 
EST yk355e4J comes from this 
gene; cDNA EST yk224f4,5 
comes from... 


5 

0.35 


1240 


U67824 


Human primary Aiu 
transcript 


6e-22 


728832 


!!!!ALUSUBRAiMILYSB 
WARNING ENTRY 


5c-07 


1241 


AF070636 


Homo sapiens clone 
24686 rnRNA 
sequence 


2e-22 


98710 


fatty-acid synthase (EC 
2.3.1,85) - Brevibacterium 
ammoniaicenes 


2.5 


1242 


Di4034 


Human gene for Zn- 

alpha2-glycoprotcin, 
complete cds 


2e-22 


4185939 


(Y 17832) pel protein [Human 
endogenous retrovirus K1 


0,29 


1243 


M61835 


Human lactase 
phlorizin hydrolase 
(LCT) gene» exon 2. 


2e^22 


728831 


!!!! ALU SUBFAMILY J 
WARNING ENTRY 


0.006 


1244 


AF100694 


Mus musculus 
Pontin52 rnRNA, 
complete cds 


6c-23 


1350828 


RABPHiLIN-3A 
>gi|477l00|pir||A48097 
rabphilin-jA - bovine 
^gi|285646|9nljFlD|dl003285 


0.14 


1245 


■ 

AF0749S5 


Hbmo sapiens full 

t'li^in itiscn CL/ii/v 
Y^H73H06 


8c-24 


{ 

3170548 1 


AF0561 16) unknown [Fugu 
ubripes] 


0.24 


1246 


] 
1 

D 14878 < 


iuman niRNA for 
sfotein 01 23, 
complete cds 


7e.24 


<NONE> 


<NONE> 


<N0NE> 


1247 


1 
r 

D16917 \ 


-Iuman HepG2 3* 
egion cDNA, clone 
)md3d07 


6c-24 


( 
r 

( 

( 

1397345 e 


U61955) contains multiple 
egion of strong similarity to 
r2H2-typc zinc fingers 
PS:PS0002S) [Cacnorhabdiris 
legans] 


2.4 



wo 01/02568 
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Nearest Nciahbor (BlastN vs. Gcnbank) 


Nearest Neigh(>or (BlascX vs. Notn-Redundant Proteins) 


SEQ 
ID 




DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 






kiiunm 5na 










1 ^*tO 


Z69654 


sequence from 
costnid L98A6. 
Huntington's Disease 
Region, chromosome 
4pi6,3, 


3C-24 


4240566 


(AF123462) ncurexin ffl (Homo 
sapiens] 


4.5 


1249 


AB007914 


Homo sapiens mRNA 
for KIAA0445 
protein, complete cds 


2C'24 


3885949 


(AF095568) amelogenin 
[PaJeosuchus palpebrosiis] 


3.2 




AF088072 


Homo sapiens full 
length insert cDNA 
clone ZD93D10 


2c-24 


323091 


immunodominant microneme 
protein EtplOO - Eimeria tenella 
>gi|2707733 (AR)32905) 
microneme protein precursor 
Etmic-1 [Eimeria tenella] 


0.34 


1251 


AR)69489 


homo sapiens cAJYir 
specific 

phosphodiesterase 4A 
variant pde46 
(PDE4A) gene* exons 
2 through 13 and 
alternative splice 
exons 3a. 6a, 6b, and 
9a 


2c-24 


728836 


! ! ! ! ALU SUB FAMILY SP 
WARNING ENTRY 


le=05 


1252 


Y12853 


Homo sapiens P2X7 
^cne, c.xon 4-8 


9c-25 


728831 


ALU SUBFAMILY! 
WARNING ENTRY 


le-05 




M27830 


Human 28S 
hbosomai RNA gene, 
complete cds. 


8C-25 


<NONE> 


<NONE> 


<NONE> 


1254 


AB007953 


Homo sapiens 
mRNA, chromosome 
i specific transcript 
KIAA0484 


8e-25 


<NONE> 


<NONE> 


<NONE> 


1255 


260212 


Rsapiens CpG DNA, 
clone 195c 8, forward 
read cpgl95c8.ftla . 


8c-25 


158154 


(M81959) POU domain protein 
Prosophila melanogaster] 


3.3 


1256 


AF 100694 


Mus musculus 
Pontin52 mRNA, 
Lomplcte cds 


7e-25 


<NONE> 


<NONE> 


<NONE> 


1257 


AF100694 


Mus musculus 
Pontin5]l mRNA, 
complete cds 


7e-25 


<NONE> 


<NONE> 


<NONE> 


1258 


Y12851 


Homo sapiens P2X7 
^ene, exon 1 and 
oined CDS 


2e-25 


<NONE> 


<NONE> 


<NONE> 



¥^5 



wo 01/02568 
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Nearest 


Neighbor (BtastN vs. Genbank) 


_ Neafesi Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ 
ID 


ACCE$SIO^ 


I DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 






Mas musculus Tera 










1259 


U64033 


(Jen) mRNA, 
complete cds 


9c-26 


<NONE> 


<NONE> 


<NGNE> 


1260 


U19181 


Rattus norvegicus 
Rabin3 mRNA* 
complete cds. 


9e-26 


624225 


(Uiii'itf 1} KaoinJ [Kattus 
norvegicus] 


lc.13 


1261 


AF020788 


Caenorhabditis 
elegans SEL-10 (sel- 
10) mRNA, complete 

cds 


9e-26 




5>bL- ru FRLl 1 hUN Undida 
CDC4 gene (TR;E234056); 
cDNA EST EMBL:D27699 
comes from this gene: cDNA 

EST EMBl n^lMk rnm^< 

from this gene; cDNA EST 
EMBL:D32793 comes from this 
gene, ci/ri a i 
EMBL:D33271 comes from this 


7e-32 


1262 


AB016930 


Cricctutus griseus 
mRNAfor 

Phosphatidylglycerop 
hosphate synthase, 
complete cds 


8c-26 


4159682 


(AB016930) 

Phosphaiidylgjycerophosphate 
synthase (Cricetulus griseus] 


0.045 


1263 


AF100694 


Mus musculus 
Ponlin52 mRNA. 
complete cds 


3e-26 


3878629 


(Z93385) predicted using 
Genefinder; Similarity to 
B.subtiHs GTP-binding protein 


2e40 


1264 


X91195 


H.sapiens SOMi72 
mRNA 


le-26 


<NONE> 


<NONE> 


<NONE> 


1265 


AF100694 


Mus musculus 
Pomin52 itiRNA. 
complete cds 


lc^26 


1360637 


(X95995)ENBPI (Vicia sativa] 


3.1 


1266 


L08237 


Human MC2I 
mRNA. partial cds. 


le-26 


950411 


J / ) locaicu at u A i L i 
[Homo sapiens) 


9c-09 


1267 


I 
I 

AF100694 c 


Vf Us musculus 
^ontin52 mRNA, 
'Ompicte cds 


9c-27 


] 
< 

3881080 1 


CAL032657) similar to EGF-likc 
domain; cDNA EST yk299a 12.3 
comes from this gene; cDNA 
EST EMBL:D35398 comes 
from this gene; cDNA EST 
y^k331h6-5 comes from this 
?ene; cDNA EST yk299al2.5 
:omes from this gene; cDNA 
BSTyk4672S,.. 


O.OOl 


1268 


1 
1 

AF100694 c 


^us musculus 
»omin52 mRNA, 
ompleie cds 


8e-27 


1 

1731324 ; 


HIYPOTHETICAL PROTEIN 
>^i| 166306 


4.0 



WO01/02S68 
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Nearest Neighbor f BiastN vs. Gcnbaiik) 


Nearest Neighbor (BtastX vs. Non-Redundant Proteins) 


SEQ 
ID 




DESCRIPTION 


P VALUE 




DESCRIPTION 


D Vf A r T TC 
















1269 


X892U 


H.sapiens DNA for 
endogenous retroviral 
like element 


8e^27 


2065209 


(Y 127 13) Gag polypfotein [Mus 
muscuius] 


0.005 


1270 


U73166 


Homo sapiens cosmid 
clone LUCA 15 from 
3p21.3. complete 
sequence [Homo 
salens] 


3e'27 


728831 


!!!! ALU SUBFAMILY J 
WARNING ENTRY 


4e-04 


1271 


D78255 


Mouse mRNA for 
PAP- L complete cds 


3c-27 


1850098 


(D78255)PAP-l[Mus 
muscuius] 


2e-10 


1272 


Ar 100694 


Mm muscuius 
PontinS2 mRNA, 
complete cds 


le-27 


2133579 


spermatophorin Sp23 - yellow 
mealworm molitor] 


0.39 


1273 


AB015202 


Homo sapiens gene 
for hippocalcin, cxon 
2, 3 ^ complete cds 


Ie-27 


3877698 


(Z83318) predicted using 
Genefinder; cDNA EST 
yk369c7,5 comes from this gene 
[Caenorhabdiiis elegans] 


0.37 


1274 


AF100694 


Mus muscaius 

rOntinjZ mKNA, 
complete cds 


le-27 


3328188 


(Ar074902) laminin alpha chain 
[Caenorhatxiitis elcaans) 


0-19 


1275 


Z29336 


H.sapien5 gene for 
Cu/Zn-superoxide 
dismutdse 


le-27 


728831 


!!!! ALU SUBFAMILY J 
WARNING ENTRY 


6c^05 


1276 


AF1C)0694 


Mus muscuius 
Pomm52 mRNA, 
complete cds 


9e'28 


2133579 


spermaiophonn Sp23 - yellow 
mealworm molitor] 


9.2 


1277 


AF100694 


Mus muscuius 
Pontin52 mRNA, 
complete cds 


9C-28 


2133579 


spermatophorin Sp23 - yellow 
mealworm moUcor] 


0.054 


1278 


AB001636 


Homn cnni^n^ mDNIA 

llvillVJ A*l|/lvih> llUVk^r* 

for ATP-dependent 
RNA helicase #46, 
complete cds 


4c.28 


3913425 


PUTATIVE PRE-MRNA 

SPLICING FACTOR ATP- 
DFPFNDFNT RMA 
HELICASE >gi|2275203 
(AC002337) RNA hclicase 
isoloe [Arabidopsis thaliona] 


3c-22 


1279 


AF 100694 


Mus muscuius 
Pontin52 mRNA. 
complete cds 


3e-28 


4056454 


(AC(X)d990) Contains repealed 
region with similarity to 
gb|U43627 extensin (atExtl) 
gene from Arabidopsis thaliana. 
ESTs gb|Z34165 and gblZ18788 
come from this gene. 
(Arabidopsis thaliana] 


0.066 
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Nearest Neighbor (BlastN vs. Genbank) 


Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 












(ACUU599U) Contains repeated 




1280 


AF100694 


Mus miisculus 
Pbntin52 mRNA, 
complete cds 


3c^28 


4056454 


region with similarity to 
gb|U43627 extensin (atExtl) 
gene from Ambidopsis thaliana. 
ESTs 8bp4i65 and gb|Z18788 
come from this gene. 
[Arabidopsis thaliana] 


4C-05 


1281 


AF 100694 


Mus musculus 
Pontin52 mRNA, 
complete cds 


Ie^28 


<NONE> 


<NONE> 


<NONE> 


1282 


AF100694 


Mus musculus 
Pontin52 mRNA, 
complete cds 


le-28 


<NONE> 


<NONE> 


<NONE> 


1283 


AF100694 


Mus musculus 
Pontin52 mRNA, 
compieie cds 


le-28 


<NONE> 


<NONE> 


<NONE> 


1284 


AFi00694 


Mus musculus 
Pontin52 mRNA, 
complete cds 


l6<28 


<NONE> 


<NONE> 


<NONE> 


1285 


AF100694 


Mus musculus 
Pontin52 mRNA« 
complete cds 


le-28 


<NONE> 


<NONE> 


<NONE> 


1286 


AF100694 


Mus musculus 
P0ntin52 mRNA, 
complete cds 


lc-28 


<NONE> 


<NONE> 


<NONE> 


1287 


AF100694 


Mus musculus 
P0ntin52 mRNA, 
complete cds 


le-28 


140505 


l^koBAfiLEIWtRbM 

MATURASE liverwort 
l^larchantia polymorpha) 
chloroplast>^i|ll663 


3,0 


1288 


AF100694 


Mus musculus 
Ponlin52 mRNA, 
complete cds 


le^28 


140505 


PROBABLE INTRON 
MATURASE liverwort 
(Marchantia polymorpha) 
chloroplasl >gi|li663 


1.8 


1289 


AF100694 


Mus musculus 
Pontin52 mRNA, 
complete cds 


le*28 


2133579 


spemnatophorin Sp23 - yellow 
mealworm moHtor] 


0,50 


1290 


AF100694 


Mus musculus 
Pontin52 mRNA, 
complete cds 


U-28 


4056454 


(ACOOSyyO) contains repeated 
region with similarity to 
gb|U43627 extensin (atExtl) 
gene from Arabidopsis thaliana. 
ESTs gb|Z34165 and gb|218788 
come from this gene. 
Arabidopsis thaliana] 


0,087 


1291 


Z63029 


H.sapiens CpC DNA, 
clone 77b3, forward 
rcadc0R77b3.ftla. 


le-28 


2493240 


HYPOTHETICAL 29.3 KD 
PROTEIN pseudotsugaia 
nuclear polyhedrosis virus] 


0.014 



m 



wo 01/025^8 
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SEQ 
ID 


Nearest 

ACCESs^o^ 


Neighbor fBlastN vs. ( 
I DESCRIPTION 


jenbanic) 
P VALUE 


Nearest Neigh 
ACCESSION 


bor (BlastX vs. Non-Rcdundam P 
DESCRIPTION 


roteins) 
P VALUE 


1292 


AF100694 


Mu$ musculus 
Pontin52 mRNA, 
complete cds 


le-28 


118588 


>gi|ID0Q35|pir||S 18139 dehydm 
DHN3 . garden pea >g!|20709 
(X63063) pea dehydrin DHN3 
[Pisum sativum! 


1 

0.010 


1293 


AF100694 


Mu$ musculus 
Pontin52 mRNA» 


le-Ao 




(Al;u05990) Contains repeated 
region with similarity to 
gb|U43627 extensin (atExil) 
gene from Arabidopsis thaliana. 
ESTs gb|Z34165 and gb|Zl8788 
come from this gene, 
f AnJbidopsis thaliana) 


O.0O7 


1294 


AF 100694 


Mus musculus 
Pontin52 mRNA, 


Oft 




iACOOSykj) Contains repeated 
region widi similarity to 
gb|U43627 extensin (atExtl) 
gene from Arabidopsis thaliana, 
ESTs gb|Z34165 and gb|Z18788 
come from this gene. 
[Arabidopsis thaliana] 


0.002 


1295 


AF 1 00694 


Mii$ musculus 

Pontiii52 mRNA. 
complete cds 


lc-28 


126363 


LAMININ ALPHA- 1 CHAIN 
PRECURSOR precursor - 
human 


3e 04 


1296 


AF 100694 


Mus musculus 
Pontin52 mRNA. 
complete cds 


le-28 


4056454 


(AcOUoyyU) Contains repeated 
region with similarity to 
gb|U43627 extensin (atExil) 
gene from Arabidopsis thaliana^ 
ESTs gb!Z34165 and gb|Z18788 
come from this gene. 
(Arabidopsis thaliana] 


le-04 


1297 


AF100694 i 


Mus musculus 
Pontin52 mRNA, 
:omplete cds 


le-28 


4056454 


,nv^\A/k/77i/^ \v>tJf1l4ll[l5 iCpCaCeQ 

region with similarity to 
gb]U43627 extensin (atExtl) 
gene from Arabidopsis thaliana. 
BSTs gbjZ34165 and gb|Z18788 
come from this gene. 
[Arabidopsis thaliana] 


3e-05 


1298 


1 
1 

AF100694 c 


Vius musculus 
^ntin52 mRNA, 
:omple{e cds 


J 6^28 


3157926 


[AC00213i) Strong similarity to 
sxtensin-like protein gbp:34465 
rrom Zea mays. [Arabidopsis 
halianal 


2e-05 


1299 


t 
F 

AF 100694 c 


k4us musculus 
*ontin52 mRNA, 
omplete cds 


lc-28 


1 

1 
I 

c 

4056454 


ACOOiWU) Lontains repeated 
egion with similarity to 
?b|U43627 extensin (alExtl) 
;ene from Arabidopsis ihnliana. 
ESTs gb|234!65 and gb|Zl8788 
ome from this gene. 
Arabidopsis thaliana] 


le-05 



wool/02568 
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SEC 
ID 


1 Nearest 

LACCESsIo^ 


Neighbor (BlasiN vsJ 
^ DESCRIPTION 


Qenbank) 
P VALUE 


Nearest Neiph 

ACCESSION 


bor (BlastX vs. Non-Redund.mf P 
DESCRIPTION 


roteins) 
P VALUE 


130G 


j AF 100694 


Mus musculiis 
Pontin52 mRNA, 
complete cds 


Ie.28 


320919 


kinctopiast-associaigd protein - 
Trypanosoma cruzi >gi|I62142 
(M25364) kiiictoplast-associatcc 
protein 


i 

le*07 


1301 


1 AF100694 


Mus musculus 
Pontin52 niRNA« 
complete cds 




4Q56454 


(ACUOj WO) Conuins repeated 
region with similarity to 
gb|U43627 e.xtcnsin (atExtl) 
gene from Arabidopsis thaliana. 
ESTs gb|Z34l65 and gb|Z18788 
come from this gene. 
[Arabidopsis thaliana] 


9e08 


1302 


AF100694 


Mus musculus ' 
Pontin52 mRNA« 
complete cds 


le-28 


4056454 


(ACUU^yk)) (Joniains repeated™ 
region wirti similaniy to 
gb|U43627 ejctensin (aiHxtl) 
gene from Arabidopsis thaliana, 
ESTs gb|234165 and gb|ZI8788 
come from this gene. 
[Arabidopsis thaliana] 


le*09 


1303 


AF100694 


Mus musculus 
Pontin52 mRNA, 
complete cds 


le^28 


4056454 


(ACOUjyyO) Conuins repeated 
region with similarity to 
gb|U43627 exiensin (atExtl) 
gene from Arabidopsis thaliana. 
ESTs gb(Z34i63 and gb|Zl8788 
come from this gene. 
[Arabidopsis thaliana] 


9e-10 


1304 


AF100694 


Mus musculus 

Pontin52 mJRNA, 
complete cds 


le-28 


4056454 


(AC00:)990) Coniams repeated ' 
region with slmilarit)' to 
gb|U43627 extensin (atExtl) 
gene from Arabidopsis tholianx 
ESTs gb|Z34165 and gb|Z18788 
come frDm this gene. 
FArabidopsts ihaliana] 


4e-10 


1305 1 


] 

AF100694 < 


Vlus musculus 
Ponlin52 mRNA, 
:ompIete cds 


le-28 


1 
1 

1 

c 

4056454 


[miUDlWO) Contains repeated 
region with similarity to 
gb|U43627 extensin (aiExtl) 
^viic; iruin r\raDiaopsis inaliana. 

SSTs gb|Z34165 and gb|Z18788 
:ome from this gene. 
Arabidopsis thaliana] 


9e-ll 


13061 


P 

AF 100694 c 


vlus musculus 
*ontin52 mRNA, 
omplete cds 


lc-28 


r 

E 
c 

4056454 t 


AUUUDyyO) Contains repeated 
cgion with similarity to 
!b|U43627 extensin (aiExtl) 
lene from Arabidopsis thaliana. 
:STs gb|Z34l(45 and gb|Z 18788 
ome from ihis gene, 
Arabidopsis thaliana] 


6e.ll 



wo 01/02568 
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Nrsarcst 


Neighbor (BlastN v$, C 


icnbonk) 


Neifcsi Neighbor (BlastX vs, Non-Redundant Proteins) 


$EQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 






Mus musculus 










1307 


AF100694 


Pt>min52 itiRNA, 
complete cds 


4e-29 


<NONE> 


<NONE> 


<NONE> 


1308 


AF079529 


nomo Sapiens cami''- 
specific 

phosphodiesterase 8B 


4e-29 


<NONE> 


<NONE> 


<NONE> 


1309 


X93334 


H.SApicns 

mitochondrial DNA, 
cpmpiete genome 


4e^29 


U6977 


l:y iLXJHKUMb I! UXJDASH 
POLYPEPTIDE I chain I- 
human mitochondrion (SGCl) 
>gi|l3006 (V00662) cytochrome 
oxidase I (Homo sapiens] 
>gi|506829 (J01415) 
cytochrome oxidase subunit 1 
[Homo sapiens] sapiens] 


3e-09 


1310 


AF020760 


Homo sapiens serine 
protease (Omi) 
mRNA« complete cds 


4e-29 


2738915 


(AF020760) serine protease 
[Homo sapiens] 


8e-12 


nil 


uyjuy / 


Xenopiis laevis 
mitotic 

phosphoprotetn 43 
mRNA, pJirtial cos 


4e-29 


2072294 


(U95097) mitotic 
phosphoprotcin 43 [Xcnopus 
laevis] 


le-25 


1312 


L32i62 


Homo sapiens 
transcription factor 
mRNA, 5' end. 


2es29 


2501706 


RENAL TR.\NSCRIPTION 
FACTOR KlD-1 finger protein 
[Mus musculus] 


8e-15 


1313 


AF100694 


Mus musculus 
PontiD52 mRNA, 
complete cds 


le-29 


4056454 


(AcJUU^yyU) contains repeated 
region with similarity to 
£b|U43627 cxtensin (atExtl) 
gene from Arabtdopsis thaliana. 
ESTs gb|234i65 and gb|ZlS788 
come from this gene. 
[Arabidopsis thaliana] 


lC'04 


1314 


AF100694 


Vlus musculus 
Pontiii52 mRNA, 
complete cds 


le.29 


H69643 


FMRFAMIDe-fteLATED 
NfEUROPEPTIDES 
PRECURSOR >gi|4 16208 
(U03137) neuropeptide 
precursor FMRFamidc-related 
^ptide [Lvmnaea sta^nalis] 


lc-05 


1315 


U50839 


^omo sapiens gl6 
protein (gl6> mRNA, 
complete cds 


le-29 


3212101 


[AF0695I7) RNA binding 
protein DEF-3 (Homo sapiens] 


6e-l0 



^€1 



wo 01/02568 
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Nearest Neighbor (BlastN vs. Genbank) 


Nearest Nciehbor (BlasiX vs. Non- Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 












intercellular adhesion molecuk 




1316 


X697 1 1 


H. sapiens mRNA for 


5e-30 




3, lCAM-3=lymphocyte 
function-associated antigen 1 
counter-receptor homotog 
[human, tonsil. Peptide Partial* 
518 aa] 


3e-08 


1317 


AFO 10227 


Homo sapiens 
receptor-associated 
coactivator 3 


5e-30 


2331250 


(AFOi2l08) Amplified in Breast 
Cancer [Homo sapiens] 


8e-09 


1318 


AF086395 


nUlTlU SupiCIlia lUli 

length inscncDNA 
doneZD75C01 




3861241 


(AJ235273) CELL SURFACE 
ANTIGEN (scaS) 


4.2 


1319 




Human 2SS 
ribosomal RNA gene, 
complete cds. 






tHt)Si>HOGLVcfikAYE 
KINASE 2.7.2.3) - Pyrococcus 
wocsci >gi| 1054832 (X73527) 
phosphoglycerate kinase 
[Pyrococcus woeseil 




132D 


M79307 


IVlvil2»C uir^'UlIIUIIIJ^ 

protein (RablT) 
mRNA sequence. 


2e-30 


464564 


RAS-ftfiUTO Protein 

RAT). 17 Rihl7 - mi^te 

(fragment) >gi|297157 
(X70804) rabl7 [Mus musculus] 


9e-ll 


1321 


AL022i68 


Human UNA 
sequence from clone 
U247E12 on 

23« complete 
sequence [Homo 
sapiens] 


le-30 


2072967 


{U93570) putative pi50 [Homo 
sapiens] 


3C-11 


1322 


X85i24 


IY1..II1USWUIU& IltHrMIl 

gene 


le-30 


2217964 


(250798) p52 [Callus gallus] 


16^34 


1323 


U37408 


Homo sapiens 
phosphoprotein CtBP 
mRNA* complete cds 


5e.3t 


74518 


structural polyprotem - 
Venezuelan equine encephalitis . 
virus (strain TRD) >gi|3237ia 
(J04332) poly-cnvelopc protein 
yenezuclan equine encephalitis 
virus] 


LI 


1324 


L04193 


Human lens 

membrane protein 
1 mpl9) gene, exon 
11. 


2cOl 


728831 


!!!! ALU SUBFAMILY J 
WARNING ENTRY 


7c-07 


1325 


M11167 


Human 2SS 
ribosomal RNA gene. 


6e-32 


<NONE> 


<NONE> 


<NONE> 
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1 Nearest Neiuhhnr rRlncrN vc HMkmlr^ 




SEQ 
ID 


1 

jACCESSIOr 


1 DESCRIPTION 


P VALUE 


1 ACCESSION 


Dpr jpiasi\ vs. MoiHRcdundant P 

DESCRIPTION 


rocems) 
P VALUE 


1326 


1 M33336 


Human cAMP- 

kinase type 1-alpha 
subunit (PRKARIA) 
mRNA, complete cds 


2C-32 


1 <NONE> 


^NE> 


<NONE> 


1327 


1 J03060 


Human 

glucocerebrosidase 
pseudogene. complex 
cds 


2e-32 


1 2144479 


glucosylceramidase (EC 
3.2. 1 .45) precursor > human 


le-05 


1328 


U33053 


Human lipid- 
aL>(ivjii«u proicin 
kinase PRKI mRNA, 
complete cds 


7C-33 


2137689 


protein kinase (EC 2.7,1.37) - 


le-14 


1 

1329 


J04(517 


Human elongation 
factor EF-1 -alpha 
gene, complete cds. > 

DNA of human 

polypeptide chain 
elongation factor- 1 
alpha 


oe-33 


<NONE> 


<NONE> 


<NONE> 


1 133ol 


L40396 


Homo sapiens (clone 

s22i71)mRNA 

fragment 


6e'33 


124235 


INTERMEDIATE HL AMENT 
PROTEIN B protein B - 
common iDundwomi 


LOO 


1331 1 


Z728 1 1 


Sxcrevisiae 
chromosome VII 
reading frame ORF 

I vJiSxfSov/ 




1709135 


MSPl PROTEIN HOMOLCXj 
Veost MSP I protein (TAT- 
finding homolog 4) 


Se.50 


13321 


AB00794i 


Homo sapiens mRNA 
protein, partial cds 


2e-33 j 


1150834 


(U4247i) Wiscott-AIdrich 
Syndrome protein homolog 
Mus musculus] 


2.0 


13331 


1 

r 

J 

AF044574 c 


iattus norvegicus 
mutative peroxisomal 
^4-dienoyI-CoA 
eductase (DCR- 
\KL) mRNA, 
omplete cds 


2e-34 


( 
F 

4105269 r 


AF044574) putative 
)eroxisomal 2,4-dicnoyl-CoA 
eductase [Rattus norvegicusl 


6e45 


1334I 


1 
I 

D14657 c 


iuman mRNA for 
CIAAOiOi gene. 
Omplete cds 


7e-35 


<NONE> 


<NONE> 


<NONE> 


I1335I 


1 
f 

X69910 p 


isapiens p63 mRNA 
or transmembrane 
rotein 


7e 35 L 


t 

( 

- 

2136323 


n thorax homolog HTX - human 
fragment) homolog=MLL 
alternative splicing, clone 14p- 
8B} 


0.94 



wo 01/02568 
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Nearest Neighbor (B)astN vs. Gcnbank) 


Nearest Neighbor (BiastX vs. Non-Redundant Pmieins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 






Homo sapiens 










1336 


AF053455 


tetraspon TM4SF 
(TSPAN-5) gene, 
complete cds 


7C-35 


3152703 


(AF065389) tetraspan NET-4 
[Homo sapiens] 


lc-25 


1337 


X58374 


D.melanogasccr cm 
mRNA 


3e-35 


U7478 


CROOKED NECK PROTEIN 


6e'4l 


1338 


AF086492 


Homo sapiens fuil 
length insert cDNA 
clone ZD9SDU 


9e-36 


2909809 


(AF031328) aminoglycoside 6- 
N-acetyliransferase It 


1.9 


133^ 


Z96223 


H.sapiens ielomeric 
DNA sequence, clone 
12PTEL120,rcad 
l2PTEL00imseq 


3e.36 


2408068 


(Z99165) hypothetical protein 


0.61 


1340 


Z37986 


H.sapiens mRNA for 
phenylallcylaniine 
binding protein. 


le-36 


1362793 


emopamil-binding protein - 
human >gi|780263 


5e-ll 


1341 


U57847 


Human ribosomal 
protein S27 mRNA, 
complete cds, end 
similar to similar to 
metal lopanstlmulin 1 
>:: 

gb|AA3l6327|AA316 
327 EST188061 HCC 
eel! line (matastasis to 
liver in mouse) II 
Homo sapiens cDNA 
5' end similar to 
similar to 

metallopanstimulin 1 


3e07 


1171014 


40S RIBOSOMAL PROTEIN 
S27 growth factor-inducible zinc 
finger proicin MPS-1 - human 
>gi|431319 (L19739) 
mculIopanstimuHn [Homo 
sapiens] >gi|1373421 (U57847) 
ribosomal protein S27 ' 


L4 


1342 


Y15054 


Rattus norvcgicu$ 
mRNA for 70 kDa 
tumor specific 
antigen, partial 


3e^37 


3123027 


16 KD WIVREPEaT TUMOR- 

SPECfflC ANTIGEN 
>g!|2505957|gnl|PID|c353992 
(Y 15054) 70 kD tumor-specific 
antigen [Rattus norvegicus] 


2e-15 


1343 


AF084205 


Rattus norvegicus 
scrinc/ihreonine 
protein kinase TAOl 
mRNA. complete cds 


3e-37 


3452473 


(AF0842O5) serine/threonine 
protein kinase TAOl [Rattus 
norvegicus 1 


5e-4- 


1344 


X78604 


R.norvcgicus 
tSpraguc Dawlcy) 
ARL5 mRNA tor 
ARF"like protein 5 | 


le-37 


<NONE> 


<NONE> 


<NONE> 



wo 01/02568 
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Nearest Neishbor (BlostN vs. Ccnbank) 


Nearest Neighbor (BlostX vs, Non-Redundant Proteins) 


SEQ 
W 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















1345 


AJ236644 


Homo sapiens 
chromosome 22 CpG 
island DNA, genomic 
Msel fragment, clone 
22CGIB49A3 . 
complete read 


lc-37 


2239219 


(Z97210) hypoUictica) protein 


6e-05 


1346 


U09367 


Human sine finger 
protein ZNFi36 


4C-39 


2137269 


DKA'binding protein - mouse 
>«i|437444 


7e-23 


1347 


Z69649 


Human DNA 
sequence from 
cosmid L69F7B. 
Huntington's Disease 
Region, chromosome 
4pl6.3 contains 
Huntington Disease 
(HD) ftenc. 


3e-39 


3096918 


(AL023094) putative cyclase 
associated protein CAP 
[Arabidopsis thaliana] 


5.6 


1348 


AF065389 


Homo sapiens 
teiraspan NET-4 
mRNA. complete cds 


le-39 


3152703 


(AF065389) teiraspan NET4 
[Homo sapiens] 


6e-29 


1349 


AF038172 


Homo sapiens clone 
23923 mRNA 
sequence 


le-40 


1813464 


(U60883) CapC [Bacillus 
firmus] 


2,8 


1350 


Z83095 


H.$apiens Fanconi 
anaemia group A 
gene» exons 39. 40, 
41,42 and 43 


le-40 


213787D 


zinc finger protein - mouse 
(fragment) 


3c-23 


1351 


AF057734 


Homo sapiens 17- 
beta-hydroxystcroid 

dehydrogenase IV 
(HSD17B4) gene, 
exon 16 


le-40 


2842416 


(AL008730)dj487J7.Ll 
(putative protein dJ487J7. 1 
isoform i) [Homo sapiens] 


6e-61 




AF070567 


Homo sapiens clone 
24544 beta- 
dystrobrevin mRNA* 
partial cds 


4c-41 


3133087 


(Y 157 IS) dystrobrevin B DTN- 
B2 [Homo sapiens] 


7e-13 


1353 


AFO06088 


Homo sapiens Ajp2/3 
protein complex 

subunil p 16- Arc 
(ARC16) mRNA. 
complete cds 


2e-4l 


3121767 


ARP2/3 COMPLEX 16 KD 
SUBUNIT 


3€-36 


1354 


X69942 


M.musculus mRNA 
of enhancer-trap- 
ocus 1 


6e-4a 


2291152 


(AF016418) No definition line 
found [Caenorhabditis elegans] 


6,4 



wo 01/02568 
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Nearest Neishbor (BlastN vs, Genbank) 


Nearest Neighbor (BlaslX vs. Non-Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















1355 


X87838 


Rsapicns mRNA for 
beta-catenin 


5C-42 


1373019 


(U28811)cysteinc-rich 
fibroblast growth factor receptor 


8C-05 


1356 


Afi018268 


Homo sapiens mRNA 
for KIAA0725 
protein, partial cds 


5e-42 


3882171 


f AB018268) KIAA0725 orotein 
[Homo sapiensi 


2c-33 


1357 


M84424 


Human cachepsin E 
(CTSE) gene, exon 9 
and complete cds. 


2e-42 


<NONE> 


<NONE> 


<NONE> 


1358 


U80776 


Human EST clone 
NTBi543 mariner 
transposon Hsmarl 
orf gene, complete 
cds 


2e-42 


2231380 


ort; encodes putative 
chimeric protein with SET 
domain in N-tenndinus with 
similarity to several other 
human, Drosophila, nematode 
and yeast proteins [Homo 
sapiens] 


3e*ll 


1359 


U55184 


Human G protein 
Golf alpha gene, exon 
12 and complete cds 


2e^2 


3165531 


(AF067608) No definition line 
found [Caenorhabditis elegans] 


le-16 


1360 


AC005190 


Homo sapiens PAC 
clone DJ1152D16 
from Xq23, complete 
sequence IHomo 
sapiens] 


6C.43 


2978255 


rAB007407^ myeloid zinc firi&er 
protein-2 [Mus musculus] 


2.3 


1361 


AB018284 


Homo sapiens mRNA 
forKIAA0741 
protein, complete cds 


Se^3 


<NONE> 


<NONE> 


<NONE> 


1362 


ABO L 1137 


Homo sapiens mRNA 
for KIAA0565 
protein^ complete cds 


5e-43 


3043654 


(AB011137) KIAA0565 protein 
Homo sapiens] 


le-07 


1363 


M93651 


Human set gene, 
complete cd$< 


2e-43 


<NONE> 


<NONE> 


<NONE> 


1364 


Z47087 


H.sapiens mRNA for 
RNA polymerase 11 
elongation factor-like 
protein. 


2e-43 


1872514 


(U84404) E6'associatcd protein 
E6-AP^ubiquitin-protein ligase 
Homo sapiens] >gi|2361031 
(AF01670S) E6-AP ubiquiun- 
protein ligase [Homo sapiens] 


7.2 


1365 


U27i97 


Drosophila 
mclanogastcr pelota 
(pelo) mRNA. 
complete cds 


2e-43 


1352736 


PELOTA PROTEIN >gi!973224 
(U27197) pelota [Drosophila 
mclanogastcr] 


le-46 



wo 01/02568 



PCT/USOO/18374 





Nearest Neiethbor (BlascN vs. Genbank) 


_ Nearest Neighbor (BlastX vs. Non<Redundant Prt>teins) 


SEQ 
m 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 












RRP5 PROTEIN HOMOLOG 




1366 


DS0007 


Human mRNA for 
KIAA0185 gene, 
partial cds 


6e-44 


2498864 


(KIAA0185) hypothetical 
protein YM9959. lie of 
SiCerevisiae tHnmo caniikncl 


oe*vy 


1367 


AF005039 


Homo sapiens 
secretory carrier 
membrane protein 
(SCAMP3) mRNA, 
complete cd$ 


6e-44 


2232243 


(AF005039) secretory carrier 
membrane protein [Homo 
sapiens] 




1368 


X68101 


R.norvegicus trg 
mRNA 


2c-44 


550420 


(X68l0i) trg gene product 
[Rattus norvegicus] 


lc-37 


1369 


AF044206 


Homo sapiens 
cyclooxygenase 
(C0X^2) gene, 
promoter and exon 1 


2e-45 


2072953 


(U93565) putative pl50 [Homo 
sapiens! 


5e<06 


1370 


L4S708 


Homo sapiens 
faciogenital dysplasia 
(FGDl)ecnc, 5* end 
of intron 17 


8e*46 


<NONE> 


<NONE> 


<NON'E> 


1371 


X15822 


Human COX VHa-L 
mRNA for liver- 
specific cytochrome c 
oxidase (EC 1.9.3.1,) 


3e-46 


U7121 


UV lUCHkUtVlb C OXIDASE 
POLYPEPTIDE VHA-LIVER 
PRECURSOR 
>gi|2l44370|pir|pSHU7L 
cytochrome-c oxidase (EC 
L93-1) chain Vila precursor* 
hepatic - human >gi|30147 
(X15822) precursor (AA -23 to 
60) (Homo sapiens] 


5e-13 


1372 


U47323 


Mus musculiis 
stromal cell protein 
mRNA, complete cds 


3c^6 


1493833 


(1X47323) stromal cell protein 
Mus musculus] 


le-4S 


1373 


AF059524 


Hfomo sapiens 
rcticulon gene family 
protein 


7e^7 


• 

1731169 


HYPinHEricALiarKiT" 

PROTEIN T28D9.7 IN 
CHROMOSOME II >gi|861264 
(U28738) coded for by C. 
elegans cDNA yk8h5.3; coded 
for by C. eleeans cDNA 
yk8h5-5; similar to C, elegans 
deg-l and mec--4 in exon 2 
Caenorhabditis elegans) 


7.S 


1374 


AJ132583 


Komo sapiens mkNA 
'or puromycin 
sensitive 
aminopcpcidosc, 
partial 


3c-47 


1777519 


(U39123) T cell receptor beta 
:hain [Homo sapiens] 


9.7 



%1 
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Nearest Neighbor (BlastN vs. Genbank) 


Nearest Neighbor (BlastX vs. Non<Redundam Proteins) 


SEQ 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















1375 


M97856 


Homo sapiens historic 
binding protein 
inRNA* complete cds. 


3e-47 


2645327 


(U83821)NADH 
dehydrogenase subunit 3 
lOryzomys palustris] 


5-7 


1376 


U53220 


Human 

retinoblastoma- 
related Rb2/pi30 
gene, 5* flanking 
region and panial cds 


3c-47 


2499225 


CMP-SIALiC ACED 
TRANSPORTER CMP-sialic 
acid transporter [Cricetulus 
griseusi 


5.3 


1377 


X87870 


Rsaptetis liiRNA for 
hepatocyte nuclear 
factor 4a 


lc^7 


728832 


!!!!ALU SUBFAMILY SB 
WARNING ENTRY 


7.3 


1378 


AF060195 


Mus musculus 
proteasome regulator 

PA28 beta subunit 
gene, complete cds 


3c-48 


478681 


limb dcfomiity protein - chicken 


0.25 


1379 


AB018285 


Homo sapiens mRNA 
forKIAA0742 
protein, partial cds 


le-48 


3122969 


TESTIS SPECIFIC PROTEIN 
A (ZINC FINGER PROTEIN 
T5GA) >gi|28i040|ptr||528499 

probable xinc finger protein - rat 
>git57504 (X59993) zinc finger 
protein 


le-30 


1380 


U35032 


Human endogenous 
retrovirus clone 
c5.n.HERV-H 
multiply spliced 
subgcnomtc leader, 
protease and tntegrase 
region mRNA, panial 
cds 


4c-49 


88558 


retroviral protetnase-like protein 
- human 


6e-05 


1381 


AB007956 


Homo sapiens 
mRNA, chromosome 
1 specific transcript 
KIAA0487 


lc^49 


<NONE> 


<NONE> 


<JMONE> 


1382 


D86987 


Hiomo sapiens mRNA 
forKIAA0214 
protein, complete cds 


le-49 


2497944 


ALMa SCliUiN >gi|633238 
(Z38132) scruin [Limulus 

polyphcmus] 

>gi|l09j326|prfl|2l03269A 
scrulin [Limulus sp.] 


9J 


1383 


U25826 


Human transcription 
factor (SCI) gene, 
complete cds. 


4C-50 


<NONE> 


<NONE> 


<NONE> 
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Nearest Neighbor (BlostN vs, Genbank) 


Nearest Neighbor (BlasiX vs. Non-Redundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 






Mus musculus ATP- 










1384 


U46690 


dependent RNA 
helicase nriRNA« 
partial cds. 


4c-50 


1335873 


(U46690) ATP^dcpcndent RNA 
helicase [Mus musculusi 


3e-24 


1385 


AF072128 


Mus musculus 
claudin-2 mRNA, 
complete cds 


2c-50 


3335184 


(AF072128) claudin^2 [Mus 
musculus] 


4e-24 


1386 


AF093593 


Homo sapiens 
snRNA activating 
protein complex 
19lcPa subunit 
(SNAP19) mRNA, 
complete cds 


le-50. 


3668416 


(AF093593) snRNA activating 
protein complex 191cDa subunit 
[Homo sapiens] 


O.0D3 


1387 


U79745 


Homo sapiens 
monocarboxylate 
iransponer 
homoioguc MCT6 
mRNA, complete cds 


le-SO 


1177607 


(X92485) pvai [Plasmodium 
vivaxl 


2c.07 


1388 


L09647 


Rattils ndrvcgicus 
hepatocyte nuclear 
factor 3a 


le^50 


404764 


(L10409) fork head related 
protein [Mus musculus] 


2c.21 


1389 


X61506 


Mouse E46 mRNA 
for £46 protein 


4C-51 


114909 


BRAIN PROTEIN E46 


le^lO 


1390 


M33387 


Human debrisoquine 
4-hydroxylasc 
(CYP2D8P) and 


le-5i 


126296 


LINE-I REVERSE 
TRANSCRIPTASE 
HOMOLOG protein 
[Nycticebus coucan^] 


Sc-lS 


1391 


AF019767 


Homo sapiens zinc 
fmgcr protein (ZPRl) 
mRNA, complete cds 


4e.52 


961507 


(D63788) anchor protein, LCM 


5.9 


1392 


Z37986 


FI.sapiens mRNA for 
phenylalkyi amine 
binding protein. 


2e-52 


<NONE> 


<NONE> 


<NONE> 


1393 


U65416 


Human MHC class 1 
molecule (MICB) 
gene, complete cds 


2e.52 


3878637 


(Z4yriS) weak stmtlartty with 
SINR protein (Swiss Prot 
accession number P06533); 
cDNAEST EMBL:T00631 
comes from this gene; cDNA 
EST yk293dl0.5 comes from 
this gene [Caenorhabditis 
elegans] 


8.7 
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5EQ 
ID 


Nearest 
ACXTESSIOh 


Neighbor (BlasiN vs. < 
r DESCRIPTION ' 


jenbank) 
P VALUE 


Nearest Ncif^hl 
ACCESSION 


iK)r (BlastX vs« Non^Redundant Pi 
DESCRIPTION 


[Qteins) 
P VALUE 


1394 


257647 


H.sapicns CpG DNA 
clone I89a6, forward 




111187 


CTCUi'gJOinn JJJVA'Oinding 
protein Bl, transcription factor 
PU.l - mouse >gi|200586 
(M32370) PUJ protein [Mus 
musculus] >gi|200972 
{M38252) transcription factor 
Pu.1 [Mus musculus] 


5.8 


1395 


L13738 


Human activated 
p2lcdc42Hs kinase 
(ack) mRNA. 
complete c<k. 


2e^52 


2921447 


(AF037260) non-receptor 
protein tyrosine kinase Ack 
[Mus musculus] 


7c-23 


1396 


AF042379 


riOlTin ^^ni^n^ cninHlf 
^a^lCrlla AIJIIJUIC 

pole body protein 
spc97 homolog GCP2 
mRNA, complete cds 


7B-53 


2801701 


(AF042379) spindle pole body 
protein spc97 homolog GCP2 


lc*16 


1397 


AF047441 


Homo sapiens RNA 
polymerase 1 40kD 
subunit mRNA^ 
complete cds 


6c-53 


3914807 


DNA-DlkkCTEDRTfiP'^^ 

rOL I MtK ASE 1 40 KD 
POLYPEPTIDE (RPA40) 
(RPA39) >gii2266929 
( AF008442) RNA polymerase I 
subunit hRPA39 [Homo 
sapiens] 


4e-19 


1398 


AFI04670 


iomo sapiens cell 
cycle protein 
(PA2G4) gene, exbns 
6 through 13, and 




<NONE> 


<NONE> 


<NONE> 


1399 


i 
J 
1 

S60754 ] 


(VNTR locus DX24, 
hypervariable tandem 
repeat cluster) 
human, Genomic. 
2991 nl)>r: 
gb|L07935|HUMVNT 
(A Homo sapiens 
Tiicrosaiclliie VNTR 
t>NA sequence. 


2c^53 


5 
( 
1 

1209669 r 


U388l0)CAGRliHomo 
.apiens] >gi|3098420 
AF040945) homeotic regulator 
iOmologMAB21 [Mus 
nusculus] 


4.6 


1400 


1 

1 

D86972 c 


^uman mRNA for 
CiAA021Sgene, 
'omplete cds 


le-53 


( 

3426041 


AC005168) unknown protein 
Arabidopsis thaliana] 


9.1 
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IT Ncarcs 


I Neighbor rBlastN vs. 


Genbank) 


_L Nearest Neighbor (BlaslX vs. Non-R#irti.«/iArtfPrt^»i*i«ri ^ 


(SB 
ID 


^1 

Jaccessioi 


V DESCRIPTION 


P VALUE 


1 ACCESSION 


1 DESCRIPTION 


IpvalueI 


140 


l | Ai2366S2 


ilomo sapiens 
chromosome 22 CpC 
island DNA. genomi 
Mscl fragment. cioiK 
22CGIB49E6 . 
complete read 


c 

7e-54 


1 3928721 


(AL034355) putative 
Icytochiome oxidase subunit I 
HSireptomyces coelicolorl 


0,30 1 


1 \dCil 


1 AJ2joo82 


Homo sapiens 
chromosome 22 CpO 
island DNA, genomic 
Mscl fragment, clone 
22CGIB49E6 , 
complete read 


6c-54 


3928721 


|(AL034355) putative 
jcytochromc oxidase subunit I 
JlStreptomyces coelicolorl 


0.28 1 


1 iAf\1 
1 14U3 


1 M37583 


Human histone 
(H2A.Z) mRNA, 
complete cds. 


6e.54 


70711 


histone H2A.F, embryonic - 
chicken 


2e-16 j 


J 1404 


AJ009947 


Homo sapiens mRNA 
for putative ATPase, 
partial 


6e-54 


3550295 


(AJ009947) putative ATPase 
[[Homo sapiens] 


1 3e-18 1 


1 \dM 


YU8459 


B.taurus mRNA for 
novel cytoplasmic 
protein 


2e-54 1 


<NONE> 1 


<NONE> 


<NONE>| 


1406 


AF042384 


Homo sapiens BC*2 
protein mRNA, 
complete cds 


2e 54 j 


•^BODlyn 1 


(AF042384)BC-2 protein 
[Homo sapiens] | 


2e-14 1 


1407 1 


AF042379 1 

■ ^ ; 


Homo sapiens spindle 
pole body protein 
5pc97 homolog GCP2 
mRNA, complete cds 


8e-55 1 


2801701 1 


AF042379) spindle pole body 
noiti n spc97 homolog GCP2 


2e-17 J 


I 14081 


c 

i 
c 

AF0O5355 c 


:uniculus translation 
niiialion fauior 
'IF2C mRNA* 
omplete cd$ 


7e-55 1 


( 

3253159 h 


AF005355) iranslatlon 
nitiation factor eIF2C | 


3e-53 j 


1409! 


I 

P 
h 

AF008442 0 


Jomo sapiens RNA 
olymerase I subunit 
RPA39 mRNA, 
omplete cds 


3e 55 j 


3335138 4 


\F047441) RNA polymerase 1 
OkD subunit [Homo sapiens] 


3e-20 j 


1 14lo| 


h 
P 

AF04744i c< 


[omo sapiens RNA 
olymerase 1 40kD 
jbunit mRNA, 
omplete cd^ 


3c-55 1 


\u 

3335138 \4i 


VF04744I) RNA polymerase I 
3kD subunit [Homo sapiens] | 


3e-20 1 
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Nearest Neighbor (BlastN vs. Genbonk) 


Nearest Neighbor (BlastX vs. Non-Rcdundant Proteins) 


SEQ 
ID 


ACCESSION 


DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 






Human rtiRNA for 










1411 


X08004 


Rap IB protein >:: 
cmb|A08693|A08693 
Rsapiens rapib 
cDNA 


20-55 


# 

539995 


transforming protein rap lb - rat 
(strain Copenhagen) 


2e-18 


1412 


AFO 10403 


Homo sapiens ALR 
mRN A, complete cds 


2e-55 


2358285 


(AF010403)ALK[Homo 
sapiens] 


le.49 


1413 


M77016 


Human tFopomoduIin 
mRNA, complete cd$. 


8e-56 


262249 


(S52010)orfl 5' ofEpoR [mice. 
Peptide, 85 aa] [Mus sp.] 


0.027 


1414 


AB020633 


Homo sapiens mRNA 
forKIAA0826 
protein, partial cds 


2e-56 


<NONE> 


<NONE> 


<NONE> 


1415 


X87489 


H.sapiens genomic 
DNA (chromosome 
3; clone NL1243D) 


2e^56 


1814029 


(U84501) cuticle collagen 
[Caenorhabditis briggsae] 


0.038 


1416 


AB007893 


Homo sapiens 
KIAA0433 mRNA, 
partial cds 


2e.56 


2887437 


(AB007893) KIAA0433 [Homo 
sapiens] 


9c-21 


1417 


X78925 


H.sapiens HZF2 
mRNA for zinc finger 
protein 


lc-56 


3342002 


(AF054180) bcitiatopoictic cell 
derived zinc tlnger protein 
[Homo sapiens] 


2e-21 


1418 


Z56281 


H-sapiens mRNA for 
interferon regulatory 
factor 3 


9c57 


2497442 


INTERFERON 
REGULATORY FACTOR 3 
factor 3 [Homo sapiens] 


2C-21 


1419 


U78772 


Homo sapiens nuclear 
VCP-Hke protein 
NVLp.l 


8e-57 


2406565 


(a68I40} nuclear VCP-like 

protein NVLp,2 [Homo sapiens] 


5e-20 


1420 


D79994 


Human mRNA for 
KIAA0172 gene, 
partial cds 


3e-57 


1136404 


(D79994) similar to ankyrin of 
Chromatium vinosum. [Homo 
sapiens] 


9c-3S 


1421 


AB002342 


Human mRNA for 
KIAA0344 gene, 
complete cds 


lc-57 


2224629 


(AB002342) KIAA0344 [Homo 
sapiens] 


4e-20 


1422 


L 19437 


Human transaldolase 

mRNA containing 
transposable element, 
complete cds 


le-57 


1553119 


(U63159) transaldolase [Mus 
miisculus] 


2c-:o 


1423 


D17532 


Hiiman mRNA for 
RCK, complete cds 


9c^58 


129376 


PROBABLE ATP- 
DEPENDENT RNA 
HELICASE P54 (ONCOGENE 
RCK) (DEAD BOX PROTEIN 
6) 


Ic^lO 
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SEQ 

m 


Nearest 
ACCESSIOh 


Neighbor (BlastN vs. < 
1 DESCRIPTION 


jenbank) 
P VALUE 


Nearest Neigh 
ACCESSION 


bor (BlastX vs. Non-Redundant 
DESCRIPTION 


rotetns) _ 
P VALUE 


1424 


X79568 


H.sapicns BDPl 
nfiRNA for protctn- 
tyrosine-phosphatase 


9e-58 


1871531 


(X79568) protein-tyrosine- 
phosphatase 


le^22 


1425 


X79568 


H.sapiens BDPl 
mRNA for protein^ 
tyrosine-phosphatase 


9e^58 


1871531 


(X79568) protein-tyrosine- 
phosphatase 


9e^23 


1426 


AB012295 


HKE1.5 mRNA for 
GDS-related protein, 
complete cds 


7e^58 


2648021 


(297184) RGL2 [Homo sapiens 


9e-19 


1427 


AF086040 


Homo sapiens full 
length insert cDNA 
clone YX52E07 


. le-58 


543222 


glulamine (Q)-rich factor 1, 
v^Kr-i ' mouse i actor I, QRF-l 
[mice, B-cell leukemia, BCLl* 
Peptide Partial, 84 aa] 


3e-36 


1428 


AB018195 


Homo sapiens ca xi 
mRNA for carbonic 
anhydrase-related 
protein XI, complete 

cds 


4e-59 


<NONE> 


<NONE> 


<NONE> 


1429 


AF071777 


Mus musculus IREl 
(Ircl) mRNA, 
complete cds 


46-59 


3766209 


(AF07i777) IREl [Mus 
musculusi 


7e'2S 


1430 


AB000462 


Homo sapiens mRNA 
for SH3 binding 
protein, complete cds, 
clone:RES4-23A 


3e^59 


<NONE> 


<NONE> 


<NQNE> 


1431 


AF038172 


Homo sapiens clone 
23923 mRNA 
sequence 


3c^59 


3758855 


Plasmodium falciparum] 


1.3 


1432 


< 

Z84812 I 


numanuiSA 
sequence from phage 
>TEL from a contig 
From the tip of the 
short ann of 
:hromosome 16, 
spanning 2Mb of 
I6p 13.3 Contains 
iSTs 


le-59 


. ] 

400927 


WBONUCLEOPROTEIN 
^B97D ribonucleoproiein 
Drosophila melanogasier] 


2.5 


1433 


i 
t 
I 

: s 
U36484 .s 


^uman laminin- 
>indtng protein gene, 
partial cds. and E2 
mall nucleolar RNA 
iene, complerc 
<;quence 


1C-S9 


226005 jf 


>rotein 40kD [Mus musculus] 


7e-05 
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1 Nearest 


Neighbor (BlastN vs. Genbank) 


Nearest Neighbor (BlastX vs. Non-RedunHflnt Pmteins^ 


SEQ 


il 

|ACCESSI0^ 


1 DESCRIPTION 


P VALUE 


ACCESSION 


DESCRIPTION 
liUALSPEClRCltV 


P VALUE 


1434 


j LH235 


Homosapiens ERK 
activator kinase 
(MEK2)mRNA. 


lc-59 


2499630 


MITOGEN-ACtlVArtD 
PROTEIN KINASE lONASE 2 
(MAP KINASE KINASE 2) 
(MAPKK 2) kinase type 2 
[Gallus gallus] 


3e-2l 


1435 


1 AH)86555 


Homo sttpiehs full 
length inscn cDNA 
clone ZE14E04 


4c^ 


3287674 


(AC005239)E23 149^1 [Homo 
sapiens! 


2e-04 


1436 


j M24766 


Human (clone 
pHAIV2-12) alpha-2 
collagen type IV 


4e-60 


29551 


(X05610) alpha (2) chain 
[Homo sapiens] 


. 6e-15 







Rsapicns mki67a 
mRNA (long type) 
for antigen of 
motK)clonal antibody 
Ki-67 


4e'60 


1170654 


AhtTICEN KI-67 
>gi|539555|pir||A48666 cell 
proliferation antigen Ki-67, long 
form - human Ki-67 [Homo 
sapiens] 


3C.15 




mx/JXy 


Human calmodulin 
mRNA, complete cds. 


4e.60 


1345451 


(X05949) Calmodulin (AA 2 - 
59) (449 is 1st base in codon) 
[Drosophila melanogaster] 


7e-20 


1430 


YI97« 1 
I i^/oi 


Homo sapiens mjRNA 
for tronsducin (beta) 
like 1 protein 


3e-60 


62133 


(X06172) put. 134 kD protein 
AA i - 1187^t put repHcasc 


7.4 


1440 




iHuman mRNA for 
KIAA0385 gene, 
complete cds 


le-60 . 


1001548 


(D64000) hypothetical protein 


4.4 


1441 1 


AF070614 


Homo sapiens clone 
24732 unknown 
mRNA, partial cds 


2e-6l 


3283879 


(AH)706 14) unknown [Homo 

sapiens] 


3e-17 


14421 


AB002326 


Human mRNA for 
KI AA0328 gene, 
partial cds 


6e-62 


* 

547891 


MICROTUBULE' 
ASSOCIATED PROTEIN 4 
microtubule-associated protein- 
U [Bos taurusi 


5,6 


1443 


1 

AF086471 < 


Homo sapiens full 
ength insert cDNA 
:lone ZiJooAiJl 


5e-62 


<NONH> 


<NONE> 


<NONE> 










1 
( 

t 

c 

( 


ZT- - 

3IHYDROXYPHENYLPROPI 
3NATE 1.2^DI0XYGENASE 

>gi|1657544(U73857) similar 
o mcpl gene (catechol 2.3- 
lioxygenase) of A, euirophus 3- 

2.3- 

lihydroxyphenylpropionatG)!, 2- 
lioxygcnasc 2.3- 
Ihydroxyphenylpropionate 1,2- 
ioxygcnasc 




14441 


I 
i 

AB002311 c 


^uma^ mRNA for 
aAA03i3gene, 
omplcie cds 


2e-62 


c 

d 
d 

2506357 d 


3.4 
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SEC 


Nearest 

} 

ACCESSIOf 


Neighbor (BlastN vs. 
^1 DESCRIPTION 


Genbank) F 
P VALUE 1 


Nearest NcigJ 
ACTESSIGN 


bor (BlasLX vs. Non-Rediindnm P 
DESCRIPTION 


Voteins) 
P VALUE 


144! 


J AF069737 


Xenopus laevis 
Inotchless (nie) 


L 2e-62 j 


3687833 


(AF069737) notchicss [Xenopu 
laevis] 


5 

Ic-55 


1446 


1 AF044209 


iHomo sapiens nuclea 
receptor co-repressor 
N<:oR mRNA. 

[complete cds 


r 1 

5e-63 1 


2137603 


nuclear receptor co-repressor N- 
CoR - mouse miisculus] 
>gi|1583863|prf||212l436A 
thyroid hormone receptor co- 
repressor [Mus musculus] 


2C-47 


1447 


l_ M69238 


iHuinanaiyi 
Ihydrocarbon receptor 
Ifiuclear tramlocaior 
(ARNT)mRNA, 
Icomplete cds. 




2702319 


(AR)01307) aryl hydrocarbon 
receptor nuclear transtocator; 

Amt fHofflfi <nnl^nc1 


5e-19 


1448 


X80497 


H.sapiens PHKLA 
mRNA 


2e 63 1 


1170685 


PHUSi^HUKVLSkiB 

KINASE ALPHA 
REGin.ATORY CHAIN. 
LIVER ISOFORM 
(PHOSPHOR YLASE KINASE 
ALPHA L SUBUNIT) 
>gi|663010 (XS0497) 
phosphorylase kinase 
phosphoryiase kinase alpha 
subunit [Homo sapiens] 


5e-22 


1449 1 


AF03U41 1 


Homo sapiens 
ubiqtiitlii conjugating 
enzyme 


2e-63 j 


2623260 


(AF03n4i)ubiquitin 
coniuEatins enzvme fHr^mr* 
sapiens| 


le-23 


1450 j 


I 

r 

Z37166 IF 
It 


i.sapiens BATl 
nRNA for nuclear 
^NA helicase 


6c-64 1 


] 

1 

2500529 


PROBABLE ATP^ 
DEPENDENT RNA 
flELICASEP47 
>gi|2135840|plr||I3720l nuclear 
^NA helicase (DEAD family) 
5AT1 - human >gi|587146 
237166) nuclear RNA helicase 
DEAD family) [Homo sapiens] 


9e«24 


1451 1 


h 

( 

|c 

r 
p 

s 

M64240 |p; 


luman neiix-Ioop- 
elix zipper protein 
max) mRNA, 
omplcte cds. > :: 
btI4I138|I4U38 
equence 1 from 
atcm US 5624818 > 
gbH77062jI77062 
equence I from 
iicnt US 5693487 


5e-64 1 


N 

88175 f( 


lyc-binding factor Max, short 
)nn - human 


8c*22 



wo 01/02568 
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Nearest Neighbor (BlastN vs. Gcnbankl 



SEQ 



^ accession! description I P value ArrP^5:ynM 



Nearest Ncii^hbor f HlastX vs, Non^R^iundant Pmtdns^ 



L4S2| M98252 



iHomo sapiens \y$y\ 
Ihydroxylase (partial 
done 2,2 KbLH) 
IRNA, complete 

I mature peptide. | 2e -64 



400205 



1453 



1454 



iHuman oviductal 
Igiycoprotein mRNA, 
U09550 [cQm plete cds. | 8e-65 



R.norvcgicus mRNA 
Iforcytosolic 
Iresintferatoxin- 
X67877 [binding protein | 7e-65 



DESCRIPTI ON 

bJdOGLUTARAtE'S: 

DIOXYGENASE 
PRECURSOR (LYSYL 
HYDROXYLASE) lysyl 



2493676 



423664 



Homo sapiens mRNA| 
for KIAA0711 
14551 AB01 8254 t>rotcin. complete cds I 6e.65 
Humrni 40-kDa 



92298 



14561 jQ36a7 



I keratin intermediate 
ifilament precursor 
gg"g I 3c-65 



1070608 



GLYCOPROTEIN 
PRECURSOR (OVmuCTAL 
GLYCOPROTEIN) 

(OVIDUCTIN) 

rcsiniieraiDXin-Dinding protein 
RBP-26, cytosolic - rat 
>gi|3 1 1660 (X67877) cytosolic 
resinifcratoxin binding protein 
RBP-26 (Rainis norvegicusj 
>gi|l093373|prfl|2103310A 
resiniferatoxin-binding protein 
[Rattus norvegicusl 



gluiamine/gluiamlc acid-rich 
protein 



14571 U65896 



[Human gamma- 
jglutamyl carboxylase I 
[gene, complete cds I 2e-65 



<NONE> 



1458 1 U07681 



iHuman NAD(H^ 
Ispecific isocitratc 
[dehydrogenase alpha 
[subunit precursor 
[mRNA> complete cds.j 
[Human zinc tlnger 



keratin 19, type I. cytoskelctal 
human sapiensi 



<NONE> 



2e-65 



1708399 



1459 1 U88Q8Q 



protein (LD5-1) eene.| 
exons 4» 5 and 6, and 
Icomplete cds 



2e-65 



1373394 



JiULllKAlt 
DEHYDROGENASE (NAD), 
MTTOCHONDRIAL SUBUNIT 
ALPHA PRECURSOR 
(ISOCITRIC 

DEHYDROGENASE) (N AD+ 
SPECinC ICDH) 
dehydrogenase alpha chain 
precursor - human >gi|706839 
subunit precursor [Homo 
sapiens] 



(U57796) zinc finger protein 
(Homo sapiensi >gi|2306773 



P VALUE 



7e.22 



2c- 11 



2e-40 



0.9S 



4e'07 



<NONH> 



4e-26 



2c-39 



wo 01/02568 
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SEC 
ID 


Nearest 

I 

ACCESsior 


Neighbor (BlastN vs. Gcnbank) 
J DESCRIPTION j P VALUE 


Nearest Nei«h 
ACCESSION 


bor (BlastX vs. Non-Redundant P 
DESCRIPTION 


roteins) 
P VALUE 




1460 


M96625 


Gallus domestictis 
sequence. 


3e-66 


2134419 


teiisin - chicken (fragment) 
>gi|63805 (Z 18529) tensin 
fGalius gallus] >gi|212755 
(L06662) tensin [Gallus gallus] 




1461 


1113262 


Mus miisculus rayclir 
gene expression 

locnor \ivijEur-zy 
mRNA. partial cds. 


11 

le-70 


536926 


(U 13262} myelin gene 
expression factor [Mus 
musculusl 


9e-42 




1462 


U64033 


Mus musculus Tera 
complete cds 


1 5c-72 


157550(5 


(U64033) Tera fMus musculusl 






1463 


X78989 


M.musculus mRNA 
for testin 


6c-74 


1351218 


TESTIN 2 (TES2) 
[CONTAINS: TESTIN 1 


8e-3l 


1464 


U64033 


Mus musculus Tera 
complete cds 


2e-74 


1575505 


(U64033) Tera [Mus musculus] 


5c^37 


1465 


AF057365 


Conis familiaris UDP 
N^acetylglucosamine 
transporter mRNA, 
complete cds 


9c-79 


3298605 


(AF057365)UDPN- 

acetyl glucosamine transporter 

fCiinis familiarisi 


o» in 


1466 


AJ006064 


Rattus norvegicus 1 
iiiivi^A iijr Loivniii~ 1 
like protein | 


ie-82 


3757680 


(AJ006064) coronin-iike protein 
Raccus norvegicus] 


3c-62 


1467 


U91582 


Macaca fascicularis t 
UDP- 

glucuronosyltransfcra 1 
se mRNA, complete 

cds 


4e-89 


140396 


KAR YOGAMY PROTEIN 
KAR4 yeast (Saccharomyces 
ccrcvisiae) 


le-OS 


1468 


X06762 


Mouse Hox2,3 
mRNA 


3e-92 


123255 ] 


HOMEOBOX PROTEIN HOX- 
B7(HOX-2C) 


9e-23 


1469 


( 
I 

AB01693O c 


!!!ricetulus griseus 1 
nRNA for 

'hosphaeidylglyccrop j 
losphate synthase, j 
omplete cds 


5c-94 


( 
I 

4150682 s 


AB016930) 

Phosphatidyl glycerophosphate 
ynihasc [Crlcetulus griseus] 


7C-34 


1470 


^ 

X74504 n 


-i.musculusTlO I 
iRNA 1 


7e-97 


S 
1 

> 

17H658 1 


JERmiR-RICH PROTEIN 
riOINDGCR REGION 

.gi|4809OO|pir||S37488gene 
'10 protein - mouse 


3e-59 



wo 01/02568 
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SEQ 
ID 


Nearest 
ACCESSIOh 


Neighbor (BlastN vs. ( 
I DESCRIPTION 


jenbank) 
P VALUE 


Nearest Nciph 

ACCESSION 


bor (BlastX vs. Non-Redundant Pi 
DESCRIPTION 


roieins) 

P VALUE 


1471 


U13175 


Rauu5 itorvegictis 
clone ubclOa 
ubiquttin conjugating 
enzyme (E217kB) 

m K N A fmTmif>tp r>rlc 


1^ Ofi 


* 

1351345 


■ENrrMEEi-i/mn 

(UBIQUrriN^PROTEIN 
LIGase^ ^iTTiininTTTsr 

CARRIER PROTEIN) 
(E2(17)KB 3) 
>gi|l085588|pir|tS53358 
ubiquitin conjugating enzyme 
(E2l7kB)-rat>gi|595666 
(U 13175) ubiquitin conjugating 
enzyme [Ractus norvegicus] 
norvegicus] >gi|ll4569l 
(U39318)UbcH5C[Hbmo 
sapiens] 


5c-05 


1472 


S79873 


h-lanip-2=lysosomc- 
associated membrane 
pro(ein-2 protein-2b 
(LAMP2) iTiRNA, 
aitcmattvely spliced 
form h-lamp'2b, 
complete cds. 


e-U9 


<NONE> 


<NONE> 


<NONE> 


1473 


013623 


Rat mRN A for p34 


A I. i 


480379 


ribosome*binding protein p34 - 
rat sp.] 


2e-05 


1474 


AB013357 


Mus musculus mRNA 
for 49 kDa zinc finger 
protein, complete cds 


e-136 


4153886 


(AB013357) 49 kDa zinc finger 
protein 


5c-08 


1475 


ABO 16930 < 


Cricetulus griseus 
mRNAfor 

Phosphatidylglycerop 
^osphale synthase. 
;omplete cds 


e-il7 


{ 
] 

41596S2 2 


iAB016930) 

Phosphatidylglycerophosphute 
synthase [Cricetuhis griseus] 


4€02 


1476 


1 
i 

U38253 r 


totus norvegicus 
nitiation factor eBR- 
5B gamma subunlt 
cIF-2B gamma) 
nRNA, complete cds 


c-103 


1 
I 
5 
I 

2494312 s 


rRANSLATION INITIATION 
'ACTOR EIF-2B GAMMA 
JUBUNIT (EIF'2B GDP^TP 

iXCHANGE FACTOR) 
ubunit [Rattus norvegicus] 


3e-42 



wo 01/02568 
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Nearest Weiphbor (BlastN V5> Genbank) 



SEQ 



Iaccession 



Nearest Neighbor f BiasiX vs. Non-R^undant Proteins) 



DESCRIPTIQN { P VALUE ACCESSroN 



1484 1 X54351 



M.dpfnesticus MD6 
ImRNA 



c-139 



1085499 



iMiis musculus N- 
Itemiinal asparagine 
lamidohydfolase 
(Nlanl) mRNA, 
i485j U57692 complete cd^ 



DESCRIPTION 
CDC4 repeal unit'containing 



protein - mouse 



e 118 



2498797 



|M.inusculMs mRNA 
14861 X80169 Ifor 200kD nrotian 



e-I19 



1717793 



,1487 1 U57692 



IMus musculus N- 
I terminal asparagine 
amidohydrolase 
{Ntanl)mRNA. 
Icomplete cds 



c-120 



2498797 



114881 U08215 



Mus musculus Hsp70 
rclatedNST-l(hsr,l)l 
ImRNA, complete cds] 



[14891 D85926 



Mouse mRNA for 
iRay, complete cds 



c-109 



473407 



e-110 



1944389 



IRaims norvegicus 
jdi hydraxypolypreny lb 



fenzoate 



14901 L20427 



j methyl transferase 
IniRNA, complete cds 



1491 1 X56044 



lM,musculiis mRNA 
Jfor protein Htt9C 



e.l23 



457372 



e-121 



3183977 



PROTEIN N-TERMINAL 
ASPARAGINE 
AMIDOHYDROLASE 
(PROTEIN NH2-TERMINAL 
ASPARAGINE DEAMIDASE) 
(NTN-AMIDA5E) (PNAD) 
(PROTEIN NH2-TERMINAL 
ASPARAGINE 
AMIDOHYDROLASE) 
(PNAA) >gi| 1 373365 (U57691) 
N-tcnninai asparagine 
amidohydrolase [Mus musculus 
amidohydrolase [Mus musculus 
racjreiN TS<S24 (MeIOTIC 



CHECK POINT 
REGULATOR) 
>gi|1083553lDif)|A55U7teg24 



PROTEIN N- TERMINAL 
ASPARAGINE 
AMIDOHYDROLASE 
(PROTEIN NH2-TERMINAL 
ASPARAGINE DEAMIDASE) 
(NTN-AMEDASE) (PNAD) 
(PROTEIN NH2-TERMINAL 
ASPARAGINE 
AMIDOHYDROLASE) 
(PNAA) >gi|1373365 (U5769i) 
N-terminai asparagine 
amidohydrolase [Mus musculus 
amidohydrolase [Mus musculus 



(U08215) NST-l[Mus 
musculus] 



085926) Rjv [Mus musculusl 



{L20427)- 

dihydroxypol> prenylbcnzoate 
mcthyltraniiferase 
dihydroxypolyprenylbenzoaie 
methyltransferase [Ratlus 
norvegicus I 



(X56044) protein HtBC [Mus 
musculus] 



P VALUE! 



lc-55 



5e-57 



9e.58 



8e^58 



7e-58 



2e-58 



4e 59 



lc-60 



wo 01/02568 
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Nearest Neishbor (BlastN vs, Genbank) 


Nearest Neiiihbor rBtastX vs. Nrtn.R*^i.TKlr\nf ProTf'ins) 


SEQ 
ID 


ACCESSION 


f DESCRfPTION 


P VALUE 


ACCESSION 


DESCRIPTION 


P VALUE 
















1492 


S74774 


p59fyn(T)=OKT3- 
induced calcium 
influx regulaior 


e-l63 


729896 


TYROSINE-PROTEIN 
KINASE FYN (P59-FYN) 
>gi|42a217|pir||A44991 protein- 
tvrosine kinase (¥C ^71 I tO\ 
fyn - mouse 


Se-63 


1493 


U88873 


Mus musculus BUB2 
like protein 1 
(HBLPl) mRNA, 
complete cds 


C'l23 


4099611 


(U88873) BUB2.like protein 1 
(Mus musculus] 


lc-63 


1494 


U48852 


Cricetulus grisetis HT 
protein mRNA, 
complete cds. 


c-117 


1216486 


fU48852) HT nrotein 
[Cricetulus griseusi 


7e-64 


1495 


AF032667 


Rattus norvegicus 
rexo70 mRNA, 
complete cds 


e-142 


2827160 


(AF032667) rexo70 (Rattus 

nnrvi^orir*iic 1 




1496 


M62722 


Chinese hamster 
phosphatidy Iseri ne 
decarboxylase 
mRNA, 3' end. 


e-114 


118910 


PHUSVHATIDYLSERTFIE 

DECARBOXYLASE 

PROENZYME 

>gi|109423|pir)|A38732 

nhosohatidvKprine 
decarboxylase (EC 4.1.1.65) - 
Chinese hamster (fragment) 


2e-67 


1497 


AF072758 


Mus musculus fatty 
acid transport protein 
3 mRNA, partial cds 




3335567 


f AF07'^7581 fattv acid tran<:nnrt 

protein 3; FATP3 [Mus 
musculus] 


lc-67 


1498 


AB005549 


Rattus norvegicus 
mRNA for atypical 
PKC specific binding 
protein^ complete cds 


e-U3 


3868778 


(AB005549) atypical PKC 
soecific bindinc nrotein rRntfnc 
norvegicus] 


2e-69 


1499 


U57344 


Mus musculus 
homeobox protein 
Mcis3 mRNA, 
complete cds 


e-143 


3024124 ] 


HOMEOBOX PROTEIN 
MEIS3 


6c-72 


1500 


U09874 


Vlus musculus SKD3 
mRNA, complete cds. 


tA42 


2493735 i 


SKD3 PROTEIN SKD3 (Mus 

fnusculus) 


le-72 


1501 


] 
1 

U72194 i 


Vlus musculus 
fnuskclin mRNA, 
:omplete cds 


c-148 


( 

3493462 i 


U72i94)muskclin[Mus • 
nusculus] 


26^74 


1502 


I 

X$0i69 1 


Vl.musculus mRNA 
or 200 kD protein 


c=l55 


1 
( 
I 

1717793 : 


'ROTEIN TSG24 (MEIOTIC 
:HECK POINT 
REGULATOR) 

>gi|10S3553|pir||A551 17 tsg24 


3e.77 



^11 



wo 01/02568 
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SEQ 

JO 


Nearest I 
ACCESSION 


Neighbor (BlastN vs, G 

DESCRIPTION 
Mus musculus 


«nbank) 

RVALUE 


Nearest Nei|Eht> 
ACCESSION 


or (BlastX vs. Non Redundant Pn 
DESCRIPTION 


Dteins) 
P VALUE 


1503 


U72194 


muskelin mRNA. 
complete cds 


e-l54 


3493462 


(U72194) iiiuskelin[Mus 
musculus) 


2e-78 


1504 


Y12836 


Cricctulus grisciis 
mRNA for Zn finger 
factor 


e-146 


3150148 


(Y 12836) 2:n finger factor 
[Criceuilus griseusi 


3e-S3 



wo 01/02568 
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SEQID 


Start 


Stop 


Score 


Direction 


Description 


29 


295 


421 


5872 


For 


mkk like kinases 


30 


31 


182 


3943 


For 


Basic region plus leucine zipper 
transcription factors 


31 


298 


397 


5625 


For 


mkk like kinases 


186 


175 


395 


7660 


For 


SH2 Domain 


187 


358 


432 


4320 


For 


Ank repeat 


196 


37 


322 


6049 


For 


mkk like kinases 


234 


23 


121 


4607 


For 


SH3 Domain 


308 


110 


172 


4150 


For 


Zinc fmgcr, C2H2 type 


410 


42 


191 


4036 


For 


Basic region plus leucine zipper 
transcription factors 


431 


71 


428 


5538 


Rev 


ATPases Associated with Various 
Cellular Activities 


552 


116 


288 


3930 


Rev 


Basic region plus leucine zipper 
transcription factors 


639 


157 


561 


5797 


For 


ATPases Associated with Various 
Cellular Activities 


746 


209 


'V21 


5379 


ror 


Fibronectin type III domain 


/DO 


1 lo 






ror 


Basic region plus leucine zipper 
transcription factors 


807 


339 


392 


3620 


For 


Zinc finger, C2H2 type 


820 


341 


406 


2930 


Rev 


EF-hand 


822 


108 


262 


4179 


For 


Basic region plus leucine zipper 
transcription factors 


836 


158 


353 


4430 


For 


Basic region plus leucine zipper 
transcription factors 


1157 


41 


444 


5279 


Rev 


protein kinase 


119f 






5469 


For 


Fibronectin type III domain 


1268 


238 


315 


3540 


For 


Ank repeat 


1269 


79 


240 


11640 


For 


LIM domain containing proteins 


1288 


73 


234 


3953 


For 


Basic region plus leucine zipper 
transcription factors 



fl3 



WO01/02S(» 
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SEQ ID 


Start 


Stop 


Score 


Direction 


Description 


1309 


248 


404 


8226 


for 


LIM domain containing proteins 


1324 


294 


356 


4690 


for 


Zinc finger, C2H2 type 


1325 


1 


234 


8981 


for 


C2 domain (prot. kinase C like) 


1336 


66 


164 


6390 


for 


WD domain, G-beta repeats 


1360 


222 


377 


8686 


for 


LIM domain containing proteins 


1365 


69 


257 


5221 


for 


Basic region plus leucine zipper 
transcription factors 


1380 


42 


140 


7130 


for 


WD domain^ G-beta repeats 


1386 


243 


398 


8736 


for 


LIM domain containing proteins 


1410 


222 


350 


10553 


for 


Trypsin 


1417 


8 


354 


6073 


for 


Protein Tyrosine Phosphatase 


1454 


49 


209 


3996 


for 


Basic region plus leucine zipper 
transcription factors 


1464 


4 


180 


4978 


for 


RNA recognition motif, (aka RRM, 
RBD, or RNP domain) 


1478 


54 


437 


5176 


for 


protein kinase 


1496 


241 


520 


3929 


for 


Helicases conserved C-terminal domain 


1496 


40 


612 


5187 


for 


protein kinase 


1503 


154 


216 


4870 


for 


Zinc finger, C2H2 type 


1514 


2 


252 


4662 


for 


RNA recognition motif, (aka RRM, 
RBD, or RNP domain) 


1527 


156 


212 


3520 


for 


Zinc finger, C2H2 type 




n 
y 




1 lUo7 


tor 


wnt family of developmental signaling 

proteins 






4/1 


41U/ 


tor 


Basic region plus leucine zipper 
transcription factors 






iVl 


/1 1 1 Q 


tor 


Basic region plus leucine zipper 
transcription factors 












oaoic iv^iuii piu2» icuciQc Zipper 
transcription factors 


1557 


207 


398 


4038 


for 


Basic region plus leucine zipper 
transcription factors 


1563 


107 


298 


3978 


for 


Basic region plus leucine zipper 
transcription factors 



WO01/02S<i8 



PCT/USOO/18374 



SEQID 


Start 


Stop 


Score 


Direction 


Description 


1622 


180 


365 


4022 


for 


Basic region plus leucine zipper 
transcription factors 


1630 


100 


291 


3998 


for 


Basic region plus leucine zipper 
transcription factors 


1674 


196 


258 


4880 


for 


Zinc finger, C2H2 type 


1676 


9 


86 


6610 


for 


Homeobox Domain 


1677 


316 


369 


5780 


rev 


Thioredoxins 


1688 


109 


410 


17414 


for 


Ras family 


1704 


184 


372 


3977 


for 


Basic region plus leucine zipper 
transcription factors 


1707 


92 


439 


24100 


rev 


Phosphatidylinositol-specific 
pbospholipase C, Y domain 


1711 


263 


361 


6400 


for 


WD domain, G-beta repeats 


1744 


238 


433 


10572 


rev 


Serine carboxypeptidases 


1755 


281 


367 


2580 


for 


EF-hand 


1762 


236 


334 


5880 


for 


WD domain, G-beta repeats 


1779 


64 


126 


4790 


for 


Zinc finger, C2H2 type 


1801 


295 


351 


4030 


for 


Zinc finger, C2H2 type 


1804 


301 


378 


3460 


for 


Ank repeat 


loUo 




1^1 

101 


*fl /u 


lor 


Basic region plus leucine zipper 
transcription factors 


1811 


184 


315 


8390 


for 


N-terminal homology in Ets domain 


1814 


127 


294 


10770 


for 


Bromodomain (conserved sequence 
found in human, Drosophila and yeast 
proteins.) 


1818 


9 


146 


4741 


for 


Double-stranded RNA binding motif 


1819 


278 


355 


3460 


for 


Ank repeat 


1820 


123 


299 


12150 


for 


Homeobox Domain 


1821 


127 


303 


12180 


for 


Homeobox Domain 


1830 


184 


267 


4270 


for 


Ank repeat 


1832 


18 


173 


8987 


for 


SH3 Domain 


1835 


51 


206 


8987 


for 


SH3 Domain 


1839 


224 


307 


4270 


for 


Ank repeat 


1846 


12 


398 


36700 


for 


G-protein alpha subunit 



wo 01/02568 
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SEQID 


Start 


Stop 


Score 


Direction 


Description 


1909 


160 


258 


6370 


for 


WD domain, G-beta repeats 


1911 


35 


151 


9335 


for 


Zinc finger, C3HC4 type (RING finger) 


1980 


60 


197 


7917 


for 


Zinc finger, C3HC4 type (RING finger) 


2065 


253 


306 


. 5410 


for 


Zinc finger, CCHC class 


2135 


2 


401 


10596 


for 


ATPases Associated with Various 
Cellular Activities 


2216 


90 


179 


5380 


for 


WW/rsp5/WWP domain containing 
proteins 


2218 


127 


225 


5500 


for 


WD domain, G-beta repeats 


2281 


20 


387 


6044 


for 


Protein Tyrosine Phosphatase 


2282 


183 


353 


5136 


for 


C2 domain (prot. kinase C like) 


2286 


12 


382 


5228 


for 


protein kinase 


2310 


20 


371 


5962 


for 


Protein Tyrosine Phosphatase 


2363 


48 


211 


4132 


for 


Basic region plus leucine zipper 
transcription factors 


2424 


43 


194 


3996 


for 


Basic region plus leucine zipper 
transcription factors 


2428 


25 


350 


4675 


for 


Dual specificity phosphatase, catalytic 
domain 


2562 


18 


101 


4560 


for 


Ank repeat 


2577 


0 


311 


10295 


for 


4 transmembrane segments integral 
membrane proteins 


2591 


60 


165 


4560 


for 


SH2 Domain 


2684 


9 


461 


5759 


for 


ATPases Associated with Various 
Cellular Activities 


2826 


116 


400 


16107 


for 


DEAD and DEAH box helicases 


2859 


100 


320 


5550 


rev 


ATPases Associated with Various 
Cellular Activities 


2871 


198 


392 


9384 


for 


DEAD and DEAH box helicases 


2944 


18 


281 


10480 


for 


Calpain large subunit, domain III 


2969 


5 


387 


5976 


rev 


protein kinase 


3015 


131 


214 


3600 


for 


Ank repeat 


3047 


191 


292 


5295 


for 


WD domain, G-beta repeats 


3081 


190 


252 


4360 


for 


Zinc finger, C2H2 type 


3108 


275 


367 


5791 


for 


WD domain, G-beta repeats 


3147 


190 


369 


4022 


for 


Basic region plus leucine zipper 
transcription fiictors 


3152 


129 


320 


3947 


for 


Basic region plus leucine zipper 
transcription factors 


3158 


167 


334 


4180 


for 


Basic region plus leucine zipper 
transcription fectors 


3175 


14 


164 


5951 


for 


mkk like kinases 
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SEQID 


Start 


Stop 


Score 


Direction 


Description 


3175 


8 


112 


5968 


for 


nroteifi ktti^^^ 


3178 


45 


386 


19398 


for 


A'l Pas£^ A^wciated with VnW/Mic 
Cellular Activities 


3183 


14 


215 


9133 


for 


4 transfnfiinbrHtie sef7mpnt<i iiit^m*<il 
membrane oroteins 


3190 


229 


390 


6089 


for 


mkk like kinases 


3190 


118 


390 


8063 


for 




3193 


293 


355 


3570 


for 




3195 


0 


215 


10146 


for 


4 transmembrane segments integral 

illCIIlUlctllC piUlClIla 


3197 


281 


343 


4490 


for 


zjinKi linger, ^^n^ vP^ 


3208 


34 


256 


4190 


for 


Basic region plus leucine zipper 
ucuiscnpiion loviufo 


3258 


138 


194 


9877 




Ix£iS lallUiy 


3266 


g 


139 






r\ I rases /\ssoviaieQ wiui v anous 

V'CllUlaT /\wUVlUCa 


3267 


97 


180 


3820 


for 


/\iiiv repeal 


3274 


11 


187 


15442 


for 


ruiK ncau uuniaiii, eujvaijronc 

ucUIoVriipUUll lcn#lui£> 


3281 


15 


182 


9681 




Tintrtf liVp lfirmc#*Q 


3285 


16 


102 


4680 


for 




3292 


208 


300 


5585 


for 


WD domain, G-beta repeats 


3297 


7 


153 


6100 


for 


Helicases conserved C-terminal doniain 


3306 


161 


223 


4900 


for 


Zinc finger, C2H2 type 


3307 


43 


321 


8740 


for 


SH2 Domain 


3339 


94 


342 


14970 


for 


SH2 Domain 


3345 


65 


271 


12512 


for 


PDZ domain 


3351 


124 


270 


6068 


for 


Phorbol esters/diacylglycerol binding 



f?7 
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Example 4 

Differential Expression of Polynucleotides of the Invention: 
Description of Libraries and Detection of Differential Expression 

5 The relative expression levels of the polynucleotides of the invention 

was assessed in several libraries prepared from various sources, including cell lines and 
patient tissue samples. Table 6 provides a sununary of these libraries, including the 
shortened library name (used hereafter), the mRNA source used to prepare the cDNA 
library^ the abbreviated name of the library that is used in the tables below (in quotes), 
1 0 and the approximate number of clones in the library. 



Table 6 

Description of cDNA Libraries 



Libnuy 
(lib#) 


Description 


Number of 
Clones in 

this 
Clustering 


1 


Kml2L4 

Human Colon Cell Line, High Metastatic Potential 
(derived from Km 12C) 
"High Colon" 


307133 


2 


Kml2C 

Human Colon Cell Line, Low Metastatic Potential 
"Low Colon" 


284755 


3 


MDA-MB-231 

Human Breast Cancer Cell Line, High Metastatic Potential; 
micro-metastases in lung 
"High Breast" 


326937 


4 


MCF7 

Human Breast Cancer Cell, Non Metastatic 
"Low Breast" 


318979 


8 


MV-522 

Human Lung Cancer Cell Line, High Metastatic Potential 
"High Lung" 


223620 


9 


UCP^3 

Human Lung Cancer Cell Line, Low Metastatic Potential 
"Low Lung" 


312503 
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Library 
(lib#) 


Description 


ixuiTiucr ui 

Clones in 
this 

Pliietefina 


12 


Human microvascular endothelial cells (HMEC) ~ Untreated 
PCR (OligodT) cDNA library 


41938 


13 


Human microvascular endothelial cells (HMEC) - 
Basic fibroblast growth factor (bFGF) treated 
PCR (OligodT) cDNA library 


42100 


14 


Human microvascular endothelial cells (HMEC) - 
Vascular endothelial growth fector (VEGF) treated 
PCR fOlicodn cDNA librarv 


42825 


15 


Normal Colon - UC#2 Patient 
PCR (OligodT) cDNA library 

"Nofinal Colrtn Tiiitiftf Ti^'iiiP'' 


34285 


16 


Colon Tumor - UC#2 Patient 
PCR (OligodT) cDNA library 
"Normal Colon Tumor Tissue" 


35625 


17 


Liver Metastasis from Colon Tumor of UC#2 Patient 
PCR (OligodT) cDNA library 
"Hieh Colon Metastasis Tissue" 


36984 


18 


Normal Colon - UC#3 Patient 
PCR (OligodT) cDNA library 
''Normal Colon Tumor Tissiip'' 


36216 


19 


Colon Tumor UC#3 Patient 
PCR (OligodT) cDNA library 
"High Colon Tumor Tissue" 


41388 


20 


Liver Metastasis from Colon Tumor of UC#3 Patient 
PCR (OligodT) cDNA library 
"High Colon Metastasis Tissue" 


30956 


21 


G RRpz 

Human Prostate Cell Line 


164801 


22 


WOca 

Human Prostate Cancer Cell Line 


162088 



The KM12L4 and KM12C cell lines are described in Example 1 above. 
The MDA-MB-231 cell line was originally isolated from pleural effusions (Cailleau, J, 
Natl Cancer. InsL (1974) Ji:661), is of high metastatic potential, and forms poorly 
5 differentiated adenocarcinoma grade II in nude mice consistent with breast carcinoma. 

f7S 
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The MCF7 cell line was derived fix>m a pleural effusion of a breast adenocaix^inoma and 
is non-metastatic. The MV-S22 cell line is derived from a human lung carcinoma and is 
of high metastatic potential. The UCP-3 cell line is a low metastatic human lung 
carcinoma cell line; the MV-S22 is a high metastatic variant of UCP-3. These cell lines 
S are well-recognized in the art as models for the study of human breast and lung cancer 
(see, e.g., Chandrasekaran et al., Cancer Res. (1979) 39:670 (MDA-MB-231 and MCF- 
7); Gastpar et di.,JMed Chem (1998) 41A96S (MDA-MB-231 and MCF-7); Ranson et 
aL, Br J Cancer (1998) 77:1586 (MDA-MB'231 and MCF-7); Kuang et al.. Nucleic 
Acids Res (1998) 26:1116 (MDA-MB-231 and MCF-7); Varki et al., Int J Cancer 

10 (1987) 40:A6 (UCP-3); Varki et al.. Tumour Biol (1990) 77:327; (MV^522 and UCP-3); 
Varici et al., Anticancer Res. (1990) /0:637; (MV-522); Kelner et al.. Anticancer Res 
(1995) 75:867 (MV-522); and Zhang et al.. Anticancer Drugs (1997) 8:696 (MV522)). 
The samples of libraries 15-20 are derived from two different patients (UC#2, and 
UC#3), The bFGF-treated HMEC were prepared by incubation with bFGF at lOng/ml 

15 for 2 hrs; the VEGF^treated HMEC were prepared by incubation with 20ng/ml VEGF 
for 2 hrs. Following incubation with the respective growth factor, the cells were 
washed and lysis buffer added for RNA preparation. The GRRpz cell line refers to low 
passage (3 passages or fewer) human prostate cells, and the WOca cell line refers to low 
passage (3 passages or fewer) human prostate cancer cells, 

20 Each of the libraries is composed of a collection of cDNA clones that in 

tum are representative of the mRNAs expressed in the indicated mRNA source. In 
order to facilitate the analysis of the millions of sequences in each library, the sequences 
were assigned to clusters. The concept of "cluster of clones" is derived from a 
sorting/grouping of cDNA clones based on their hybridization pattern to a panel of 

25 roughly 300 7bp oligonucleotide probes (see Drmanac et al.^ Genomics (1996) 
i7(l):29). Random cDNA clones from a tissue library are hybridized at moderate 
stringency to 300 7bp oligonucleotides. Each oligonucleotide has some measiue of 
specific hybridization to that specific clone. The combination of 300 of these measures 
of hybridization for 300 probes equals the '^hybridization signature" for a specific clone. 

30 Clones with similar sequence will have similar hybridization signatures. By developing 
a sorting/grouping algorithm to analyze these signatures, groups of clones in a library 
can be identified and brought together computationally. These groups of clones arc 
termed "clusters". Depending on the stringency of the selection in the algorithm 
(similar to the stringency of hybridization in a classic library cDNA screening protocol), 

35 the "purity" of each cluster can be controlled. For example, artifacts of clustering may 
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occur in computational clustering just as artifacts can occur in "wet-lab" screening of a 
cDNA library with 400 bp cDNA fragments, at even the highest stringency. The 
stringency used in the implementation of cluster herein provides groups of clones that 
are in general from the same cDNA or closely related cDNAs. Closely related clones 
5 can be a result of different length clones of the same cDNA, closely related clones from 
highly related gene families, or splice variants of the same cDNA. 

Differential expression for a selected cluster was assessed by first 
detennintng the number of cDNA clones corresponding to the selected cluster in the 
furst library (Clones in 1"^, and the determining the number of cONA clones 

10 corresponding to the selected cluster in the second library (Clones in 2"^). Differential 
expression of the selected cluster in the first library relative to the second library is 
expressed as a "ratio*' of percent expression between the two libraries. In general, the 
"ratio'' is calculated by: 1) calculating the percent expression of the selected cluster in 
the first library by dividing the number of clones corresponding to a selected cluster in 

15 the first library by the total number of clones analyzed from the first library; 
2) calculating the percent expression of the selected cluster in the second library by 
dividing the number of clones corresponding to a selected cluster in a second library by 
the total number of clones analyzed bom the second library; 3) dividing the calculated 
percent expression from the first library by the calculated percent expression from the 

20 second library. If the "number of clones" corresponding to a selected cluster in a library 
is zero, the value is set at 1 to aid in calculation. The formula used in calculating the 
ratio takes into account the ^^depth" of each of the libraries being compared, /.e., the 
total number of clones analyzed in each library. 

In general, a polynucleotide is said to be significantly differentially 

25 expressed between two samples when the ratio value is greater than at least about 2, 
preferably greater than at least about 3, more preferably greater than at least about 5 , 
where the ratio value is calculated using the method described above. The significance 
of differential expression is determined using a z score test (Zar, Biostatistical Analvsis. 
Prentice Hall, Inc., USA, "Differences between Proportions," pp 296-298 (1974)), 



wo 01/02568 



PCTAISOO/18374 



EXAMPLE 5 

Polynucleotides Differentially Expressed in High Metastatic Potential 
Breast Cancer Cells Versus Low Metastatic Breast Cancer Cells 

5 A number of polynucleotide sequences have been identified that are 

differentially expressed between cells derived from high metastatic potential breast 
cancer tissue and low metastatic breast cancer cells. Expression of these sequences in 
breast cancer can be valuable in determining diagnostic, prognostic and/or treatment 
information. For example, sequences that are highly expressed in the high metastatic 

10 potential cells can be indicative of increased expression of genes or regulatory 
sequences involved in the metastatic process. A patient sample displaying an increased 
level of one or more of these polynucleotides may thus warrant more aggressive 
treatment. In another example, sequences that display higher expression in the low 
metastatic potential cells can be associated with genes or regulatory sequences that 

IS inhibit metastasis, and thus the expression of these polynucleotides in a sample may 
warrant a more positive prognosis than the gross pathology would suggest. 

The differential expression of these polynucleotides can be used as a 
diagnostic marker, a prognostic marker, for risk assessment, patient treatment and the 
like. '^Fhese polynucleotide sequences can also be used in combination with other 

20 knovm molecular and/or biochemical markers. 

The following tables summarize polynucleotides that are dilTerentially 
expressed between high metastatic potential breast cancer cells and low metastatic 
potential breast cancer cells. 

Table 7 

25 Differentially expressed polynucleotides; Higher expression in 

high metastatic potential breast cancer (lib3) relative to low metastatic 
breast cancer cells (lib4) 



SEQ IDNOs: 


Lib3 clones 


Lib4 clones 


Iib3/lib4 


472 


64 


0 


62 


1851 


6 


0 


6 


1856 


8 


0 


8 


1867 


6 


0 


6 


1872 


6 


0 


6 


1875 


12 


3 


4 


1923 


89 


22 


4 
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SEQIDNOs: 


Lib3 clones 


Lib4 clones 


Iib3/lib4 


2IU 


7 


0 


7 


2119 


7 


0 


7 


2135 


37 


13 


3 


2190 


19 


0 


19 


2193 


16 


5 


3 


2232 


12 


2 


6 


2239 


6 


0 


6 


2338 


21 


2 


10 


2378 


16 


4 


4 


2394 


6 


0 


6 


2395 


6 


0 


6 


2490 


13 


3 


4 


2505 


16 


2 


8 


2540 


8 


1 


8 


2542 


11 


1 


11 


2607 


11 


2 


5 


2640 


22 


5 


4 


2674 


g 


0 


8 


2679 


19 


0 


19 


2684 


14 


4 


3 


2707 


g 


0 


8 


2724 


9 


0 


9 


2757 


6 


0 


6 


2776 


10 


0 


10 


2804 


13 


2 


6 


2818 


6 


0 


6 


2906 


14 


0 


14 


2959 


26 


8 


3 


2964 


17 


4 


4 


2968 


6 


0 


6 


2977 


22 


3 


7 


2980 


13 


1 


13 


3010 


6 


0 


6 


3043 


10 


1 


10 


3071 


33 


12 


3 


3072 


9 


1 


9 


3095 


19 


3 


6 


3097 


11 


2 


5 


3173 


12 


2 


6 


3203 


8 


1 


8 


3210 


27 


8 


3 
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SEQIDNOs: 


Lib3 clones 


Lib4 clones 


Iib3/lib4 


3212 


13 


1 


13 


3284 


8 


0 


8 


3288 


6 


0 


6 


3331 


14 


3 


5 


3335 


13 


1 


13 



Table 8 

DifTerentially expressed polynucleotides: Higher expression in 
low metastatic breast cancer cells (lib4) relative to high metastatic 
5 potential breast cancer (lib3) 



SEO ID NO*;- 


T ih 3 Plnnp^ 




litvl/liM 


402 


0 

\J 




^J 


614 


3 




7 


624 


0 


6 


6 


626 


0 


g 


g 


712 


0 


9 


9 


744 


0 


7 


7 


1325 


2 


29 


15 


1452 


2 


13 


7 


1880 


0 


9 


9 


1915 


0 


7 


7 


1951 


0 


6 


6 


1955 


8 


32 


4 


2015 


0 


7 


7 


2046 


0 


7 


7 


2076 


1 


22 


23 


2087 


0 


6 


6 


2124 


0 


9 


9 


2145 


0 


8 


8 


2162 


0 


6 


6 


2163 


0 


12 


12 


2164 


5 


19 


4 


2172 


2 


15 


8 


2192 


5 


16 


3 


2244 


20 


43 


2 


2266 


3 


18 


6 


2313 


24 


56 


2 


2346 


1 


13 


13 
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SEQ ID NOs: 


Lib 3 Clones 


Lib 4 Clones 


Iib4/lib3 


2355 


0 


10 


10 


2371 


0 


6 


6 


2393 


1 


17 


17 


2404 


1 


21 


22 


2443 


0 


6 


6 


2460 


0 


11 


11 


2523 


0 


6 


6 


2575 


1 


10 


10 


2578 


0 


6 


6 


2584 


1 


17 


17 


2590 


0 


6 


6 


2609 


1 


9 


9 


2632 


5 


24 


5 


2714 


5 


24 


5 


2728 


0 


6 


6 


2752 


1 


14 


14 


2794 


4 


15 


4 


2826 


0 


7 


7 


2987 


5 


15 


3 


3005 


1 


14 


14 


3009 


20 


58 


3 


3047 


4 


17 


4 


3057 


2 


17 


9 


3075 


2 


11 


6 


3076 


0 


6 


6 


3102 


0 


6 


6 


3128 


15 


52 


4 


3132 


15 


52 


4 


3142 


0 


6 


6 


3187 


22 


49 


2 


3253 


23 


96 


4 


3282 


19 


46 


2 


3285 


20 


40 


2 


3346 


0 


9 


9 
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EXAMPLE 6 

Polynucleotides Differentially Expressed in High Metastatic Potential Lung 
Cancer Cells Versus Low Metastatic Lung Cancer Cells 

5 A number of polynucleoride sequences have been identified that are 

differentially expressed between cells derived from high metastatic potential lung 
cancer cells and low metastatic lung cancer cells. Expression of these sequences in lung 
cancer tissue can be valuable in determining diagnostic, prognostic and/or treatment 
information. For example^ sequences that are highly expressed in the high metastatic 

10 potential cells can be indicative of increased expression of genes or regulatory 
sequences involved in the metastatic process. A patient sample displaying an increased 
level of one or more of these polynucleotides may thus warrant more aggressive 
treatment. In another example, sequences that display higher expression in the low 
metastatic potential cells can be associated with genes or regulatory sequences that 

15 inhibit metastasis, and thus the expression of these polynucleotides in a sample may 
warrant a more positive prognosis than tiie gross pathology would suggest. 

The differential expression of these polynucleotides can be used as a 
diagnostic marker, a prognostic marker, for risk assessment, patient treatment and the 
like. These polynucleotide sequences can also be used in combination with other 

20 known molecular and/or biochemical markers. 

The following tables summarize polynucleotides that are differentially 
expressed between high metastatic potential lung cancer cells and low metastatic 
potential lung cancer cells: 



wo 01/02568 PCT/USOO/18374 

Table 9 

Differentially expressed polynucleotides: Higher expression in high 
metastatic potential lung cancer cells QihS) relative to low 
metastatic lung cancer ceils (lib9) 



SEQIDNO: 


Lib8 clones 


Lib9 clones 


Ub8/lib9 


14 


10 


0 


10 


137 


5 


0 


5 


151 


5 


0 


7 


152 


9 


0 


13 


171 


6 


0 


8 


200 


10 


0 


14 


254 


5 


0 


7 


262 


5 


0 


7 


271 


5 


0 


7 


348 


6 


1 


8 


412 


5 


0 


7 


507 


5 


0 


7 


520 


6 


0 


8 


530 


5 


0 


7 


588 


5 


0 


7 


623 


7 


0 


10 


637 


7 


0 


10 


660 


5 


0 


7 


678 


8 


0 


11 


680 


5 


0 


7 


700 


9 


2 


6 


714 


28 


13 


3 


774 


11 


0 


15 


812 


5 


0 


7 


834 


8 


2 


6 


901 


11 


2 


8 


1168 


5 


0 


7 


1333 


6 


0 


8 


1352 


5 


0 


7 


1524 


11 


1 


15 


1706 


5 


0 


7 


1752 


17 


9 


3 


1768 


20 


4 


7 


1769 


5 


0 


7 


1780 


6 


0 


8 
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SEQ ID NO: 


LibS clones 


Lib9 clones 


Ub8/lib9 


1781 


40 


3 


19 


1799 


6 


1 


8 


1803 


6 


1 


8 


1811 


16 


9 


2 


1884 


6 


0 


g 


1919 


8 


1 


11 


1939 


6 


0 


8 


1975 


43 


9 


7 


2024 


12 


1 


17 


2045 


8 


1 




2060 


20 


13 


2 


2071 


16 


4 


5 


2128 


5 


0 


7 




10 




7 


2181 


44 


1 ^ 




2184 


11 








10 


4 




2283 


7 


0 


10 


2311 


10 


4 




2314 


10 


0 


14 
It 




14 


/; 
u 




2398 


6 


t 
i 


fi 

o 


2460 


10 


4 




2514 


\j 


0 


o 


2597 


5 


0 


7 


2657 


8 


2 


6 


2669 


6 


1 


8 


2670 


6 


1 


g 


3047 


21 


3 


10 


3050 


16 


5 


4 


3092 


7 


1 


10 


3140 


181 


119 


2 


3157 


5 


0 


7 


3187 


16 


5 


4 


3210 


5 


0 


7 


3220 


28 


4 


10 


3236 


7 


1 


10 


3249 


16 


0 


22 


3264 


8 


2 


6 


3305 


7 


0 


10 


3309 


20 


0 


28 
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SEQIDNO: 


Lib8 clones 


Lib9 clones 


Iib8/lib9 


3318 


24 


4 


8 


3330 


5 


0 


7 


3331 


5 


0 


7 



Table 10 

Differentially expressed polynucleotides: Higher expression in low metastatic lung 
cancer cells (lib 9) relative to high metastatic potential lung cancer cells (lib 8) 



SEQIDNO: 


Lib 8 clones 


Lib 9 clones 


Iib9/lib8 


24 


3 


20 


5 


53 


0 


18 


13 


64 


0 


8 


6 


70 


0 


11 


8 


105 


10 


66 


5 


129 


0 


16 


11 


214 


1 


14 


10 


233 


4 


35 


6 


237 


0 


13 


9 


264 


0 


29 


21 


329 


2 


17 


6 


368 


1 


37 


26 


370 


0 


11 


8 


418 


0 


o 
o 


o 


450 


0 


9 


6 


461 


0 


9 


6 


484 


0 


26 


19 


494 


0 


41 


29 


517 


1 


12 


9 


522 


1 


11 


8 


581 


1 


17 


12 


614 


3 


23 


5 


706 


0 


11 


8 


726 


5 


23 


3 


806 


0 


14 


10 


824 


0 


9 


6 


836 


1 


14 


10 


874 


0 


12 


9 


900 


5 


21 


3 


1017 


2 


14 


5 
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SEO ID NO: 


Lib 8 clones 


Lib 9 clones 


lib 9/lib 8 


1144 


0 


8 


6 


1154 


0 


12 


9 


1166 


2 


45 


16 


1170 


1 


13 


9 


1302 


2 


13 


5 


1326 


1 


13 


9 


1327 


1 


13 


9 


1367 


0 


12 


9 


1377 


0 


12 


9 


1437 


2 


18 


6 


1442 


1 


14 


10 


1466 


0 


13 


0 


1476 


n 


13 


Q 


14QS 


n 


o 


6 


1406 


! 
1 


13 


O 


1664 


3R 

JO 






16R9 


1 
1 


17 


12 


16R7 

J CIO / 


0 


0 


6 


17SR 


0 


o 


6 


1ftl7 

JOi / 


4 


X o 




1R37 




16 


t 




•J 


93 


«j 


1KS6 


2 


17 


6 


1910 


1 


iO 


13 


2146 


2 


16 


Q 


2156 


0 


0 


6 


2463 


0 


12 


9 


272A 


10 


38 




2749 


403 


2000 


4 


2801 


6 


25 


3 


2993 


3 


18 


4 


3080 


0 


10 


7 


3107 


3 


23 


5 


3292 


0 


20 


14 


3324 


no 


548 


4 



if Ho 
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EXAMPLE 7 

Polynucleotides Differentially Expressed in High Metastatic Potential 
Colon Cancer Cells Versus Low Metastatic Colon Cancer Cells 

5 A number of polynucleotide sequences have been identified that are 

differentially expressed between cells derived from high metastatic potential colon 
cancer cells and low metastatic colon cancer cells. Expression of these sequences in 
colon cancer tissue can provide diagnostic, prognostic and/or treatment information. 
For example, sequences that are highly expressed in the high metastatic potential cells 

10 can be indicative of increased expression of genes or regulatory sequences involved in 
the metastatic process. A patient sample displaying an increased level of one or more of 
these polynucleotides may thus warrant more aggressive treatment. In another example, 
sequences that display higher expression in the low metastatic potential cells can be 
associated with genes or regulatory sequences that inhibit metastasis, and thus the 

IS expression of these polynucleotides in a sample may warrant a more positive prognosis 
than the gross pathology would suggest 

The differential expression of these polynucleotides can be used as a 
diagnostic marker, a prognostic marker, for risk assessment, patient treatment and the 
like. These polynucleotide sequences can also be used in combination with other 

20 known molecular and/or biochemical markers. 

The following table summarizes identified polynucleotides with 
differential expression between high metastatic potential colon cancer cells and low 
metastatic potential colon cancer cells: 

25 Differentially expressed polynucleotides: Higher expression in low metastatic colon 
cancer cells (lib 2) relative to high metastatic potential colon cancer cells (lib 1) 



SEQIDNOs: 


Lib I clones 


Lib 2 clones 


lib2/libl 


429 


0 


9 


10 


1494 


0 


8 


9 


1923 


34 


114 


4 


1986 


3 


12 


4 


2018 


0 


9 


10 


2036 


2 


10 


5 


2049 


8 


25 


3 


2135 


24 


87 


4 



wo 01/02568 



PCT/US0O/t8374 



SEO ID NOs- 


Lib 1 clones 


Lib 2 clones 


lib 2/lib 1 


2146 


2 


16 


9 


2208 


6 


27 


5 


2215 


2 


11 


6 


2239 


1 


10 


11 


2307 


2 


12 


6 


2313 


28 


62 


2 


2357 


5 


14 


3 


2360 


3 


21 


g 


2362 


0 


6 


6 


2378 


3 


12 


4 


2S6Q 


_/ 


20 


7 




0 




6 




S4 


179 






1 s 


41 


1 




0 


u 


V 




0 


g 


10 


9641 


7 


90 


3 




0 


Q 


10 


9669 


0 


Q 


10 


9674 


A 

*T 




A 

*T 


96R9 


0 


6 


6 




Q 


9S 




9704 


& 
o 


93 




971 S 


9 


12 


6 


9X04 


Q 


92 


3 


2891 


13 


29 


9 


2840 


1 


g 


9 


2846 


2 


15 


g 


2866 


0 


6 


6 


2906 


0 






2915 


44 


109 


3 


2933 


0 


6 


6 


2935 


5 


16 


3 


2957 


1 


11 


12 


2959 


3 


27 


10 


2977 


16 


30 


2 


2980 


12 


27 


2 


3000 


2 


13 


7 


3009 


12 


29 


3 


3115 


0 


. 7 


8 


3156 


502 


2170 


5 
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obxi lu NUS. 


LiiD 1 Clones 


jUiD z ciuncs 


Kk 9/iik 1 

no ^iio 1 




z 


z 1 


1 1 




0 


9 


10 


3213 


0 


7 


8 


3235 


2 


12 


6 


3251 


2 


12 


6 


3296 


3 


12 


4 


3335 


1 


8 


9 



EXAMPLE 8 

Polynucleotides Differentially Expressed in High Metastatic Potential 
Colon Cancer Patient Tissue Versus Normal Patient Tissue 

5 

A number of polynucleotide sequences have been identified that are 
differentially expressed between cells derived from high metastatic potential colon 
cancer tissue and normal tissue. Expression of these sequences in colon cancer tissue 
can provide diagnostic, prognostic and/or treatment information. For example, 

10 sequences that are highly expressed in the high metastatic potential cells can be 
indicative of increased expression of genes or regulatory sequences involved in the 
advanced disease state which involves processes such as angiogenesis, dedifferentiation, 
cell replication, and metastasis. A patient sample displaying an increased level of one 
or more of these polynucleotides may thus warrant more aggressive treatment. 

15 The differential expression of these polynucleotides can be used as a 

diagnostic marker, a prognostic marker, for risk assessment, patient treatment and the 
like. These polynucleotide sequences can also be used in combination with other 
known molecular and/or biochemical markers. 

The following tables summarize polynucleotides that are differentially 

20 expressed between high metastatic potential colon cancer tissue and normal colon 
tissue: 
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Table 12 

Differentially expressed polynucleotides isolated from samples from two patients 
(patient 2 and patient 3 and) : Lower expression in high metastatic potential colon tissue 
(patient 2:lib 17; patient 3:lib 20) vs. normal colon tissue (patient 2:lib IS; patient 
5 3:lib 18) 



SEQIDNO: 


lib 15 clones 


lib 17 clones 


lib 15/lib 17 


69 


19 


7 


3 


123 


6 


0 


6 


140 


24 


8 


3 


197 


6 


0 


6 


198 


113 


0 


121 


254 


28 


9 


3 


412 


28 


9 


3 


512 


11 


1 


12 


641 


17 


7 


3 


642 


7 


0 


8 


954 


12 


3 


4 


1011 


209 


16 


14 


1024 


8 


0 


9 


1040 


12 


3 


4 


1055 


26 


7 


4 


1106 


31 


15 


2 


1125 


17 


0 


18 


1129 


17 


0 


18 


1138 


109 


0 


117 


1244 


14 


1 


15 


i253 


73 


0 


78 


1283 


34 


7 


5 


1285 


34 


7 


5 


1339 


13 


4 


3 


1474 


73 


0 


78 


1505 


18 


3 


6 


1553 


68 


6 


12 


1554 


2542 


14 


195 


1605 


2542 


14 


195 


1628 


6 


0 


6 


1643 


142 


4 


38 


1753 


12 


0 


10 


1764 


13 


0 


14 
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SEQIDNO: 


lib 15 clones 


lib 1 7 clones 


lib 15/lib 17 


SEQ ID NO: 


Lib! 8 Clones 


Lib20 Clones 


Iibl8/lib20 


105 


28 


11 


2 


198 


21 


0 


18 


254 


9 


0 


8 


412 


9 


0 


8 


1011 


11 


1 


9 


1138 


14 


0 


12 


1253 


23 


0 


20 


1643 


18 


0 


15 


1764 


12 


0 


10 


3156 


140 


43 


3 



Table 13 

Differentially expressed polynucleotides isolated from samples from two patients 
(patient 2 and patient 3): Lower expression in normal colon tissue (patient 2:lib 15; 
5 patient 3:lib 18)vs. high metastatic potential colon tissue (patient 2:lib 17; patient 3:lib 

20). 



SEQIDNO: 


Lib 15 Clones 


Lib 17 Clones 


lib 17/lib 15 


321 


3 


23 


7 


363 


1 


9 


8 


836 


21 


99 


4 


859 


6 


20 


3 


885 


13 


28 


2 


916 


13 


28 


2 


981 


2 


11 


5 


1226 


8 


70 


8 


1308 


0 


8 


7 


1317 


29 


84 


3 


1429 


27 


127 


4 


1442 


0 


9 


8 


1534 


1 


12 


11 


1540 


12 


43 


3 


1552 


0 


7 


7 


1556 


1 


9 


8 


1557 


1 


9 


8 


1569 


2189 


5122 


2 


1571 


6 


18 


3 


1576 


3 


25 


8 
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SEO ID NO* 


Lib 15 Clones 


Lib 17 Clones 


lib 17/lib 15 


1581 


4 


22 


5 


1601 


25 


157 


6 


1613 


9 


48 


5 


1616 




61 


4 


16?0 


7 


17 


g 


1622 


4 


99 


23 


1626 




35 


5 


1647 


4 


22 


5 


1664 


4 


28 


7 




7 
z 


18 


8 
o 


1 704 


'1 
-> 


15 




IRHO 

iOUU 


u 


7 


7 


974Q 


7*^ 

ZJ 


60 


7 
z 


77R4 


4 


14 


1 


7ftn^ 


1 


Q 

J' 


0 
0 


Z7/0 




14 


4 


^17ft 
J iZo 


1 ft 

ID 


S7 




1170 


7A 
zo 


174 

1 Z*T 


A 
*r 


^^14/^ 


64 


710 

Zl\/ 






04n 


7767 
ZZQ t 


7 
z 


Jl^ 1 


z 


1 J 


7 










SEQ ID NO: 


lib 18 clones 


lib 20 clones 


Iib20/libl8 


865 


0 


5 


6 


1569 


1 


7 


8 


1580 


1 


7 


8 


1590 


1 


7 


8 


2790 


0 


5 


6 



EXAMPLE 9 

Polynucleotides Differentially Expressed in High Colon Tumor Potential 
Patient Tissue Versus Metastasized Colon Cancer Patient Tissue 
5 A number of polynucleotide sequences have been identified that are 

diflferentially expressed between cells derived from colon cancer tissue and cells derived 
from colon cancer tissue metastases to liver. Expression of these sequences in colon 
cancer tissue can provide diagnostic, prognostic and/or treatment information associated 
with the transformation of precancerous tissue to malignant tissue. This information 
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can be useful in the prevention of achieving the advanced malignant state in these 
tissues^ and can be important in risk assessment for a patient. 

The following table summarizes identified polynucleotides with 
differential expression between high tumor potential colon cancer tissue and cells 
5 derived from high metastatic potential colon cancer cells: 



Table 14 

Differentially expressed polynucleotides: 
Greater expression in metastatic colon tumor tissue (lib 20) vs. 
1 0 colon tumor tissue (lib 1 9) 



SEQ ID NO- 


lib 19 clones 


lib 20 clones 


Iib20/libl9 


PS? 


0 


6 


8 


976 


0 


5 


7 


1520 


1 


8 


11 


1546 


1 


11 


15 


1550 


1 


11 


15 


1574 


1 


8 


11 


1580 


0 


7 


9 


1590 


0 


7 


9 


1599 


8 


21 


4 


1607 


158 


632 


5 


1622 


1 


7 


9 



Table 15 

Greater expression in colon tumor tissue (lib 19) than metastatic colon tissue (lib 20) 



SEQIDNO: 


lib 19 clones 


lib 20 clones 


lib 19/lib 20 


105 


64 


11 


4 


1011 


53 


1 


40 


1226 


18 


4 


3 


1571 


8 


0 


6 


1726 


15 


3 


4 


1811 


17 


2 


6 


2749 


47 


6 


6 


3146 


19 


2 


7 


3324 


20 


1 


15 



wo 01/02568 



PCT/ljSOO/18374 



EXAMPLE 10 

Polynucleotides Differentially Expressed in High Tumor Potential 
Colon Cancer Patient Tissue Versus Normal Patient Tissue 

5 A number of polynucleotide sequences have been identified that are 

difTerentially expressed between cells derived from high tumor potential colon cancer 
tissue and normal tissue. Expression of these sequences in colon cancer tissue can 
provide diagnostic, prognostic and/or treatment information associated with the 
prevention of the malignant state in these tissues, and can be important in risk 

10 assessment for a patient. For example, sequences that are highly expressed in the 
potential colon cancer cells are associated with or can be indicative of increased 
expression of genes or regulatory sequences involved in early tumor progression. A 
patient sample displaying an increased level of one or more of these polynucleotides 
may thus warrant closer attention or more frequent screening procedures to catch the 

IS malignant state as early as possible. 

The following tables summarize polynucleotides that are differentially 
expressed between high metastatic potential colon cancer cells and normal colon cells; 

Table 16 

Differentially expressed polynucleotides detected in samples from patient (patient 2) 
20 Higher expression in normal colon tissue (patient 2, lib 1 5) 

vs. tumor potential colon tissue (patient 2:libl6) 



SEQ ID NO: 


lib IS clones 


lib 16 clones 


lib 16/lib 15 


69 


19 


7 


3 


105 


116 


54 


2 


140 


24 


4 


6 


197 


6 


0 


6 


198 


113 


3 


40 


254 


28 


6 


5 


412 


28 


6 


5 


642 


7 


0 


7 


830 


10 


2 


5 


938 


31 


13 


3 


1011 


209 


37 


6 


1095 


12 


3 


4 


1125 


17 


0 


18 
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SEQIDNO: 


lib 15 clones 


lib 16 clones 


lib 16/lib 15 


1129 


17 


0 


18 


1138 


109 


1 


115 


12S3 


73 


1 


77 


1283 


34 


13 


3 


1285 


34 


13 


3 


1339 


13 


3 


5 


1453 


11 


3 


4 


1474 


73 


1 


77 


1505 


18 


6 


3 


1554 


2542 


448 


6 


1605 


2542 


448 


6 


1614 


36 


14 


3 


1630 


24 


9 


3 


1643 


142 


2 


75 


1646 


39 


14 


3 


1649 


24 


8 


3 


1677 


19 


6 


3 


1753 


13 


0 


14 


1764 


13 


0 


14 


1766 


177 


65 


3 


1772 


24 


8 


3 



Table 17 

Differentially expressed polypeptides detected in samples from patient. Lower 
expression in normal colon tissue (lib 18) than colon tumor tissue (lib 19) 



SEQIDNO: 


lib 18 clones 


lib 1 9 clones 


lib 19/lib 18 


3146 


3 


19 


6 


3150 


21 


228 


10 


3324 


3 


20 


6 
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Table 18 

Differentially expressed polypeptides detected in samples from patient. Higher 
expression in nonnal colon tissue (lib 18) than colon tumor tissue (lib 19) 



SEQIDNO: 


lib 18 clones 


lib 19 clones 


lib 18/lib 19 


198 


21 


2 


12 


465 


6 


0 


7 


489 


6 


0 


7 


745 


6 


0 


7 


859 


11 


2 


6 


976 


7 


0 


8 


1011 


209 


37 


6 


1045 


8 


1 


9 


1138 


14 


0 


16 


1253 


23 


0 


26 


1392 


16 


4 


5 


1474 


23 


0 


26 


1589 


6 


0 


7 


1591 


22 


11 


2 


1607 


386 


158 


3 


1643 


18 


0 


21 


1753 


12 


0 


14 


1764 


12 


0 


14 










SEQIDNO: 


lib 18 clones 


lib 19 clones 


lib 19/Hb 18 


105 


28 


64 


2 


1011 


11 


53 


4 


1226 


2 


18 


8 


1251 


6 


19 


3 


1559 


1 


9 


8 


1571 


0 


8 


7 


1608 


1 


9 


8 


1766 


2 


13 


6 


1782 


1 


9 


8 


1811 


1 


17 


15 
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Table 19 

Differentially expressed polynucleotides: 
Higher expression in colon tumor tissue 
(patient 2, lib 16) vs. normal colon tissue (patient 2, lib IS) 



SEQ ID NO: 


lib 15 clones 


lib 16 clones 


lib 16/lib 15 


7 


1 


9 


9 


164 


6 


19 


3 


734 


4 


IS 


4 


836 


21 


53 


2 


928 


2 


11 


5 


965 


2 


11 


5 


987 


2 


11 


5 


1026 


7 


19 


3 


1044 


4 


16 


4 


1119 


4 


16 


4 


1226 


8 


46 


5 


1227 


0 


9 


9 


1251 


7 


95 


13 


1316 


0 


6 


6 


1429 


27 


81 


3 


1442 


0 


9 


9 


1540 


12 


28 


2 


1553 


68 


590 


8 


l5o\) 


4 


24 


6 


1577 


1 


10 


9 


1588 


5 


20 


4 


1610 


3 


13 


4 


1620 


2 


23 


11 


1626 


6 


23 


4 


1673 


2 


15 


7 


2416 


0 


7 


7 


2749 


23 


54 


2 


2976 


3 


14 


4 


3129 


26 


64 


2 


3132 


18 


54 


3 
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EXAMPLE 11 

Polynucleotides Differentially Expressed in Growth Factor-Stimulated 
Human Microvascular Endothelial Cells (HMEC) Relative to Untreated 

HMEC 

5 A number of polynucleotide sequences have been identified that are 

differentially expressed between human microvascular endothelial cells (HMEC) that 
have been treated with growth factors relative to untreated HMEC. 

Sequences that are differentially expressed between growth factor-treated 
HMEC and untreated HMEC can represent sequences encoding gene products involved 

10 in angiogenesis, metastasis (cell migration)^ and other developmental and oncogenic 
processes. For example, sequences that are more highly expressed in HMEC treated 
with growth factors (such as bFGF or VEGF) relative to untreated HMEC can serve as 
markers of cancer cells of higher metastatic potential. Detection of expression of these 
sequences in colon cancer tissue can provide diagnostic, prognostic and/or treatment 

15 information associated with the prevention of achieving the malignant state in these 
tissues, and can be important in risk assessment for a patient A patient sample 
displaying an incteased level of one or more of these polynucleotides may thus warrant 
closer attention or more frequent screening procedures to catch the malignant state as 
early as possible. 

20 The following table summarizes identified polynucleotides with 

differential expression between growth factor-treated and untreated HMEC. 

Table 20 

Differentially expressed polynucleotides: 
25 Higher expression in untreated HMEC (lib 12) vs. bFGF treated HMEC (lib 13) 



SEQ ID NO: 


lib 12 clones 


lib 1 3 clones 


lib 12/lib 13 


849 


6 


0 


6 


1059 


6 


0 


6 


1206 


12 


2 


6 


3208 


12 


0 


12 
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Lower expression in untreated HMEC (lib 12) vs. bFGF treated HMEC (lib 13) 



2748 


3 


12 


4 


3325 


0 


6 


6 



Table 21 

Differentially expressed polynucleotides: 
Higher expression in untreated HMEC (lib 12) VEGF treated HMEC (libl4) 



SEQIDNO: 


lib 12 clones 


lib 14 clones 


lib 12/lib 14 


1150 


9 


0 


9 



Lower expression in untreated HMEC (lib 1 2) vs, VEGF treated HMEC (libl4) 

^ I 



3324 



22 



50 



10 



15 



EXAMPLE 12 

Polynucleotides Differentially Expressed in Normal Prostate Cells 
Relative TO Prostate Cancer Cells 
A number of polynucleotide sequences have been identified that are 
differentiaily expressed between cells derived from normal prostate cells and prostate 
cancer cells. Expression of diese sequences prostate tissue suspected of being 
cancerous can provide diagnostic, prognostic and/or treatment information. These 
polynucleotide sequences can also be used in combination with other known molecular 
and/or biochemical markers. The following table summarizes identified 
polynucleotides with differential expression between high metastatic potential colon 
cancer cells and low metastatic potential colon cancer cells: 



20 
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Table 22 

Differentially expressed polynucleotides: normal prostate cell line (lib 21) 
vs. prostate cancer cell line (lib 22) 
Higher in lib 21 





UD z 1 Clones 


11 u viuiics 




53 


17 


2 


8 


1754 


22 


8 


3 


1801 


7 


0 


7 


1845 


22 


6 


4 


446 


8 


0 


8 


1410 


6 


0 


6 


2060 


18 


6 


3 


2143 


12 


3 


4 


2632 


13 


1 


13 


2899 


16 


2 


8 


3338 


12 


2 


6 



5 

Higher in lib 22 



86 


2 


13 


7 


93 


0 


9 


9 


687 


0 


9 


9 


1269 


1 


15 


15 


1581 


25 


74 


3 


1647 


25 


74 


3 


1649 


12 


27 


2 


1710 


5 


16 


3 


1717 


5 


16 


3 


1772 


12 


27 


2 


1960 


0 


6 


6 


2987 


0 


6 


6 


3128 


13 


42 


3 


3132 


13 


42 


3 


3150 


263 


962 


4 


3222 


0 


6 


6 


3268 


0 


6 


6 



So*} 
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EXAMPLE 13 

Polynucleotides Differentially Expressed Across Multiple Libraries 

A number of polynucleotide sequences have been identified that are 
differentially expressed between cancerous cells and normal cells across two or more 

5 tissue types tested (Le., breast, colon, lung^ and prostate). Expression of these 
sequences in a tissue of any origin can provide diagnostic, prognostic and/or treatment 
information associated with the prevention of achieving the malignant state in these 
tissues, and can be important in risk assessment for a patient. These polynucleotides 
can also serve as non-tissue specific markers of, for example, risk of metastasis of a 

10 tumor* The following polynucleotides were difTerentially expressed but without tissue 
type-specificity in at least two of the breast, colon, lung, and prostate libraries tested: 
53, 105, 355, 412, 614, 836, 1442, 1581, 1647, 1649, 1664, 1772, 1782, 1811, 1845, 
1856, 1875, 1923, 2060, 2071, 2135, 2146, 2239, 2313, 2378, 2393, 2416, 2460, 2490, 
2632, 2674, 2704, 2724, 2749, 2784, 2804, 2959, 2976, 2977, 2980, 2987, 3009, 3047, 

15 3128, 3129, 3132, 3146, 3150, 3156, 3210, 3324, 3331, and 3335. 

Those skilled in the art will recognize, or be able to ascertain, using not 
more than routine experimentation, many equivalents to the specific embodiments of 
the invention described herein. Such specific embodiments and equivalents are 
intended to be encompassed by the following claims* 

20 All publications and patent applications cited in this specification are 

herein incoiporated by reference as if each individual publication or patent application 
were specifically and individually indicated to be incoiporated by reference. The 
citation of any publication is for its disclosure prior to the filing date and should not be 
construed as an admission that the present invention is not entitled to antedate such 

25 publication by virtue of prior invention. 

Although the foregoing invention has been described in some detail by 
way of illustration and example for purposes of clarity of understanding, it is readily 
apparent to those of ordinary skill in the art in light of the teachings of this invention 
that certain changes and modifications may be made thereto without departing from the 

30 spirit or scope of the appended claims. 

Deposit Information: 

The following materials were deposited with the American Type Culture 
Collection (ATCC); CMCC = Chiron Master Culture Collection: 
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cDNA Libraries Deposited with ATCC 



[ ube Number 


L/eposit uaie 


A ICC 

Accession ino. 


Accession ino. 


cc in 


May ^u, zuw 






bS136 


May iu, zuuu 






ESI 39 


XifMx TA OAAA 

May 3U, 200U 








K4^.t 1A TAAA 

May 3U, iuuu 






bSI41 


Hvf^.. OA TAAA 

May 3U, zuuu 






ESI 42 


May 30, 2000 






ESI 43 


Vl^.. lA '^AAA 

May 30, 2000 






ESI 44 


» * _ OA "^AAA 

May 30, 2000 






ESI 45 


lA ^ AAA 

May 30, 2000 






ESI 46 


May 30, 2000 






ESI 47 


May 30, 2000 






ESI 48 


May 30, 2000 






ESI 49 


May 30, 2000 






ESISO 


May 30, 2000 






ES151 


May 30, 2000 






ES152 


May 30, 2000 






ES153 


May 30, 2000 






ESI 54 


V # 1/\ ^AAA 

May 30j 2000 






ESI 55 


May 30, 2000 






ESI 56 


May 30, 2000 






ESI 57 


May 30, 2000 






ESI 58 


May 30, 2000 








X^fcki/ lA OAAA 

May ju, zuuu 






ESI 60 


May 30, 2000 






ES161 


May 30, 2000 






ES162 


May 30. 2000 






ESI 63 


May 30, 2000 






ES164 


May 30, 2000 






ES165 


May 30, 2000 






ESI66 


May 30, 2000 






ES167 


May 30. 2000 . 







Table 23 lists the clones for each deposit, designated as "tube" number 
5 This deposit is provided merely as convenience to those of skill in the art, and is not an 
admission that a deposit is required under 35 U.S.C. §112. The sequence of the 
polynucleotides contained within the deposited material, as well as the amino acid 
sequence of the polypeptides encoded thereby, are incorporated herein by reference and 
are controlling in the event of any conflict Mdth the v^ittcn description of sequences 
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herein. A license may be required to make, use, or sell the deposited material^ and no 
such license is granted hereby. 



Retrieval of Individual Clones from Deposit of Pooled Clones 

Where the ATCC deposit is composed of a pool of cDNA clones, the 
5 deposit was prepared by first transfecting each of the clones into separate bacterial cells* 
The clones were then deposited as a pool of equal mixtures in the composite deposit. 
Particular clones can be obtained from the composite deposit using methods well 
known in the art. For example, a bacterial cell containing a particular clone can be 
identified by isolating single colonies, and identifying colonies containing the specific 

10 clone through standard colony hybridization techniques, using an oligonucleotide probe 
or probes designed to specifically hybridize to a sequence of the clone insert (e.g., a 
probe based upon unmasked sequence of the encoded polynucleotide having the 
mdicated SEQ ID NO). The probe should be designed to have a T„ of approximately 
80*'C (assuming 2°C for each A or T and 4'*C for each G or C). Positive colonies can 

15 then be picked, grown in culture, and the recombinant clone isolated Alternatively, 
probes designed in this maimer can be used to PCR to isolate a nucleic acid molecule 
from the pooled clones according to methods well known in the art, e.g.^ by purifying 
the cDNA from the deposited culture pool, and using the probes in PCR reactions to 
produce an amplified product having the corresponding desired polynucleotide 

20 sequence. 

Table 23 







M00001351A:B02 


ES 137 


M00001356A:Hn 


ES 137 


M0OOO1363D:DO9 


ES 137 


M00001395D:H02 


ES 137 


M00001439C:H06 


ES 137 


MOOiDO 14760:010 


ES137 


M00O01582A;E02 


ES 137 


M00003750D:E06 


ES 137 


M00003761C:F02 


ES 137 


MO000377OA:EO5 


ES137 


M00003786A:AU 


ES 137 


M00003800A:F09 


ES 137 


M00003816D:£1 1 


ES137 


M00003902A:C03 


ES 137 


M00003991C;F06 


ES 137 







M00003995B:E03 


ES 137 


M00004046C:A08 


ES 137 


M0000410SD:DOS 


ES137 


M00004139B:B10 


ES 137 


M00004140D:C03 


ES137 


IV(00004144A:H0S 


ES 137 


M00004I52A:C12 


ES 137 


M00004155D:A10 


ES 137 


M00004I68A:GI 1 


ES 137 


M00004197B:H10 


ES 137 


M00004222C:E03 


ES137 ! 


M00004234A:E07 


ES 137 i 


M00004239B:F1 1 


ES 137 i 


M00004241B:H07 


ES 137 i 


M00004264B:A0S 


ES 137 1 
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M00004278A:F09 


ES 137 


M00004282D:C1 1 


ES 137 


M00004308C:C06 


ES 137 


M00004340C:C07 


ES 137 


M00004354D:E05 


ES 137 


M00004361A:H02 


ES137 


M00004372B:F07 jES 137 


M00004378A;B10 


ES 137 


M00004393B:E07 


ES 137 


M00023282A:C02 


ES 137 


M00023300D:C1 1 


ES 137 


M00023316C:G08 


ES 137 


M00Q23333D:C12 


ES 137 


M00023352B:F03 


ES 137 


M000233S2D:H03 


ES 137 


M00023376B:G04 


ES 137 


M00023377B:F01 


ES 137 


M00023398B:D]2 


ES 137 


M00023399C:E10 


ES 137 


M00026803A:F08 


ES 137 


M00026843B:D10 


ES 137 


M00026850D:F09 


ES 137 


M00026851B:F01 


ES 137 


M00026856D:F02 


ES 137 


M00026857D:G12 


ES 137 


M00026859D:D0I 


ES 137 


M00026860B:C05 


ES 137 


M0002686SB:A06 


ES 137 


M00026868C:E1 I 


ES 137 


M00026878A:FOS 


ES 137 


M00026882D:G09 


ES 137 


M0002688SA:H09 


ES 137 


M00026901A:G07 


ES 137 


M00026914A:HIO jES 137 


M0002691SB:C06 lES 137 


M00026918B:DOI 


ES 137 


M00026922C:B02 


ES 137 


M00026922C:G03 


ES 137 


M00026926A:EIO 


ES 137 


M00026927D:F02 


ES 137 


M00026928D:A03 


ES 137 


M0002693SC:B04 


ES 137 


M00026941D:A04 


ES 137 


M00026944B:E03 


ES 137 


M00026946A:F12 


ES 137 
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M00026980A:D09 


ES 


137 




M00027016A:B06 


ES 


137 




M00027018A:C09 


ES 


137 




M00027021A:G02 


ES 


137 




M00027022D:G11 


ES 


137 




M00027030C:H06 


ES 


137 




M00027035D:C06 


ES 


137 




M00027049B:F05 


ES 


137 




M00027078A:B02 


ES 


137 




M00027080A:B01 




157 




M000270gSC:ei1 


ES 


117 




M00027094A:B03 


FS 

A-J%J 


137 




M00027103B:A09 




137 




M00027108C:B03 




117 




M00027121D:C05 




117 




M00027135A:Bn 




M7 
\j 1 




M00027136C:C09 


PS 






M00027)41C;H03 


Co 


117 




M00027159D:F03 


PQ 


117 




|M00027162B:F05 


pc 






|M00027178B:G09 


PC 


117 




M00027179D:E06 


P<5 


IIR 


— ; 


M00027I8!D:A05 




IIS 




MO0O2719SC:E04 


PC 


11X 


H 


VI00027198B:B08 


FC 


118 




M00027200A:F02 


PC 


118 




M00027207B!F07 


FS 


118 




M00027212D:E03 


pc 


118 




M00027228D:A01 


PS 


118 




M00027232D:B08 


PC 


118 


\ 


M00027233B:C01 


ES 


138 




M00027236A:E04 


ES 


138 




M00027237C:B08 


ES 


138 




M00027248A:C02 


ES 


138 


1 


M00027256B:H09 


ES 


138 




M00027258A!A07 


ES 


138 




M00027263A:F10 


ES 


138 




M00027292D:F10 


ES 


138 




MO0O27297A:C04 


ES 


138 




M00027299B:B12 


ES 


138 




M00027301A:GOS 


ES 


138 




M0002730IB:B08 


ES 


138 


i 


M00027314C:D09 


ES 


138 




MO0027319D:Bn 


ES 


138 




jM00027324D:C05 


ES 


138 
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L/O 1 JO 








F<; IIR 




IZ>iJ 1 




PQ tlx 

EL^ 1 JO 




PQ lis 


iviiiiAiz / jyov- . ru / 


CtO I JO 


A>innn77/nRp-r:n7 




1^000074^0 A 'n07 
IVIUUUZ /^Dx/\.L/v / 


PQ 1 1ft 


MOOOIl^AOTt^WOl 


PC 1 7ft 


iviuuuz /*ioo/\.*-#iiy 


CC lift 


A>f 00A'>747^n«'P 1 0 


PC 1 7ft 

I JO 


XiinAA'^7ii47iC A -r^AO 


PC 1 7ft 


XilAnni7>ISiCA ■ITAiC 

IviUwz /4ooA:rUo 


PC 1 7ft 


RylAAAOT^^A A .r*A^ 


PC 1 7ft 
CO IJo 


kil A A A07 C D <. r^AiC 


CC 1 IB 
CO I^O 


MUUUZ fjZDUlrvj 


CC t 7Q 

CO l3o 


\>f AAAOO^OftO'D 1 A 


PC t 7ft 

bo IJo 


K>IAAA77<17P-TIA 1 


PC 1 7ft 
CO iJO 


miAnA77<C/l#i/^'tJ 1 A 


PC 1 7ft 
Co I JO 


K>IAAA77<01 n'r'(\A 
IVIUUUZ / DV 1 D.\-,U*fr 


PC 17ft 
CO 1J5 


Xyf AAm7<OA A • A 1 n 


PC 1 7ft 


IVlUUUz /^yoC:bUo 


PC 1 7ft 

Co IJo 


kif AA AO 7 AAO n • A 1 
MUUUZ /dUZd.\^U 1 


PC lift 
CO 135 


A>lAnA77iCl 1 A -171 A 
MUUUZ /DID A. r lU 


PC 1 7ft 

CO I JO 


M AA007A1 IVl-r* 1 7 
IVlUUUZ/Dl /D.v^lZ 


PC 17ft 
Co iJO 


1iifAAA77^7Atl*l^l t 
fVlUUUZ/OZUU!r 1 1 


PC 17ft 
CO l3o 


X>f 0 A07 7iC7 ^ A • UA 1 
MUUUZ fOZj A.rlU 1 


PC 1 7ft 
CO 136 


1V>I0AA77A14 A -ni 1 
MUUUZ /Oj'fA.UI 1 


PC 1 7ft 
Co IJO 


KylAAA77/\/ll P- Afl'^ 
MUUUZ /04 1 L', AU J 


PC ilk 

CO 130 


\>f OOA77#*A7P* nO'^ 


PC 17ft 
Co IjO 


1 X>IAA097/i^7R-Pl 1 


PC lift 

JZrO 1 JO 


\ilOn077AA5lP-H 1 7 
MUUUZ /OOo^.n IZ 


PC lift 

CO IjO 




PC 11X 

CO IjO 


M 00077711 A 'Afl7 


FC IIR 

I-/0 J JO 


1 M0007774 1 R-FOQ 

^ i 


PC IIR 

I_iO IJO 


M00027741 A -rOl 


FC IIR 

L^O IjO 


KilAAA77ftAlP./^l i 
(^UUUZ/QUlC^d 1 


PC 1 7ft 

bo l3o 


M000278nC:F01 


ES 138 


M00027818C:C07 


ES 138 


M00027836D:FI2 


ES138 


M00027837C:D09 


ES 138 


M00028I20D:F12 


ES 138 


M00028066CrD07 


ES 138 
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IVIUWaiO 1 0*Tl^»\J 1 v 


PC lift 
Co IjO 


M0007818SR'AO^ 


FC lift 

CO 1 jO 


MOOOOft 1 QfiD- AOl 


FC ll« 

CO IjO 


M00078901R-HI7 


FC IIS 

CO 1 JO 


M0007ft907n-FOO 


FC lift 

Co IJO 


M00A7ft7 1 AR-nA7 


PC 17R 
CO Ijo 


M0007K7 1 OP'ROR 


PC 118 
Co IjO 


iviuvuzoz 1 jL/.ruj 


PC lift 
Co IJo 


MO0O7 ft770 A • 11 A4 


PC 17ft 
CO i3o 


MnOA7ft7 1 AH'PO^ 
MUUUZo3 l*IL/»rUj 


PC 17ft 
Co 13o 


NyinOA7ft7 1 AR'I-1 1 0 
M UUUZo J 1 OlJ . ri 1 Z 


PC 17ft 
CO 13o 


MAAA7ft7<^A>m7 
MUUUZo3D'l A.lS 1 Z 


PC 178 
CO 135 


KifAAA7ft7<yir\* A A7 
MUUUZo3 j*ILJ. AU3 


PC 1 7ft 

bo IJo 


Kil AAA7 fi7 < 7 A -1^ 1 A 
MUUUZo3 J / A.0 1 U 


PC 17ft 

CO 135 


kJlAAA7ft7£7 A ^/^ 1 1 

MUUUZo3dZA:\j 1 1 


bo 13q 


MUUUZo3oHdjUo 


CC 1 70 

bo IJo 


A jT A AA7 ft7 iCOFh< PAft 

MUUUZo307U:bUo 


CC 17ft 

bo 135 


X>rAAA7fi<1 7r*t A 1 7 
MUUUZoO 1 /\^IJ\ 1 / 


PC 1 7Q 

bo 135 


K /I Anno ft ^iC ft .r\ A c 
MUUUZo /OoCUU J 


CC 17ft 

bo 135 


MUUUZo / /UA.LiU4 


CC 1 7 ft 

bo IJo 


li>f AAA7 ft 7n/^ . O AQ 


CC 1 1 o 

bo 135 


AAA7 ft77<r^iPA7 

MUUUZo f /jU.rU3 


PC 17ft 
CO 135 


i \yiAAA7ft777D-P 1 7 
} MUUUZo / / /xJ.vjlZ 


PC 1 7ft 

bo IJo 


! \Af\i\tVi. 1 74Cft A ^17 1 A 

1 MUUU3 1 30oA;b 1 U 


CC no 
bo 135 


MUUUj 1^1 /V-..VjUy 


PC 1 7ff 

bo 135 


M A0A7 1 A 1 0n-PA/I 

Muuu J 1 *t 1 y u.^^uh- 


CC 1 7ft 

bo IJo 


Ail AAA! 1 >ift'^r^'P!A7 
MUUUj 1*1ojL#.VjUZ 


PC 17ft 

CO 135 


lUf AnA77^8A11-P 1 A 
MUUU3Z4oUtj.ClU 


CO i3y 


MAAA17407 A -PA 1 
MUUUjZ**yZA,v^U 1 


PC 110 

CO IJ7 


M Ano 1 740 ^ H ' TV^ 7 
MUUU J Z*»y J D . LyUZ 


PC 170 
bo 137 


M00017 AOOP • A A 1 
MUUUj Z^yyL.».AU 1 


PC 170 

CO ijy 


MAAAlO^AfiR'Uni 
MUUv3Z jUoD. MU3 


PC 170 

Co |J7 


MAAOIO^ 1 OH'RI 7 

IYIUUUjZ J 1 \JL/.r I <C 


PC 110 

CO ijy 


M00017S 1 0n-PiAA 


PC no 
CO ijy 


MOOOl^S 1 1 n- FA 1 


PC 110 

CO 1 J7 


M00017S10n*P07 


FC 110 
CO 1 jy 


M0001251SnH0 1 


PS HQ 

l_iO i J7 


Mn0012S10R'Pl 1 

iTI W\/JX>JJ7JLJ»V^ 1 1 




X>f AAA77 <Aii A • A AA 
MUUU3Z J*tU A . AUy 




M0003254ID:H08 


ES 139 


M0O032545B:H09 


ES 139 


M00032545D:G05 


ES 139 


M00032550D:C02 


ES 139 


M00032551B:G05 


ES 139 


M00032577A;C04 


ES 139 
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M00032578A-G06 


ES 139 




ES 139 


M00032592AH1 1 


ES 139 


M00032597CB01 


FS 139 




FS 139 


M00032638D'A06 


FS n9 


M00032668r)-O1 0 


FS 130 


M00032678r*D0^* 

lYI V W # O^f i LrvV 


FS no 

CO I J7 


M00032fi88r)'r>l 1 

iTi vWJ^\/ooi.y.L/i J 


FS 110 
1 jy 


M000327 1 


P^ 110 

c>o 1 jy 


M00fi'^97?d A -ro^ 


FQ 110 




P^ no 

X3.0 uy 




EC ion 


lVlUUU_)iS / J 1 Cj<v>I V 


PQ no 




p^: 1 10 






IVIUUlf J Z / J 7/\ t Alio 


cc llO 




t7Q 110 


M00032766B:D12 


ES 139 




PC no 


Mnnn'i77onR'Art7 


PQ 1 lO 

E-o ijy 


M nnni 7 707 a • pn a 


PC no 
tia ijy 


MHOft'^ 7 707R ■ 007 


P^ no 




PQ no 


Monn'^7S7QR<pn/^ 


P^ ]10 

PQ no 
Co 1 jy 


IVI UW u J Z O J U . VJU J 


PQ no 


Monn3783 1 p*on7 


P^ 110 
CO uy 




PQ no 

Ci3 1 jy 




FS no 




F^ no 




FS no 




FS no 

J_«0 1 -'^ 




FS no 

UO 1 ^7 


M00032917D:G09 


ES 139 


M00032918B:D08 


ES 139 


M00032918B:E06 


ES139 


M00032918C:B10 


ESt39 


M00032921B;H08 


ES 139 


M00032933A:CI0 


ES 139 


M00032939B:E07 iES139 


M00032940A:C02 |ES139 


M00632942D:C12 iESI39 


M00032944B:B02 jESI39 


M00032984C:G05 |ESI39 
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M00032990R'A1 1 


n9 


M00032994AA08 


FS no 

ImtO 1 J7 


M00032995C-C05 


ES no 


M00033007r-F01 


FS 1 30 > 

CO 1J7 


M00033019B*KIO 


FS no 

CO 1 J7 


M00033033r-HOI 


FS no 

CO 1 jy 


MOOOl 3 01 4r • A Ofi 


P^ 110 
CO ijy 


M00011014r-F07 
ivi uvmj j V j h • r vz 


PS 110 
CO 1 3y 


Moooiioi7n-r'i i 


P^ no 
Co 1 jy 


Kyf 0001 1 074 A -POR 


PQ no 
CO ijy 


MOOOll 1 lOR-POA 


CO no 
CO ijy 


Mn0033 1 AOn-FOA 


PC 110 

Co IJ7 


K>f OOOll 1 71 n-po 1 


PC 1 IQ 


MOOOll 1 7^R*P 1 7 


PC 1 lo 
CO ijy 


\vioooii 1 8AP»r> 1 1 


DO no 
CO IJy 


MOOOll 1 fior\>POii 


PC 1 1Q 

CO IJy 


MOOOl i'>n'>r^-/^o#i 


ES 139 


Mnonii70^n* A 07 


PC 1 lO 

CO liy 


M0001170< A 'POl 


PC HQ 1 

CO ijy I 


M0OO117 1 7R«1407 


PC 1 lO 

Co Ijy j 


MOOOl 171 ft A 'P04 


po no 
CO ijy 1 


M00011771 R*U07 


po no i 
Co liV ; 

} 


M0001177AA'A 1 1 


PC no ! 
Co ijy j 

lEc 1 'io" i 
CO \jy 1 


M0001171 1 n*noo 


M0001171 i r>-n i o 


PC 110 

CO ijy { 


MOOOl lO/l in - A o^ 
IVlUUll J J Z4 J O . A U 0 


PC no ' 
Co iJy 


M000117A/iP • POft 
IVI UUU J 3 Z40L^ . CUo 


PC no 
Co ijy 


MOOOl 1 7/1 B A • R07 
IVIIIUU J JZ4o A. cfuz 


PC no 
CO IJy 


M000117^^ 1 P-n 1 7 


PC no 
Co ijy 


M000117/i7n'A 1 1 


PC 1 lO 

Do i^y 


MOnOl 17/il R'fiOA 


PC no 
Co jjy 


M0001177ltR-r«0ft 


PC 110 
CO i^y 


M0rtO33 1 Rsp-nn i 


FS no ! 

CO ijy j 


M0fl033788R-n 1 7 


PS 140 1 

CO 1 HV j 


M00033300n*H17 


FS 140 1 

CO 1 Hv 1 


M000'i330fir)G08 


FS 140 i 

CO 1 tw j 


M00033306D* HOO 


FS 140 

CO I*tU 


M00033308B-G05 


ES 140 


M00033343C:H08 


ES 140 


MOO033345D:AO9 


ES 140 


M00033346C:A05 


ES 140 


M0O033347C:F02 


ES 140 


M00033349D:F05 


ES 140 


M000333S8A:H12 


ES 140 


M00033362C:C05 


ES 140 
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¥-Tube 


M00033375A;G04 


ES 140 


M00033376A CI2 


ES 140 


M00033377D:A05 


ES 140 


M00033410B:C09 


ES 140 


M00033424B:A04 


ES 140 


M00033424D:H12 


ES 140 


M00033425A:CIO 


ES 140 


M00033427DF01 


ES 140 


M00033432BH10 


ES 140 


M00033437CA07 


ES 140 


M00033437C-C03 


ES 140 


M00033442AD06 


ES 140 


M00033446C-G08 


ES 140 


M00033446D:B02 


ES 140 


M00033450C:A02 


ES 140 


M0003345IA:H01 


ES140 


M00033454A:D09 


ES 140 


M00033457D:A05 


ES 140 


M00033560D:G07 


ES 140 


M00033S6IC:A02 iESMO 


M00033S66C:E08 jES140 


M0O033570B:C08 jES 140 


M00033570B:E06 |ES 140 


MOO03357OC:C10 


ES 140 


M0O033578D:G02 


ES 140 


M00033581C:H10 jES 140 


M00033S8ID:D08 


ES140 


M00033S83B:E06 


ES140 


M0O033583D:B05 


ES 140 


M00033S84D:G11 


ES 140 


M0003358SO:A02 


ES 140 


M00033S88C:G04 iES 140 


M00033594C:B03 [ES140 


M00033595A:C11 iES 140 


M00038259A:G08 


ES 140 


M00038259B:A02 


ES 140 


M000382S9B:G08 


ES 140 


M00038259C:H09 


ES 140 


M00038272A:G01 


ES 140 


M00038272D:F11 


ES 140 


M00038279C:A11 


ES 140 


M00038284B:H04 


ES 140 


M00038303A:C03 


ES 140 


M00038303C:D02 


ES140 


M00038303D:E07 


ES 140 



CtoB&Name 




M00038315C:G11 


ES 140 


M00038325DFI2 


ES 140 


M00038326B:D04 


ES 140 


M00038327ACn 


ES 140 


M00038327D-A05 


ES 140 


M00038328DA03 


ES 140 


M00038329A'E08 


ES 140 


M00O38387B*AO7 


ES 140 


M000386l4r'H1 1 

IVI W vv 1 "Vx. I 1 1 I 


ES 140 


M000386HA*H1 2 


ES 140 

i_>kj 1 "tw 


MOOOlXli 1 6n*R 1 7 


PS 140 


iyi\/\/i/jou 1 ov^.V'VfO 


FS 140 


fvi vw J o\j I yii>»/\\fj 


F<? 140 


JVll/VA/ J 0\>Z,\iD . Cam 7 


F<: 140 


MnnmftA'^ 1 p-R 1 n 


F<s 140 




F<i 140 


IVI Wv J 003 ^ V» t O vZ/ 


PS 1A0 




P<i 140 








PS 140 \ 
Cij IHw 1 


Mnnnixiti^R-pnx 

1 VI Ul/U J O ^ [> . tl O 


PS 140 1 


MOOO') ft ^ K n* MO") 


PS 140 i 




PS 140 ' 

C/kj 1 Hw ; 




PS 140 i 

CO iHw 




FS 140 ! 

lI» J 1 Hw 1 


Mf)n01Xfift7R A 1 9 


PS 140 ' 


IVI V vv^ OOO J D .nuD 


PS 140 1 




PS 140 \ 

Co I*tV ; 




FS 140 


M000189Q 1 A - no 1 


FS 140 ^ 

OO 1 "tW 


M000389Q4 A* A 1 0 


FS 140 




FS 140 

UrO 1 ^W 1 




ES l40 

t^o **tw [ 


M00038999B'G1 1 


ES 140 


M00038999D*C1 1 

L»A W# V_f U X E^a^^ 1 1 


ES 140 


M00039002D'Gl 1 


ES 140 


M00039004B:A06 


ES 140 


M00039004B-CI1 


ES 140 


M00039005C:H0] 


ES 141 


M00039006D:B01 


ES 141 


M00039011D:C10 


ES 141 


M00039013A:C09 


ES 141 


M00039013D:F02 


ES 141 


M00039014A:H10 


ES 141 j 


M00039014B:C04 


ES 141 j 
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ES 141 


M00039015A:D07 


M00039015B:G10 


ES 141 


M00039015B:H09 


ES 141 


M00039015D;H04 


ES 141 


M000390 1 6 A: A02 


ES 141 


M00039016D:G06 


ES 141 


M00039024B:B10 


ES 141 


M00039025A:H09 


ES 141 


M00039026D:F0S 


ES 141 


M00039028C:Bn 


ES 141 


M00039030B:E02 


ES 141 


M00039036C:B05 


ES 141 


M00039039B:E03 


ES 141 


M00039039B:F09 


ES 141 


M00039042B:B02 


ES 141 


M00039043B:E01 


ES 141 


M00039049D:G07 


ES 141 


M00039050A:H10 


ES 141 


M00039052C:F07 


ES 141 


M00039058A:A04 


ES 141 


M00039058C:H02 


ES 141 


M00039059C:G08 


ES 141 


M00039061B:F08 


ES 141 
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CLAIMS 

We claim: 

1 . A library of polynucleotides^ the library comprising the sequence 
information of at least one of SEQ ID NO: 1.3351 . 

2. The library of claim 1 , wherein the library is provided on a nucleic 

acid array. 

3. The library of claim 1 , wherein the library is provided in a 
computer-readable format. 

4. The library of claim 1 , wherein the library comprises a 
polynucleotide corresponding to a gene diffefentially expressed in a cancer cell of high 
metastatic potential relative to a control cell, wherein the control cell is a normal cell or a 
cell of low metastatic potential, wherein the expression is greater in the metastatic tissue, 
and wherein the sequence is selected from the group consisting of SEQ ID NOs: 1 4, 1 37, 
151. 152, 17U 200. 254, 262, 271. 348, 412, 472. 507, 520, 530. 588, 623, 637, 660, 678, 
680.700,714,774,812,834,901,937,976, 1168, 1333, 1352, 1520, 1524, 1546, 1550, 
1574, 1580, 1590, 1599, 1607. 1622. 1706, 1752, 1768. 1769, 1780, 1781, 1799, 1803, 
181 1, 1851, 1856, 1867, 1872, 1875. 1884, 1919, 1923, 1939, 1975. 2024. 2045, 2060. 
2071, 2118, 2119, 2128,2135, 2177. 2181, 2184, 2185, 2190, 2193. 2232, 2239. 2283. 
231 1, 2314. 2338, 2378, 2393, 2394, 2395, 2398, 2460, 2490. 2505. 2514. 2540. 2542. 
2597. 2607, 2640, 2657, 2669, 2670, 2674, 2679, 2684, 2707, 2724. 2757, 2776, 2804. 
2818. 2906, 2959, 2964, 2968, 2976. 2980, 2987, 3010, 3043, 3047. 3050, 3071, 3072, 
3092, 3095, 3097. 3140, 3157, 3173, 3187, 3203, 3210, 3212. 3220. 3236, 3249, 3264. 
3284, 3288. 3305, 3309, 3318, 3330, 3331, and 3335. 

5. The library of claim 1 , wherein the library comprises a 
polynucleotide corresponding to a gene differentially expressed in normal colon tissue 
relative to colon cancer tissue, wherein the expression is greater in the cancer tissue, and 
wherein the sequence is selected from the group consisting of SEQ ID N0s:7, 164, 734, 
836, 928,965, 987, 1026, 1044. 1119, 1226, 1227, 1251, 1316, 1429, 1442, 1540, 1553, 
1560, 1577, 1588, 1610, 1620, 1626. 1673. 2416. 2749, 2976. 3129 and 3132. 
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6. The library of claim 1 , wherein the library comprises a 
polynucleotide corresponding to a gene differentially expressed in normal colon tissue 
relative to colon cancer tissue, wherein the expression is greater in normal tissue than 
cancer tissue, and wherein the sequence is selected fh>m the group consisting of SEQ ID 
NOs:105, 198. 465, 489, 745, 859, 976, 101 1, 1045, 1 138, 1226. 1251, 1253. 1392. 1474. 
1559, 1571. 1589, 1591, 1607, 1608. 1643, 1753, 1764, 1766, 1782, 1811,2749,2784, 
2790, 2805. 2976, 3128, 3129, 3146, 3150. and 315L 

7. The library of claim 1 , wherein the library comprises a 
polynucleotide corresponding to a gene differentially expressed in normal human 
prostate cells relative to human prostate cancer cells, wherein the expression is greater 
in normal cells than cancer cells, and wherein the sequence is selected &om the group 
consisting of SEQ ID NOs:53, 446, 1410, 1754, 1801, 1845, 2060, 2143, 2632, 2899, 
and 3338. 

8. The library of claim 1 , wherein the library comprises a 
polynucleotide corresponding to a gene differentially expressed in normal human 
prostate cells relative to human prostate cancer cells, wherein the expression is greater 
in cancer cells than normal cells, and wherein the sequence is selected from the group 
consisting of SEQ ID NOs:86, 93, 687, 1269. 1581, 1647, 1649, 1710, 1717. 1772, 
1960. 2987, 3128, 3132, 3150, 3222. and 3268. 

9. An isolated polynucleotide comprising a nucleotide sequence 
having at least 90% sequence identity to an identifying sequence of SEQ IDNOs;l-335I or 
a degenerate variant or fragment thereof 

1 0. A recombinant host cell containing the polynucleotide of claim 9. 

11. An isolated polypeptide encoded by the polynucleotide of claim 9, 

12. An antibody that speciflcally binds a polypeptide of claim 11 . 

1 3. A vector comprising the polynucleotide of claim 9. 

1 4. A method of detecting difFercntially expressed genes correlated 
with a cancerous state of a mammalian cell, the method comprising the step of: 

detecting at least one differentially expressed gene product in a test sample 
derived from a cell suspected of being cancerous, wherein the gene product is encoded by a 
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gene corresponding to a sequence of at least one of SEQ ID NOs: 14, 137, 151, 152, 171, 
200, 254, 262, 271, 348, 412, 472. 507, 520, 530, 588, 623, 637, 660, 678, 680, 700, 714, 
774, 812, 834, 901, 937, 976. 1 168, 1333, 1352. 1520, 1524, 1546, 1550. 1574, 1580, 
1590, 1599, 1607, 1622. 1706, 1752, 1768, 1769, 1780, 1781, 1799, 1803, 181 1, 1851, 
1856, 1867, 1872, 1875, 1884, 1919, 1923, 1939, 1975,2024.2045,2060,2071,2118, 
21 19, 2128, 2135, 2177, 2181, 2184, 2185, 2190, 2193, 2232, 2239, 2283. 231 1, 2314, 
2338, 2378, 2393. 2394, 2395, 2398, 2460, 2490, 2505, 2514, 2540, 2542, 2597, 2607, 
2640, 2657, 2669, 2670, 2674, 2679, 2684. 2707, 2724, 2757, 2776. 2804, 2818, 2906, 
2959, 2964, 2968, 2976, 2980, 2987, 3010, 3043, 3047, 3050, 3071, 3072, 3092, 3095, 
3097, 3140, 3157, 3173, 3187. 3203, 3210, 3212, 3220, 3236, 3249, 3264, 3284, 3288, 
3305, 3309, 3318, 3330, 3331, and 3335. 

wherein detection of the differentially expressed gene product is correlated with 
a cancerous state of the cell from which the test sample was dmved. 

15. A method of detecting diff^ntially expressed genes correlated 
with a cancerous state of a mammalian cell, the method comprising the step of: 

detecting at least one differentially expressed gene product in a test 
sample derived fiom a cell suspected of being cancerous, wherein the gene product is 
encoded by a gene corresponding to a sequence of at least one of SEQ ID N0s:7, 164, 
734, 836,928,965,987, 1026, 1044, 1119, 1226, 1227, 1251. 1316. 1429, 1442. 1540, 
1553, 1560, 1577, 1588, 1610, 1620, 1626, 1673, 1960.2416,2749,2976,2987,3128. 
3129, 3132. 3150, 3222. and 3268. 

wherein detection of the differentially expressed gene product is correlated with 
a cancerous state of the cell firom which the test sample was derived. 
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SEQUEUCE LISTING 



<210^ I <211> 415 <212> DNA <213> Honvo sapien 

ttcgaattcg gcacgagatc tcatagatgg agaaactgat cacagagctg taatgaagac 60 

agaattgaga tatgagggca aaagctaatt aaacgcatcc tcacaggtag cctttctttc 120 

agcgaacctg tagactagcc cagtaacact tattaaaatt agttgtcaga ggctgggcat 180 

Sgt^ggttcaa gcctgtaatc tcagcactgt gggaggccaa ggcggacaga tcactcagag 240 

tcagaagttc gagaccagct tggccaacat ggeaaaaccc tgtctctact aaaaatacaa 300 

aaattagttg ggtgtggtgg cacatgcctg taaccccagc cactcgggag gtgaaggcac 360 

aagaattggt tgaacctggg aagcagaggt tgcagtgagc tgagattgca ctgct 4X5 
<210> 2 <211> 225 <212> DNA <2l3> Homo saplen 

ggcacgagct ctctctctct ctcncncnaa ctctctgtct ctctctctct ctaggctctc 60 

tctctctctc tctctatcca tctcccagac tatgcgtgag tgtgagagag agagagagag 120 

agagagagag agagagagag agaaagacag agagagacag gatgaatagt ataaaagagg 180 

gggggc:^*^aga gaaagagaga aggaaaaaag agagaaaaaa aaagc 225 
<2i0> 3 <211> 437 <212> DNA <213> Homo sapien 

ggcacgagag agaetgtggc tcatgcttgt gatccccctg ccttggcctc ccaaagttct 60 

gggactacag gggtgaacca ctgtgcctgg cccatttctc tccataaata ttgcaacata 120 

atgttttata gacaaacatt caagggtact ttggccttat gaacttcagg atttctggtg 180 

ctagaaaagc gcttgaagca gtatcaccaa gatcttagat actaaaaagc ctggtgtacc 240 

agacattgag tcataatcat ctatattcaa gggatacttt cattgataac tttggtatta 300 

tgccgccctt cacagaagac aacgtctcgg gcaggatcac atgctcccta gcagacgctg 360 

atcagtgatg tcatagaaac; tacatgaatg catttgcttt aaatagcagt taaccattgc 420 

atatggggcg ttttgct 437 
<2X0> 4 <211> 360 <212> DNA <213> Homo sapien 

ggcacgaggc ctggcatggt ggcacatgcc cataattcca gctactcggg aggctaaggc 60 

aggagaatcg cttgaacctg acggggtgga ggttgcagtg agccgagatc gcaccacttc 120 

actccagcct gggcgaaaga gcgaaactcc atctcaaaaa aaaaaaaggg aaggggaaaa 180 

aaaaccggaa aagatctggt tggggaactc ttaggagggg tggggccctt ggggccctca 240 

accaacccca gggaaccctt taaagggaaa gggggggaag ggttgtcaaa ccccgggggg 300 

tcatggtaaa aaaagggttg ggttccctta attctttccc caattttcaa aacccataaa 360 
<:210> 5 <2ii> 600 <212> DNA <2l3> HoiT*o sapien 

tacggctgcg agaagacgac agaagggtgg ctaacacggt gaaaccccgt ctgtactaaa 60 

aatacaaaaa gttagccggg cgtggtggcg ggcgcctgta gtcccagcta cttgggaggc 120 

tgaggcagag gcaggagaat ggtgtgaacc tgggagacgg aggttgtggt gagccgagat 180 

caggccactg cactccagcc tgggtaacag agcaagactc cgtctcaaaa aaaaaaaaaa 240 

aaaaaaaaaa aggggggggg gtttttttcc gtaaccccca ccttgaaaaa acccttcggg 300 
ggttggggcc cccccccGct taaggggggg gaaaaaaagg tttfcttttgg gaaaattggg , 360 

gggctttttt tttttttgga ccccttttaa ggcggaaaaa cctgttaacc acaaatttgg 420 

ttttcttttt tttttgtttg gggggggggg ggaggggttt tnnnnnnnnn ncnangaaag 480 

gggerggcccc aacacggcgt ggttttaatc ccccttaggg cggccecttt ttttttttgg 54 0 

gggcgcgcgg tgggggggaa gaaaaaacgg ggnttttgtg ttaccctgta ctattttaac 600 
<210> 6 <211> 404 <212> DNA <213> Homo sapien 

attcggcacg aggagagaga gagagagaga gagagagaga gagagagaga gagagagaga 60 

gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 120 

gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 180 

gagagagaga gagagttttt tttttttttt taaaaaaata tttttttttt tgcgcgcaca- 240 

cacactctct cttcttcctt ttctttcttt acactccgcg cgcccgcttt atatacaccc 300 

acacatatat atatatatat atatatatat atgtgtatat accttttttt taeccccacc 360 

cgccgggggc gcgcgcacgc cctccccccc ctctgtctct attt 404 
<210> 7 <211> 358 <212> DNA <213> HomO sapien 

tacggccgcg agaagacgac agaaggggct ggtaattttc gtatttttag tagagactgg 60 

gtttcaccac gttggccagg ctggtcttga actccaggcc tcgagtaatc cacccacctt 120 

ggcctcccaa agtgttgcga ccagaggcat gagccaccgt gctcaggctt cccacaataa 180 
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tttttacttt gacacataca gacttcaaca tcacattcgt atgcaccacg ctatatggga 240 

gaatatctgt caagactcat gagttgttat gtatagagtg cttaaattgt ggacatataa 300 

aataatactt ctatccagat gcagtggctc acgcctgtaa tcccagcact ttgggagg 358 
<210> 8 <211> 403 <212> DNA <213> Homo sapien 

ggcaccagga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 60 

gagagagaga gagagagaga gagagagcgc ccccctggga gagagatata tctctcttag 120 

gggggagcga taccccttca cccagtgtct ctgtcagaga gatttttttt ttctttattt lao 

ctctcacagg gggggagata tatacanatc cttttatgga ggcgcgctca ttttcccctc 240 

tgtgagaaac tctatttttc tttccccctc ttcctgtgca cacacacaca ggtttcgtgg 300 

ggggggccGc cataccccca caccccctct atttatgtgg gccgcccccc acactataat 360 

aaaaaaaatt ttgggccccc ccccaaatat ctttcttttt cct 403 
<210> 9 <211> 390 <212> DNA <213> Homo sapien 

cgttgctgtc ggggggctga tcccccctcc cccctcccgg acggggcggc tggccggccg 60 

gggggctgac cacttcccac accctgcggg agggggaggg aggggctcct aaactcttat 120 

aacttgcgag agggaggggg aggggtacct aggttctcct: aacttgtgac acggcgcaga 180 

cgccacgcat atggcacact cggttctgag acggcggagg cgctcataaa ctctcctact 240 

gtgccagagg ggggaggggc cgcccacatg cgdtactaac atccgacact gtgtaggggg 300 

atacaggcgc tctccgaatc atagacgagg gggggccgat ctctacttaa atgcagacat 360 

gaaaatactc tttttgtgaa attcgcgaac 390 
<210> 10 <211> 371 <212> DNA <213> Homo sapien 

cgttgccgtc ggtcaccagg gaccttgcct gagaatattt tccggtggta tttcttggtt 60 

gaggtcccac acggtgcact gaaaagtgtg atgatccttg cgaatggtga atcttatgtt 120 

taggatatga acagaaacgg catgttcttt ttttatgtta ttttttaaat ttatttttat I8O 

ttcaacaagt ttttggcgaa caggtggtgt ttggttacat gaataagctc tttagaggtg 240 

atgtctgaga ggtgggtgct cccatcaccc aagtagtgta cacagtaccc aatgtgtagt 300 

cttttatccc tcact octet cctacccttt cccccgagtc tccaaagtcc attgtgtcat 3 60 
tcttatgccg g 

<210> IX <2ll> 428 <212> DNA <213> Homo Sapien 

gaattcggca cgaggagaga gagagagaga gagagagaga gagagagaga gagagagaga 60 

gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 120 

gacaaaaaca cagcgcgccg cccgatctct atattgtgtg tctccacaca tcaggggggg iso 

ggagagacac acacacacac gagatatgtg tgtgtgtgtg tctctatcat gtatctctct 240 

cacacagaga gagctctctc tgtggtgtga gagaaagaca caggggtgtc tctcttttcg 300 

cgcgcgggag agacacatat attctgacgc gcgtgcgctg tgtatatata tcttcgcgcc 360 

acaggcgcgc ccacagagag aaaaacctnt actcacaaac cacccttggg gtgaggtggt 420 
tttaaaan 

<210> 12 <211> 437 <212> DNA <213> Homo sapien 

aaaacacgtc tcttgttctt ttatgaggct nnnnnacatt cgctcgaact cctgaccttg 60 

tgatccaccc acctcagcct ccaaaagtgc taggattaca ggcatgagcc acCgcgcctg 120 

gcctgtGtaa tcttttattt aatgcatcta ggctcctcct ttcttccttc atggnttcct 180 

ttttcctact tccctatctc gntttctttc cttcttttca tttacagaga aatggtgtta 240 

gaaatgaatg agaggagtga gcaaagaaag atgagggaaa aatagatgtg ttaaggagta 300 

tacgcataaa gaaaagaggc caggaggaaa agctgttcac cccgactccc atcctaatct 360 

tgcgtagcct ttcgtttcct gagaataagt aggtcagaag gtacaggaga aactttcttg 420 

gaatacacaa aaggaac ^27 
<210> 13 <211> 389 <212> DNA <213> Homo sapien 

tacggttgcg agaagacgac agaagggctt cttcattttt gaattgagag taataatatt 60 

ccgccttgtt ggaataatat aagaatgata tgatgatacc tttttacata atacctacca 120 

aatatcaggt gctgaaaaaa atttggctcc tgtttctttc catgtctgtc acgaacgcag I8O 

aagctagata tttgtcctaa cacactaagt ggaaaggtaa atgaaactta tctgctttcc 240 

tctagccctt tcttttcagt caggcaatgc tgattatgac tagataattt taagatgtga 300 

•gtatattcat tgaatctcag ctgtgtaaac tatataacaa gtatgtgaag gcaaaatgga 360 

gccgatcctt ttgataacct gatttatag 33^ 
<210> 14 <211> 428 <2i2> DMA <213^ Homo sapien 

ggcacgagac tttccactgt aatccaacca cctaagttta tcaggtgctt cactgaggaa 60 

gcctagtttt ttaagcacaa tagcaaaacc atcagctctg tattttctcc tgttatttca 120 
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180 
240 
300 



ttacagtagc tgcttgtggg aactaggaaa aattcttcca acatatttta aggcctaaaa 
tcctagttcc ccattctcct accttacaga tccacaggec ttcctcgcct aggcatcata 

gataaacgta attgtttggg gagttgaatt caatgaacct atctaacttt gcaacecacc juu 

ttggctteag taactttatc aaggtggtgg ccttaatgaa tataatggta aactttagag 360 

gacgctaaag cctcctttta tagcgcttct caacggtagg gagagctgaa gggaaaacat 420 

<210> 15 <211> 368 <212> DNA <213> Homo sapien 

cgttgctgtc ggccatctca aaaggaaaca agttctgcta gtgatgcttt catttgatca 60 

ggggagagtc agaagccagc cacccaatta gtgacttgca caaaacccag tgaattaagt 120 

acactcgaca aataccaaat gacacacttt tgtgccagac cagagcaagg agaaggctgt leo 

tctgacccaa cagaaagggc tccccagggc agtgttttcc taactcccct gtgaatggga 240 

attgcctggg acattgttaa aacacagctt cccagacccc tctcttgggg ctcttgattt 300 

agtgcctctg ggatgggccc aggaatttgt atttttagca agcatctcag gtgattctta 360 
caagaaat 

<210> 16 <211> 400 <212> DNA <213> Homo sapien 

ggcacgagga gagagagaga gagagagatt gagagataga gagagagaga gagagagaga 60 

gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 120 

gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga gagagagagc leo 

caccccctct ctcccccttt tttttttttc tttttttccc ccctctttct ttcctctttt 240 

tttttttttc taaaaagcaa gtggcctggg gccggccccc cccccccccc caccaaaact 300 

ttattttttt cttttttctg ttgaagatga gtgggggnga aacaagccct tccccttctt 360 

tccccccctt ttttttttct gtggttctct tctccccccg 400 
<210> 17 <2U> 429 <212> DNA <213> Homo sapien 

ggcacgagga gagagagaga gagagagaga gagagttaga gagagagaga gagagagaga 60 

gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga tCtttttttt 120 

ttttctctct atacacgcgc ccccgcgcgc gcgtgtgtgg ggggggaccc ccataactca 180 

ctctatactc tctctctctc tgcgcccccg tgaccgacca cacgcggggg ggtgcggagc 240 

gcgcgctctc tccccccccc tctgtctttt tttttttttt ttgttccccc acaccacaca 300 

tacacacact ctctctctcc cgcccctcct ccctgagatc gagcgcattg atctctctgt 360 

cttatgtcr ^^''^''^'''"'^ gggtccctcc cccccccccc cccccccccc tctctgtgct 420 

<210> 18 <2U> 408 <212> DNA <2l3^ Homo sapien 

ggcacgagcc cagaccaagc tagtccttgc ttcatcactc caagtagccc tcctcagtct 60 

gagtccaccc ctgacattgc tgttctggcc ttcagctgat cacagctaga aactgtcggt 120 

aacattagca ctaagcgcta ataaccatta aaacagatga ccatttacca agcccctact 180 

ccaagccagg cgtggttata agtgattcat ttctgtatca cttaaagtca tttaaccctc 240 

atcctaagaa atgggttata gtataatccc tagttggcag atcaggaaac tgaggcacgg 300 

aaaggtgtca taatttgcct aagtattggt gaagctggga ttcaaaacca gaggctgtgc 360 

tgagtcttat ccgctggact gtagagcaca caggaggaaa agggcagt 408 
<210> 19 <211> 390 <212> DNA <213> Homo sapien 

aattcggcac gaggtcccgt cggcctcact gttttccctg ccgtttatct gttgaagagc 60 

ctgggctgtt tgtcccatgg cttcccacag tgtagatttt gctgaccacg tggtcatggt 120 

gtagtccagc atggtcctct atgtttcctg cacattggca gctgggtcca gaggcttgat ISO 

gagcctcaaa tttgatccct ttggcaggag aacaggcggt taggagcttt cctcaggaaa 240 

gcaccatgtt gacggcagct gatgctcagt gccaagaccc atcaattatc cggnggttgc 300 

aaaatggggg attctcattc tggcgtttgg cttgctttat tagctggaat gggtttctaa 360 

gaaagggttt cttttttata cttatctcgg 30- 
<210> 20 <211> 402 <212> DNA <213> Homo sapien 

ggcacgagga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 60 

gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 120 

gagagagaga gagagagtgt gcccacacac acacacgcgc gaacCctctc tctctgtgCg 180 

tgcggcagcg cgcacattta aggcgcgcgc gctctctctc tctcacagag gggggggggg 240 

gcgccctggg ggcccccacc ctacaaaaga gtttttttct cgctctatat atcgagagag 300 

agagattgtc ccctacacgg ttgtgcgcga cagagagatc tttcttttaa aaatcccccc 360 
acgggggcgg ggtgtggggg tgtatataac tctcccctct tc 

<210> 21 <211> 391 <2i2> DNA <213> Homo sapien 



402 



wo 01/02568 



PCT/USOO/18374 



4 



60 
120 
180 
240 
300 
360 



60 
120 
180 
240 
300 
360 
400 



cgatgctgtc gctttcagtc acccttcttt tcgtgagctc ccctctggca aaaagcaagt 
gcggagatgt catccaagaa cctagggcct agactcacgg accccaagag gggtccctat 
ttgatgcttt accccactgt ggccaaggtg gtagcaagtg catggcaggc tgggcgcagt 
gtctcatgcc tgtaacccca gcactttggg aggctgaggc gggcagatca cttgaggcca 
ggagttagag accagcctgg ccaacatggc gaaaccctgt ctctactaaa aataaaaaaa 
attaggccgg gagcggtggc tcactcctgt aatcccaaca ctttgggagg ccaaaotgta 
cggatcatga ggtcaggagt ttgagatcac g 

<210> 22 <2ll> 400 <212> DNA <213> Homo saplen 

ggcacgagct tccattagtg ccactcagtt acaaattgct cttCattata ataccaatqq 
taccaagaga aaaaaaaaaa gcagagcatt atgtaagttt ccttaaaaag acatgatcac 
ctctcaaatt tcatctctcc tagggataat aaataatgca ctgeacaata cttaatgacc 
aaaatacctt ttgacacacc tgtataacat gacctgaact ttcttttttg ctaccctatg 
ttacaaaaca gcttataaac ctaggtatga cctttacctg ggagggtaaa cagtaggact 
^^^r^^r'' aaaagtttta aacacttgac cgggaacggg gccggggfcat ccatcatttc 
catggtttcc tatttcatcc cccccatcag gggagtctac 

<210> 23 <211> 398 .212> DNA <213> Homo sapien 

attcgaattc ggcacgaggt tgcttgggtg gccgctaaca ccaggctact ctcattttag 
cttgctaagt tgagatcagc tagacctgct ttcttttctc ctcagtcttg datttccctc 
aatacaagct gtagcctctt tcctcgtttc tagtctcaga aggaaggaga gggaagccat 
tctcctctag ggactcttca gtctcactta gatgatagtc cctttttttc tacctccata 
ttagagatgg agctccttcc ttttccctgt tcttaaattt tggcttctca atccctgttn 
cctctcaacc caattgccag tccaacaact aagagtgaaa gattccctag catttcatta 
aatctattcc tgattcaaca agtggcagaa tcttgcat 

<210> 24 <211> 394 <212>DNA <213> Homo sapien 

ggcacgaggg ccagcctgcg tcaggggcag cccaccaagt taactcactg agtggaagcc 
gccagtgtgc caacgcggag gggacaggcc acacccagtg ctcagcagct gatccctcat 
gtaagtggca tcatgtggta tttgttttgt gtctggctta tttctattaa cataatgctc 
tccaggttcc tccatgttat tgcaaatgat aggatttctt tccttgtaaa aaataacaCg 
ccacactttc ctaccaatcc gtccaccaat agacactcag gtcgetttca tagtttggca 
gtcgcggaaa tgctgcagta aacatgggag tatagctatc ttCtgaagat aatgatttca 
tctctttttt atatgtatac ccagaagtgg gate 
<210> 25 <211> 388 <212> DNA <213> Homo sapien 

ggcacgagcg ggcgtccagg ctggagctcc cagtgctggg aagccaagac ctgagcgata 60 
tcccattgcc ggaaccatct ttgcttctgc ccacacGctc ctggtcggcc attcaatcaa 
caaactctag Gcagccccgg ctctgtgcta ggcttgagct cagcccagca gggtgcagaq 
cccatcctca ccaggcccca ccctctcggt gccaaggcgg gtgggtgccc gggggagaag 
atggatggac gacagttctg tgatgagatc tgaaattcat tacggggtga gatcagctcc 
ttaaatgggg atttgaaaac attagggctt cattatgtac acaacggcag tgcctcattc 

atcatcrcaaa aatcactrrr- rft-^^l^^i.a 
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atcatgcaaa aatcactccc gtcattaa 

<210> 26 <211> 436 <212> DNA ' <2i3> Homo sapien 
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— ^^^^ ^-6wLj> numo sapien 

cgcacgagga gtggcatgca gggcccctgc catgggtgcg ctcctcaccg gagcaaagca 
gcatgataag gactgcagcg ggggagctct ggggagcagc ttgtgtagac aagcgcgtgc 
tcgctgagcc ctgcaaggca gaaatgacag tgcaaggagg aaatgcaggg aaactcccga 
ggtccagagc cccacctcct aacaccatgg attcaaagtg ctcagggaat ttgcctctcc 
ttgccccact cctggccagt ttcacaatcc agctcgacag agcatgaggc ccctgcctct 
tctgtcattg gtcanaggtg ggaagagagc ctggaaaaga accaggcctg ggaaagaacc 
agaatgaggc tgtgcagaac cagaacacct gcacttctgc caggccaggg cagcatgacg 
gcagactcta ggaggg ^ ^'^^ 

<210> 27 .211> 406 <212> DNA .2a3> Homo sapien 

cgaattcggc acgagggggc gcgggcgccc cCgcactagt cggaaaaaac cgagaggttt 
ctcttctcag ggctgagtca ccagcacgca ggagaagagg gcgaagcggc cacccgcgct 
ctgtgttcgg agtcaggacg agaagcattg ggtgggagca gggcgagggg ctcgagttgg 
gtctgcagcg ggcacaggac ctagttttgc acagttaacg gtggggttga gtaaagaggg 
gggcggtggg gaggtgtaag ctccctttat tcctttccca gcggaccagg aggaagcCCc joo 
Inr.fTJ'^^t 9^5^<=^«g9 ctcgtatagc aggccgagga gggagctcat gggcagcgtt 360 
ggctaagagt tcgagatcat ctagaaatgt cagagacgta ggttgg 405 
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<210> 28 <21i> 386 <212> DNA <2l3> Homo sapien 

actcggcacg aggctttccg caccttaacc ccagtgagcg cgaaaaagaa agtcaataaa 60 

ctataataca tggaagcaag aaagacactg cctcctctga gggacctctt cccaagcatg 120 

taaacaaggg ggcccacagc cctggctgca ggcatcatga cccatcttct accaggcaga 180 

tccttattac ctgagcccct aaggcagtgt ctcctcagct gggctgcttc cactgagacc 240 

cccgacccat cccctttcca agacacacac ctgatgcatg taagaatgta aaagggcttt 300 

tctcagaant gattaataat tcagtgggct cttcggagtc gaacggcatt tggggcacca 360 

cgaaggaagg aatcatcatt ggctaa 3gg 
<210> 29 <211> 384 <212> DNA <213> Homo sapien 

ggcacgagca agactgaagg caggccgcac ccatttccac aatgggtgtc tcccttcccc 60 

cacagccctc cagttgtgcc ctgggcagga ccgcactctc aggttctccc atttccgaac 120 

gggtgccaac tcctacccca accaactgac atctacttgc tgctggacca gaacgtgctt 180 

ccgetcactg taaaatgcct cctgagactg ggggggggct ggctgtcagg gaggccgccg 240 

cgtcctgggg ggcacctcag ggcaggtact gacttccata gccaggacct aggccgggaa 300 

tcgggaaggg atggccccgg aagtgataag gcaggatttc caggcagggg aagtggcatt 360 

taggagaact ggctatttaa gggg 5.3^ a 35* jow 

<210> 30 <211> 435 <212> DNA <213> Homo sapien 

tcgcacgagg agagagagag agagagagag agagagagag agagagagag agagagagag 60 

agagagagag agagagagag agagagagag agagagagag agagagagag agagagagag 12 0 

agagagagag agagagagag agcgcgcgcg cgctcacaca cactctcacg cgcacacact 180 

ctctatatat atatacccac acaaaatata tatccacaca ctctccccca ctatatatgt 240 

ggttttatat acacacacat atatccccct ctctgtgctc tctctctgtg ttttatagaa 300 

agctcttctt cttcattttt cacggccgcc ccttttcttt cagggagaga acacacaccc 360 

tcactcttgt ggcggggggg gcttttttta atacccctcc ccccccaaaa gagaaaaaat 420 
acctcctgtt tcttt 

<210> 31 <211> 361 <212> DNA <213> Homo sapien 

ggcacgagca agactgaagg caggccgcac ccatccccac aatgggtgtc tcccttcccc 60 

cacagccttc cagttgtgcc ctgggcagga ctgcactctc aggttctccc atttccgaac 120 

gggtgccaac tcctacccta accaactgac atctacttgc tgctggacca gaacgtgctt 180 

ctgctcactg taaaatgcct cctgagactg ggggggggct ggctgtcagg gaggccgccc 240 

cgtcctgggg ggcacctcag ggcaggtact gacttccata gccaggacct aggccgggaa 300 

tcgggaaggg atggccccgg aagtgataag gcaggatttc caggcagggg aagtggcatt 360 



361 



<210> 32 <211> 418 <212> DNA <213> Homo sapien 

ttcgaattcg gcacgagggg acctgggcct caggcctgct ccaccactga ctcaccgaat 60 

gaccttgggc aaggcactgc cctctctgtg ccttggtttc cccatctgta gaatggggag 120 

ggtggacact ggaaactaga tgacttcttt cacctccaaa attcccttag tttctatgaa 180 

aatattgggg gtaggggggt ggattaggag atcgaagggt tgnnannaan gagaaattgt 240 

ttaaagagtt cttataacct gtctggagaa atgcgcatgg gggatggact ctgttaaggc 300 

aggcgtccct gattgtgagc tacagctcat cccgagcagc tgtgtctcta tgctgtctgg 360 

gcttttatgt ctcatgatca tctttggagc agctggtctg tccctcatac gggacccg 418 
<210> 33 <211> 403 <212> DNA <213> Homo sapien 

gtcgcacgag ctctctctct ctctctctct ctctctctct ctctctctct gtctctctct 60 

ctgtctctct ctggggctga tgctctggac acggggagaa ccctcgtgaa gactctttcc 120 

tgccagacac agagggccac acctacgtgg cctttattcc aatggagaaa gatgatgact 180 

tcaccacctg gacccagctt gccaagtgcc tccatatctg ggacctggat gtgcgtggca 240 

accatcggcg cctgtggaca ttggttcgcg agagaaaccg cttcctggag agggaggtac 300 

cgaattccac cgtactcctg tggctcagaa tctaaactat ttattgactg tgctgagggc 360 

ctagaaaact agccgaagct ggagggtctg cattcttat.c gcg 403 
<210> 34 <2ll> 227 <212> DNA <213> Homo sapien 

ggcacgaggc tctcatgtgg aggccgtgcc ccgctccgcg ctcacgaagc tgcgtcactt 60 

ccggcgtgtg cgtctggcgt ccgcgcgctg cacaatggcg gctctgaaga gttggctgtc 120 

gcgcagcgta acttcattct tcaggtacag acagtgtttg tgtgttcctg ttgtggctaa 180 

ctttaagaag cggtgtttct cagaattgat aagaccatgg cacaaaa 227 
<210> 35 <211> 398 <212> DNA <213> Homo sapien 

tcgattcgaa ttcggcacga ggagagagag agagagagtg agagagagag agagagagag 60 
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aaaa^oZ^ «9^3«9a9ag agagagagag agagagagag agagagagag agagagagag 
agagagagag agagagagag agagagagag agagagagag agagagagag agtgtitctc 
^^^^^r. ccnccgcgtg tgggggctct cccctctctc tctccctctc tttatgtctt 

ctctctgtgt ctttcctttt tttgtgcgcg tctttttctc ccccccctct ctccacaccc 300 

cgagcgctct ctcttttttt ctgtaccccc cccccccccc gcgtgttttc gtccgcgtgg 360 

gacccctccc ccccccccct cgtgcgcccc ccctggtc ^'^9^99 360 
<210> 36 <2ll> 226 <212> DNA <213> Homo sapien 

ggcacgaggg ggaggcgggg gagggtttaa accgagagag ggtgttcaac taaggggggt so 

caaacagcta gtctacggcg aaaccaggac tcaaagccag tccacgagcc atgSSSt 120 

tgctcccctc actcttccct cgtgtgactg agactctgac ccttaatctg gafcgaccct III 

gtgtggaaaa cacagagctg catcagcagg aacacctgca ccatgc ^^^S^^^" 180 
<210> 37 <2li> 359 <212> DNA <L3> Homo Sapien 

Stat^^f -^gacctcgc acagctgccc atgcaatgat gagtggatca aacacfacgg 60 
atgctcctca cagaatgaaa aacagctgct cattttcagt tagctattfg 

? '^^•^^'^"^'^ tCtctctttt tttgagacgg agtctcacL tg^tgctca^ 18^ 

toSrf^r *9tggtggtg ccatcttggc tcactgcaac ctccaactcc tgggttcatg 24^ 

tat"t?t?t attltltT "^^^^^^^^^^ tgggtttaca ggtgctccac cSacccggI loo 

TloTTs g^^-^^atagag atagggtttt gccatgtcgg ccaggctgc 3S9 
lllnLl ^''^ <213> Homo sapien 

aggccacccc gtgggcggcg ggggcacaga cactacaccc gtcaggcctg 
actco^r^j; aagcctcccc agaagcccag cctcttctgc caattctgga aacttcaacc 
actcgcctca ttcatcgggc ggctccagtg ggataggtgt gagccggcac ggtggggagc 

tgcttaaccg ctcaggtggc agcatagaca atgtcttgtc ccaaa?cgct glccagagfa 240 

aaaaagcagc cggattattg gagcagaaac ccagccatcg gtcaagccct gtggggccag 200 

caccggggtc cagcccgtct gagcttccag cctcccctgc aggtggcagc gctlSgttI 36^ 

gcaaagaaac tggagaccag caaaaggcct ccatctgn gcccctgttg 36O 

<210> 39 <211> 389 <212> DNA ^01 ^ tr ■ 

_ 'C^A^> UNA <213> Homo sapien 

atccggcacg agcccacctc agcctcgcaa atagetggga ccacaggtgc acgccaccat so 

ITatTT. "J"^'^*" ttttttgtag agacagggtt ttgccatgJt gtcgagSg xlo 

gtctcaaatt cctaggctca agcgatcctc ctgcctcagc ctcccaaagt gctgglatgf Ho 

caggtgtgag ccccgtgcct ggcctggtca tttctcttgc tgtgcccalc ctgccattS "0 

tcccatccat cctgagcccg acgtggtcat ttttctcacc acccagccta ccgcccgacg 300 

tggtcctttc cctcaccacc cangcctacc gccgacgtgg tccttttcct caccaSSg 36^ 

cctacccgcc gacgtggtcc tttccctcg <-^,i,ci3 jbo 

<210> 40 <211> 392 .212> DNA <213> Homo sapien 

gtcggcacga gggtggctct gtgaggagca gggaacaccg agctcaaagg gaggttctqc fio 

atcctgtggg gacgctccta gagagagtcg gccgcagcga gggcacagac fggScgtgg ,20 

acatcacgac tgcaccatgg acgtcagcca gcaggccccg gggcagagtg gcacgggg^c ilo 

aggaatggtg gtCacaccaa cggcatgagc tcattttcca agatgjatc? agagcaggtc 2I0 

ccacccacgc agaacaagcc ctccttacag atcaccagac gtggggagag cagggc?|ca Too 

ggccaataag aggaggctgg ggaaggcgtg ctctgCctgg atggacttcc tggaatagcc 360 

tcgagtgcaa aaatagcgtg tccatgtgat gg cggaacagcc 360 
<210> 41 <2ll> 393 <2i2> DNA <2i3> Homo sapien 
ggcacgagtt gatgttaaac catgaacaga accagcaaga tcagccagta Cctgaaaccc 
aatacagagc agtccacagc aagaagtaca gattgatctg gttcccatgc ctgaaaccct 
gtcatqtagc agttctacca gtgttcctgg gccattttct tagcttcttg agtgagctta 
gctctttttg tgttgacctt tagggcctcc agcagctcca Cgattttcca ggaJt^tcca 

gtctggcccc cacggaattc tcaggatgat tctcatccag ccctaagtca Cgttcctagc 300 

ctggctccag cgggtaagcc aggccctgag aaccatatga aagggc?ctc cagataaaat 3T0 

cagagtgcta atgccagaat gctgcagtag cct gacaaaac 360 
<210> 42 <211> 385 <212> DNA <213> Homo sapien 

ggcacgaggg tctgctgtgc accaccttgg agaaggctct ctgtgctgta gcgtggcagc 60 

tgcctggtac ccgggtggct tggaagaagt cagctcccgt cg?agcgagc acccSgSa 120 

cctgtcctca gagagccacc cttattcgcc aagtcttttt gacaL^cga gctgtgSg ilo 

TalZTrtf ctctatcaat caatcatcaa tcaatcaaL aaatc^atca 2T0 

gtgagagcct ggctgggctg gtgccattgg tcagggaaat gcaagccttc tggtgggtct 3J0 
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gggtaaaagt ggagacaata gatttgctgt gttgttgctt ccatactgag aggagtgagg 360 

atcactttgc cctcgaaggt tttgag 305 
<210> 43 <211> 41S <212> DNA <213> Homo sapien 

tacggctgcg agaagacgac agaagggcgg gcatggtggc acatgcctgt aatcccagcc 60 

actcgggagg ctgaggcagg agaatggcgt gaacccagga ggtggagctt gcagtgagct 120 

gaaatcgcgc cactgcactc tagcctgggc tacagagcga gactccgtct canaaaaaaa I8O 

aaaaaaagaa aggaaaaatt gggggggccc ggcccggggg cctaatcttg gaatccaaac 240 

cttttggggg gcccgggggg gggggataaa agggcaggga ttttgaaccc agggggcccg 300 

gaggggaaaa cctttttttt ttttaaaaag agggggggga gaaaaaaccc cattgggggc 360 

cccctcccga aatccggggc ggtaaaaaac ccttgggggg tctggccaaa cccaa 415 
<210> 44 <2il> 376 <212> DNA <213> Homo sapien 

cgttgctgtc gcatgctctg gttctgcctt- cctagcacag gtccatgctq tgtgtgggtg 60 

Gttttgggat ggcagccact tccatgtcgc gatgagggcc cagctagcga gccggacgag 120 

gcgctggtgg atgaatgctg cctgctgccc agccagctgc ttatccccag cctggactgg 18 0 

cgtgccagcc agcgacggcc tggttagccg cctgcagccc aagcagcccc tccgtctgca 240 

gtttggccgg gcgcccacgc Cgcctggcag tgctgccacc ctgcagctcg acggactcgc 300 

cagggcccca ggccagccca agatcgacca cctgcggagg ctggcacttt gcgcttgccc 360 
cacgtaggaa tgcaag 

<210> 45 <211> 425 '<212> DNA <2l3> Homo sapien 

ggcacgagct tagaacggag aggctttctg agtaaaaaga accaaccccc cagcaaggcg 60 

cctaagttgc actctgaacc ttcaaagaaa ggggaaactc ctacggtcga tggcacttgg 120 

aagacccGtt ccttcccaaa aaagaagaca gctgcttcca gcaatgggtc aggacagccc 180 

ctggacaaga aagctgcagt gtcttggttg acccctgccc cttcaaaaaa ggctgatcct 240 

gctgctgcta aagtagattt gctgggggag ttccagagtg cccttccaaa gatcaatagc 300 

cactgtgtct gacaagaatt tatacctaag cataggagat ggttctggaa attctaagaa 360 

attctgctct cagtaagagt agaggtttgg agctttiacct cttggcagta tcccttggaa 420 

gggag 

<210> 46 <211> 415 <212> DNA <213> Homo sapien 

ggcacgagct tagaacggag aggctttctg agtaaaaaga accaaccccc tagcaaggcg 60 

cctaagttgc actctgaacc ttcaaagaaa ggggaaactc ctacggtcga tggcacttgg 12O 

aagacccctt ccttcccaaa aaagaagaca gctgcttcca gcaatgggcc aggacagccc 180 

ctggacaaga aagctgcagt gtcttggttg acccctgccc cttcaaaaaa ggctgattct 240 

gttgctgcta aagtagattt gctgggggag ttccagagtg cccttccaaa gatcaatagc 300 

cactgtgtct gacaagaatt tatacttaag cataggagat ggttctggaa attctaagaa 360 

attctgctct cagtaagagt agaggtttgg agctttacct cttggcagta tccct 415 
<2io> 47 <2li> 389 <212> DNA <2i3> Homo sapien 

cgttgctgtc ggggattttt ttttcctcat aaatgttata aggaaatgat gttatccaag 60 

gacctgctgt attctctttt tctctctttt tttttttttc gggaagggaa cccccccttg 120 

gcccccaaag ggggggggca gggcaaaaat acgggctaac ggaaacttcc cctcccgggg 18O 

gggacaattt acccccgggg ggcaaaggcg gaatggctcc aaaaggcccc cgtgcccttc 240 

aagcgggggg agaaaaaggg aacccttgtc taaaaaaaaa aagggcggcc gtggtgtctc 300 

ggggaaagag gccggagcac ccctagcccc tcaggggggc gcctgcggta aaccgccaaa 360 

agatgcgccc ggtttttgaa caaaaattt ^BB 
<;210> 48 <211> 397 ^ <212> DNA <213> Homo sapien 

ggcacgagca gacgggcatt tgtaccaggg tctcacacca tgtgcatgcc tagngaaaaa 60 

gtcatgaaac gattctcttt taaaaagagg gagcccacgg cacggacgcc tcctccgtct 120 

Gtgaccccat gagccgacct ctgactgagg gaggccactg gcacccagcg ggcctgcgtc 18 0 

tccttcgcga gctgaattca ctcgtctctt agatgttttt. tctggggctt cagntcacac 240 

taacgtttta gaaacactat ttgaaaaagc cctttgtgca gtcagaaggg tgtgtacgca 300 

gccccgtgaa agccctggag cactgggacc ttttccttgt gctccggaac tgtrggcaga 360 

ggtgagtggg gcgggcagct gcccggngca cagtccg 397 
<210> 49 <211> 366 <212> DNA <213> Homo sapien 

ggcacgagga gagagaggag agaactagtc tcgagnnntt tttttttttt ttt^tttttt 60 

tttttttttt tttttttttt tttttttttt tnnngggggg gggccccccc ggg-caaaag X20 

ggggaccccG cccaaaaaaa aacccccccc cccccaaaat aaaaccctng gggqgggggg iso 

ggggcccccc ccaaattttg gggggggggg ggccgggaaa aaaccggggc caa^acttgg 240 
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99gggttaaa aaaaaaaaat tttttacccc ccctcttttt ttcttttggc cctgggcccc 300 

ccccaaaaag gggaaccctt ccccccccaa aggggccccc catttttttc gggggggggg 360 

gggagg 3gg 
<210> 50 <2ai> 410 <212> DNA <213> Homo sapien 

ggcacgaggt tgcgtcctcc tggggaagag gaaaggctcg gttggagctg gcagtttcca 60 

actccctgga ggtcacctgg agttcggtga aacctgggaa gaatgtgctc aaagggaaac 120 

ctgggaagaa gcagctcttc acctgaaaaa tgtccacttt gccccagttg tgaattcttt 180 

cattgagaag gagaattacc attatgttac tatattaatg aaaggagaag tggatgtgac 240 

tcatgattca caaccaaaga atgtagagcc tgaaaaaaat gaaagttggg agtgggttcc 300 

ttgggaagaa ctacctcccc tggaccagcc tttctgggga ctgcgttgtt taaaagaaca 360 

aggctatgat ccatttaaag aagatctgaa ccatctggtg ggatacaaag 410 
<210> 51 <211> 397 <212> DNA <:213> Homo sapien 

ttcggcacca ggaaccaccc aaagtaccca aatcagcacc atctttcatt ccaacaattc 60 

ctggcctcgt acccagatat gctgcacctg aacaaaataa tgatccccag cagtctaaag 120 

tggtaaatct tggagttttg gctcaaaaat cagatttctg cttgaaadtt gaagaaggac 18O 

tggtaaataa taagtatgac actgctctca accttctgaa agaatcaggc ccatcaggaa 240 

ttgaaacaga gctgcgaagc ttgtctcctg attgtggtgg gtccatagaa gttatgcaga 300 

gcttcttgaa aatgattggg atgatgctgg acaaaaagcg tgattttgag ttagcccagg 360 

catacctcgc attgtttcta aagttacacc ttaaaat 397 
<210> 52 <211> 403 <212> DNA <213> Homo sapien 

ggcacgagca gtggccgaaa aagtgaggac aatccgcaaa taccggagcc ggcccctttg 60 

cctggacatg gaggcatccc ccaatcacct gcagaccaag gcctatgtgc gccagtttca 120 

ggtcatcgac aaccagaacc tcctcctcga gctctcctac aagctggagg caaacagcca 180 

gtgagagtgg aggctccagt cagacccgcc agatccttgg gcacctggca ctcaagcact 240 

ttgcacgatg tctcaaccaa catctgacat ctttcccgtg gagcaacttc ctgctccacg 300 

ggaaagaggt cgatggattt acccctggac ccataagtct gttcatcctg ctgaagtccc 360 

ctccccattg *ctccttcaag ccaaaactac actntgctgg ttc 403 
<210> 53 <211> 440 <212> DNA <213> Homo sapien 

ggcacgagga ggaatgtcag ctgagtacag ttttctcata tggaagacca gccacactgt 60 

caagtgggaa ggcgtatggc gagaactggg ctgcqtctca aggacggcgt catttgctgt 120 

tcgaaaagaa agcggacatt cactgaaatc atctctttcg cacgccatgg tcatcgattc IBO 

tcggaattct tccatcttac caaggagagg tgccttgctg aaagttaacc aggaactggc 240 

aggctacact ggcggggatg tgagcctcat caaagaagat tttgaacttc agttgaacaa 300 

gcaactcata tttgattcag ctttttcagc gtctttctgg ggcggaatgt tggtacccat 360 

tggtgataag ccgtcaagca ttgctgatag gttttacctc gggggaccca caagcgtccg 420 

cggatccagc atgcacagct 440 
<210> 54 <211> 385 <212> DNA <213> Homo Sapien 

ggcacgagct gtggtcctgt ggtcccagct actcatgaag ctgaggcagt tgaggctgca 60 

gtgagccacg ttctggccac tacactccag cctgggcatc aaagtgacaa gaccaaaaaa 120 

aaaaaaaaaa tgtggtttgg agggaggcaa aaaaaaattc aggaaagggg gggaaggtaa I80 

tcccttaggg acaeattttt actcacaatg gtatctccaa ctccgggcat agggcccaaa 240 

acgtaggttt tttatgaatt atttaaccga aaacccaccc ctaatttaag gcatgggcat 300 

gggaaaaaaa aaacccacct tgaaaaatat ctaagggcct tcgccagggg aacttaggga 360 

ctttaggggt taattttatc tataa 385 
<210> 55 <211> 383 <212> DNA <213> Homo sapien 

aggatcccat cgattcgggc tgttcattct cctgaacaca gcctgccact ttaaggaaaa 60 

catatgacac tatttgctgc tggcgaaatt tacattttca agtgaatagc agaattctgg 120 

acacttgcca ccaccaccaa gaccttcata gcttccctta actttgagac atgggtgtcc 180 

agaggttttt cacgtgagat ggcgttagca gcgcagtttt gtgatactgc ctgaagacat 240 

gccgacagtg cccagatctc ttctattggt gagccagctt ttcccacacg gccaagttct 300 

gatgttgaac cattgccagg tgggtgaaga cccattgaca gtgaaaggtg ggcccgtggg 360 

cttcantgca accaagcgca gan 393 
<210> 56 <211> 385 <2l2> DNA <213> Homo sapien 

ggcacgagag ggaccctgcc ttgtacccac accactgggc tctgtgctga ccaccagaca 60 

ggaggaggtc ctagtggtga gcaggggcag gacatgcatc ttctgggggc tgcagggagg 120 

caggggtaga gctCgatgcc atggtggagt gtaggagagg ctcagagaca aggagactca 180 
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tgagaccagg ctccttgcgt ggccatggca tcagcaactg ccccgtgaca cagccctttt 240 

ctcaagtcac tctgattttg agcacctgct acaggcacct tttgggggca cgggtgttGg 300 

cgcacacaaa ccaacanaag agagatgcag ggcaggatcc tgagcccaac ttgcggcctt 360 

ggcggcttct tcctgcaagt gggcg 385 
<210> 57 <211> 383 <212> DMA <213> Homo sapien 

ggcacgagct cacaccacag ctgagaggga aaggaaggtt ggaatggcgg atcgccaagc 60 

gcgcccccac ctctcctgtg gtactggggt ccctaaagcc gacccccgct ccggcggggc 120 

tcgccggccc ccaagtcgcc agccgcttac ctcacaatcc cgcttggact gcatggctct x80 

ccagctggcc ccctcgtacc ctctttacaa cttcctcccc accggcctct ggaagcttcc 240 

ctacccctcc accGcgcaag ctctcattgg ctctgagcgc gaccccgcct cccagggggg 300 

tggaggtatc cactgcacgt gcgccgcccg ggcttcgctc agaccttcaa gtgaaagctg 360 

caagtcgcgg gtgcgtatgt acg 333 
<210> 58 <21i> 383 <212> DNA <213> Homo sapien 

ggcacgagaa gacattgaat ccattttaaa ctttgcagct gaccatttta atcaggaaat 60 

cttacctgta ttccttaacg ccaatagaaa ctggaattct ccagttgcta atttcataat 120 

ggagtcacaa agactggaat taatcagact aatggagacc caagaggaag atgtggtccc 180 

actaactgct ggagagcaca ataaagcatg ctctttgcta ggaaaattac gactggaatg 240 

tgctgacctt ctagaaacaa gaggagtggt gctccgtgac cccactctgt tctctttcct 300 

ttgggtggta gatttcccac tcttcccgcc caaggaggaa aatcccagag agctggaatc 360 

ggcccaccac ccatttactg etc 393 
<210> 59 <211> 384 <212> DNA <213> Homo sapien 

ggcacgaggc ggccacagct ggggccggtg gctccggaac gagatcggga agtaaacagt 60 

ccactaaccc tgccgataac tatcatctgg cccggaggag aaccctgcag gtggttgtga 120 

gctccttgct gacagaggca gggtttgaga gtgccgagaa agcatccgtg gaaacgctga 180 

cagagatgct gcagagctac atttcagaaa ttgggagaag tgccaagtct tactgtgagc 240 

acacagccag gacccagccc acactgtccg atatcgtggt cacacttgtt gagatgggtt 300 

tcaatgtgga cactctccct gcttatgcaa aacggtctca gaggatggtc atcactgctc 360 

ctccggtgac caatcagcca gtgg 3^4 
<210> 60 <211> 380 <212> DNA <213> Homo sapien 

cgattcgctc gaactcctga ccttgtgatc cacccacctc agcctccaaa agtgctagga 60 

ttacaggcat gagccaccgc gcctggcctg tctaatcttt tatttaatgc atctaggctc 120 

ctcctttctt ccttcatggt ttcctttttc ctacttccct atctcgCttt ctttccttct leo 

tttcatttac agagaaatgg tgttagaaat gaatgagagg agtgagcaaa gaaagatgag 240 

ggaaaaatag atgtgttaag gagtatacgc ataaagaaaa gaggccagga ggaaaagctg 300 

ttcaccccga ctcccatcct aatcttgcgt agtctttcgt ttcctgagag tagttaggtc 360 

agaagttaca gtagaaactt 2&0 
*<210> 61 <211> 375 <212> DNA <213> Homo sapien 

cgttgctgtc ggaatcctgt gcggtgtcaa ttcaggtgtg cactggcccc tgagccttac 60 

atacaggacc cgttcctcag gatgacgttg cgttcccttg cttagagcct cagcaccatg 120 

gcacctggct ctcccccgat gcctgggtct tgctcttgcc catttcctag ccagggtttg I8O 

Eggtccaggc aacctgtcac atcagtgcgt tccaaacatg gcacccagat ctcaaaagct 240 

tcttcaacgc tcccatggtt tgggatacac ctcaagcttt aacttacgta cttcaagttt 300 

cttttattca attagataca aaccgtctga cttttggctt ctgaaacagg aaagtcaatt 360 

ttgttgtttc cactg 375 
<210> 62 <211> 380 <212> DNA <213> Homo sapien 

cgttgctgtc gactgtgtct gtgtgaggga gagagtgtgt gtggtgtgga ggtgaaactg 60 

aggcaagaaa gggggctacc tcaggagcga gggacaaagg gggcgtgagg cacctatgcc 120 

gcggcacccc ggcgacagga agccgtcctg aaccgggcta ccgtgtaggg gaagggcccg 180 

cgtagtcctc gcagggcccc acagccggag tcggctccac agccccgggc cgtcggcttc 24 0 

tcacttactg gacctccccg gcgcccgggc ctgaggactg gctcggcgga gggagaacag 300 

gaatcagact tgagcagctg cccgttgtct cgcaacttca cttgccgaga acccctaatt 360 

tgttccctcc ctccttcccc 38o 
<210> 63 <21l> 378 <2l2> DNA <213> Homo sapien 

cgttgctgtc gtgttaatag aaagaataat gtagatcaag ctattaaaaa tggtcaggct 60 

cttctaaaac aaaccacagg tgaggaggtg ctacttatcc aggaaaaact agatggtaca 120 

aagactcgtt acgcagacat cacagttact agctccaagg ccctcagaac tttagagcaa 180 
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gcccggcagc tggccaccaa gttccagtct acttatgagg aactgaccgg gtggctgagg 240 

gaggtggagg aggagctggc aaccagtgga ggacagtctc ccacagggga acagataccc 300 

cagttteagc agagacagaa ggaattaaag aaggaggtca tggagcacag gctggtgttg 360 

gacacagtga atgaggtg 373 
<210> 64 <211> 371 <212> DNA <213> Homo sapien 

ggcacgagtc tgatcatact cactgtttct tcatcaccct actgaccttg cccagaatcc 60. 

cacatcccag ttgatatcag ggcaatcagt ttcctggctg ttttccccaa tatcaacccg 120 

ggcttacaga agacagtcac cacagagctc ctgccaggag ttcactcatt cgtgcatttc 180 

ttcctttttt ttttcttttt gagatggagt ctcgctctgt cgcccaggct ggagcgcagt 240 

ggagcgatct cggcccattg caacctccgc cgcctgggtt caagcgattc tcntgcctca 300 

gcctcccagg cagctgggat agcaggtgtg tgccaccacg cccagctaat ttttgtactt 360 

ttagtaaaga g 371 
<210> 65 <211> 371 <212> DNA <213> Homo sapien 

tacggctgcg agaagacgac agaagggcgg gcatggtggc acatgcctgt aatcccagcc 60 

actcgggagg ctgaggcagg agaatggcgt gaacccagga ggtggagctt gcagtgagct 120 

gaaatcgcgc cactgcactc cagcctgggc tacagagcga gactccgtct canaaaaaaa 180 

aaaaaaggaa aggaaaaatt gggggggccc ggcccggggg cctattcttt gaatccgaac 240 

Gttttggggg ggcggggggg ggggaacaaa agggcaggga ttttaaaccc agcgggccca 300 

gcgggggaaa cctttttttt ttttaaaaaa aaaagaaaaa aaaaaaaacc cctttggggg 360 

gccttttaag a 371 
<210> 66 <211> 374 <2l2> DNA <213> Homo sapien 

ggcacgagct ccaacgagct actcctgact caaatggaga agtgtgccct cafcggaagcc 60 

ctggttctca ttagcaacca atttaagaac tacgagcgtc agaaggtgtt cctagaggag 120 

ctgatggcac cagtggccag catctggctt tctcaagaca tgcacagagt gctgtcagat 180 

gtcgatgctt tcattgcgta tgtgggtaca gatcagaaga gctgtgaccc aggcctggag 240 

gatccgtgtg gcttaaaccg tgcacgaatg agcttttgtg tatacagcat tctgggtgtg 300 

gtgaaacgaa cttgctggcc cactgaccta taagaggcca aagctggggg atttgtggtg 360 

ggttatacat ccag 374 
<210> 67 <211> 371 <212> DMA <213> Homo sapien 

ggcacgagct ccaatgagct actcctgaca caaatggaga agtgtgccct catggaagcc 60 

ctggttctca ttagcaacca atttaagaac tacgagcgtc agaaggtgtt cctagaggag 120 

ctgatggcac cagtggccag catctggctt tctcaagaca tgcacagagt gctgtcagat 180 

gttgatgctt tcattgcgta tgtgggtaca gatcagaaga gctgtgaccc aggcctggag 240 

gatccgtgtg gcttaaaccg tgcacgaatg agcttttgtg tatacagcat tctgggtgtg 300 

gtgaaacgaa cttgctggcc cactgaccta taagaggcca aagctggggg atttgtggtg 360 

ggttatacat n 371 
<210> 68 <2ll> 370 <212> DNA <213> Homo sapien 

gattcgaatt cggcacgagg tgcaatggca gcccgagcgt gtacacgcac acctcctgtt 60 

ctgggggagt ggtttcttgg cagcttctca agggcgaagg gtgagttttc ggcatctggc 120 

cttcccttgc tgctgtgggt cgggtcattc tagcatcttg ccatcttgga tgatctgcag iBO 

ctgtcatctc ggcagccacc atgaactggc ctgccagtgg gttttctcgt tcccagcgag 240 

gatgtggtgg tgtgtctgca gcccttttcc acagcagcga ggacctggga ggattagtgg 300 

cttagcttct ttcttgtcgg ngagcaccgc tccttcctat gttccaagtc agtagcaggt 360 

gtcagcttag 370 
<210> 69 <211> 363 <212> DNA <213> Homo sapien 

tacggctgca gaagacgaca gaagggcaac acggtgaaaa ctcgtatcta ctaaacatac $0 

aaaaattatc caggtgtggt ggcgggcgcc tgtaatccca gctacttgag aggctgaggc 120 

aggagaatcc cttgaacctg ggaggcggag gttccactga gccgagattg caccatccct 180 

Gtccagcctg gggacagagt gaggctttag ctcaaaaaaa aaaaaaaagg cccaattcct 240 

gggccccccc ccaaaccaac ctaaaaaatt ttaaaaaaaa ggggggggcc aaaaattgca 300 

aaaccccatt ttttttttgc ccgtttttgg aaaaaaaatt taaaaaggcc cagtccttgg 360 

9aa 353 
<210> 70 <2ll> 148 <212> DNA <213> HOmo sapien 

ataatggaga ctggagacag ggcaatgagt ctggtcgggg gcacgtggac atgccccata 60 

ggggcGccac ccagacttaa caggcaaggt cctgggcatt gcgcgacgca ggactcaatg 120 

ctaaagcaag cctgcctggc tctgtgcc 148 
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<210> 71 <211> 360 <212> DNA <213> Homo sapien 

ctaatacaga cagggtctta ctatgtttct catgttggtc ttgaactcct ggtctcaagc 60 

agtcctcctg cctcagcctg tcaaactgcc aggattacag gcacgagcca ccgagctcgg 120 

tctatatctt tcttgatcat agtttataat acaaatgctt agacaatgta ctgttatccc 18O 

GCataccaaa agaaggcatc attatgatgt cactgcagga aaacatggaa tgaaccctag 240 

tgcccacttg aagggagaca gtcatcatac tacactctcc tttgtccttt gaccgtgtag 300 

tgtaccatat ctgctttagg cataccagtc tatcttcaga gaccaggaag acataacagg 360 
<210> 72 <211> 359 <212> DNA <213> Homo sapien 

cacggctgcg agagacgaca gaaggggagc ttggccttct cagacttcca ccgggagaac 60 

tcagggtcca attaaactcc agaaccaggt gagctgcacc ttctcaggta tcaaaacaca 120 

gggcccgcca ggcacggtgg ctcacacctg taatcccgta agtttgggag gccgaggcag 180 

gcggatcacc tgaggtcagg agttcgagac cagcctggcc aacatggtga aaccgcttct 240 

Gtattaaaaa tacaaaaaat tggcctggca tggtggctca tgcctgtaat cccagcactt 300 

tgggaggccg aggcgggcgg atcacctgag gtcaggagtt cgagaccagc ctcaacatg 359 
<210> 73 <211> 360 <212> DNA <2l3> Homo sapien 

ggcacgaggg atnnnaatgg ccacaaatac cactacatcg acgacctggg ggtcatcctg 60 

ccccagaacg tctgggagca cctgtacaac agattcgggg gtggccccgc cgtgaaccac 120 

ctgtacgtgt gctccatctg ccaggnggag atdgaggcac tggccaagcg caggaggatc 18O 

gagatcgaca ccttcatcaa gttgaacaag gccttccagg ccgaggagtc gccgggcgtc 240 

atctactgca tcagcatgca gtgggtccgg gagtggaggc gttcgtcaag gggaagacaa 300 

cgagcccccc gccccatgaG acagcagatt gccagtcaaa gaagcggcat gtcagcttaa 360 
<210> 74 <211> 350 <212> DNA <213> Homo sapien 

ggcacgagct gcagtgagct gtgatcatgc cactgcacac cagcctgggc aacagggcga €0 

gaccctgttt caaaaattaa aagaaaaaaa taaatgcaga tacccaggct tggcttaaac 120 

Gtgctcccca ggtgactcgt ccgtgtgctg aagtttgagc agcactgctt tcgcaggcag 18O 

gtaattgcaa gattctggtg gaggccagac aggtgggcag GCcccgagca gtctcagtca 240 

cactgaacta tggcctggta tgccacatga cactttaccc cacgaggtag ggattaacct 300 

cgttttatgg atcatcgtct gtgaggtgag gctccagaaa gttaagtcag 350 
<210> 75 ^211> 353 <212> DNA <213> Homo sapien 

ggcacgagca gaaagggttg gaagttgagc ctagaacagt caggggctta atggtcacac 60 

agcaggatct gcggtttggg gcctagggac tggtagtgaa aaaaaaaaca tggaactagt 120 

tctgatgtct ggactctagt cactgccttg cttcgtagcc ttgggcaagt cttttgtgag ISO 

acagggtgat agaatgaaaa gccttgtctt tggagtcagg aagacccaga tctgaatcta 240 

gctctgattt gtactagcta tgtaccctta ggccagttac tattctgtgt ctcagttccc 300 

ttatctgcaa aacaggtaaa aacaactttc tcagaatatc agagataatg tgt 353 
<210> 76 <211> 350 <212> DNA <2X3> HOmo sapien 

ggcacgagac atgttttagg catcttaatt qatattttat ctaaaggcafc ataaatcctt 60 

aaaaaaaatc atttgacttc atccttgctc cctacatcca gccagtaacc attgctttgt 120 

tttacatcgc gtgcttcagg ctttactaca" gcctacctgg attctgeagt agcttcttaa ,180 

actgcttaaa ctttggatat tgccccagcc aacacattct gccacagaga tctctctgag 240 

ttaaatggga ttgtatcatg ccccacaccc aagcagatag aaactgtcaa tagatacact 300 

tagaatgaat atgcatggaa tcaaattaca ttcagaatct accactatag ' 350 
<210> 77 <211> 631 <212> DNA <213> Homo sapien 

tactgccgcg agaagacgac agaagggtgg agtgcagtga tgtgatcttg gctcactgca 60 

atctctgcct cctgggttca aatgattctc ccacctcagc ctcctgagtc gctgggatta 120 

catgcatgca ccaccacgcc tggctaattt tgtatcttta gcagagatag ggtttctcca 180 

tgttggtcag gctggtctcg aactcaggtg atctgcccat ctcggcctcc cagtcgctgc 240 

gcctggcctt gatttacttt cttttttttt ttttfcgaaaa ggaaacccct ttttttcccc 300 

agctggaagg gaaggggggg aatttatttt actggaacct ccccctcccg ggttaaaaaa 360 

atttccctgg ggaggtggga acaccgggaa ggggttcacc cccccactta attttttttt 420 

tttttttaac agggattttt gtttcccaaa actgggagga gggggccaat tttttttaat 480 

gggaggtttt cccttggggc cccccctttc tttctcetta ccccccaaaa attggggaac 540 

tataggggag gaccaccccc cccgccataa ttttttcttt ttataaaaag ggggttecct 600 

atttgggcga ggtgggttgt ctttttgccc g 631 
<210> 78 <211> 227 <212> DNA <213> Homo sapien 

ggcacgaggg taatctaact gcctgtggnc gccccctctg gctcctcaat gagacgacaa 60 
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gatgccccca ggcctgaggg aagtcctgcg gcctctcctg ggctcctcct gagtggcata i20 

cgggaccaat taccggagag ccatattcat cttcatcaac aactcgggtg gcgagcacat 180 

aaaccaagtg gcatcggaag cgtgacacaa ccaacggtac cgcaacg 227 
<210> 79 <211> 223 <212> DNA <2l3> Homo sapien 

ggcacgagag atagagagag agagagagag agagagagag agagagagag agagagagag eo 

agagagagag agagagagag agagagagag cgccagcaca ccctcttggg ggagaccccc 120 

ctctctctcc cGCctctgtg gggggcgcgt gtgtttacac agaccccccc tctctctgtg 180 

tgatatattt tctcacacag agtgagagct ctctctcttg gtg 223 
<210> 80 <211> 217 <212> DNA <2l3> Homo sapien 

ggcacgaggc ggcaatggtc acctccggga ctcagccctg tgctgagccc cgggcagtgt 60 

gatcatcctg gcccttctcg tgcacgtccc cCggctggaC gctGCttgct gccctcacgg 120 

ggtgtgtgcg tggcatacag gacagggacc ggccagttgg ccctgctcat taaccacttg 180 

tccccacagg gcagtggcgg cctcacctct gcaattc 217 
<210> 81 <211> 215 <212> DNA <2l3> Homo sapien 

ggcacgagcg gaaacaaagc ccagggaaga tgtctccatg accagttgtg aaccctttgg 60 

gaaagaaggg atactgataa aaattcctgc tgttatttcc cacagaacag agtctcacgt 120 

taaaccaggg aggctcaccg tccttgtgtc tgggttggaa atacatgact ccagttcttt 180 

gctcatgcac aggtttgaaa gagaagacgt ggacg 215 
<2X0> 82 <211> 209 <212> DNA <213> Homo sapien 

acgttcanna ccgagccccc tcccatcatc acacagtgca cctgggctct gcagcccctt 60 

gcctccattg cagccgcagc aagaggcctc cacttgtccg tcagggacgc tccaaggaaa 120 

gaaaaagccg cccccggaca tgagagacca ctgtgttctc tgtgggcagg gaaccccaga 180 

gcttGtgcag agccaacact ganggccgg 209 
<210> 83 <211> 188 <212> DNA <213> Homo sapien 

cgttgctgtc ggtgaaatcg aatctgtaca aatgagtgca aaaaagccag gaagaaagct 60 

caggcccatt agagatgact ctgaaagcat tgaagaaagt gatacaagga gaaaagttaa 120 

atcaacagag ggctgggcac taaggggtcc tgtcttttta gaagtgacag actcagctgg iso 
aagaattc a 
<210> 84 <211> 443 <212> DNA <213> Homo Sapien 

ggcacgagga acagcccggc caacatagtg aaaccctgtc tctactaaaa atacaaaaat 60 

tagccgggca tggtggcatg cacctgcaat cccagccact caggaggctg aggcaggaga 120 

atcacttgaa cccgagaggc agaggttgca gtgagcaaag attctgccac tgtgctccag 18O 

cctgggtgac agtaagactc tctctctcaa gagaaaaaaa aaatatatat acacacacac 240 

acacacacac acacacacac acacacatat atatctctct ctccaagtgt ttagtatgca 300 

taaaattttg cgggaggaaa aggtataacc tttctcaaat aattaactaa atggatatgc 360 

gccatctatt caatagtttg tgtttctccc cctctgaaat gctacttcta catttattat 420 
aaatactacg tgagcatgtt tct 

<210> 85 <211> 427 <212> DNA <213> Homo sapien 

ggcacgagcc tcaaggcagt tcaagcaatt ctcctgcctc agcctcccga gtagctagga 

Gtacaggcgt gtgccacctc tcccggctaa ttttttcgta tttttagtag agacggggtt 12O 

tcaccgtgtt agccaggatg atctcgatct cctgacctcg tgattcaccc ccctcggcct I8O 

cccaaagtgc tggaattact ggcgtgagcc accatgccca gcctcanata tgttcttaaa 240 

aaatatcatt gtcctcctcc tcttaagatt ttttaagtat tttgctcaag tacttaagta 300 

gtctggctca agtactttgt ttacaattaa aatggatatt atagcattta atagaagaaa 360 

tggttatggc ttatccaaaa aaaattcagc atgacctggt gagacctana aactacttgt 420 
tgtgata 

<210> 86 <211> 436 <212> DNA <213> Homo sapien 

tcgaactcgg cacgaggcag cctcaacctc ctaggctcaa gggatcctcc cacctcagcc 

ttctgagtag ctgggaccac aggccctcac caccatgccc agacaatttt tgcacttttt 120 

gtataggtgg ggtttcgccg tgatttccca ggctggtctc gaactcctgg gctcaagcaa 180 

tacacctgcc tcagcctccc aaaattctga gattacaggt gtgagccgcc gcacctggcc 240 

aaagtgttct tatttttgct ttttcaacgc cacatctacc tggagcatcc tcttcctgat 300 

aagtctcatg gacttcctat ggcatgcaag agaggccacc cctatgctga gctgccnggg 360 

aagagccang angacngatc cngcEgtacc ttagggctga gaagtgtgaa agaccactca 420 
gaccctgctt tgctgg 

<210> 87 <211> 431 <212> DNA <2l3> Homo sapien 



443 

60 
20 
80 
40 
300 
360 
420 
.427 

60 
L20 
L80 
i40 
300 



wo 01/02568 



PCT/USOO/18374 



13 



ccgattcgaa tccggcacga gatctctacg gataggaggt ctatCtgttc cattatgcqa 60 

agatgatggg aagaaaagct gtatgtgcag atgcaggtga attcgtggat atactagaag 12O 

gaagatgaca ggcagtgatg gagtgtcgaa gagctcaaac attagacagc actgggtcta lao 

agttctgact ctgccttctg caagctgtgc aaccataggc cagttatgaa accttagtta 240 

tcaagttata actaatagga ttgtgttgaa cacgaaatga catgataaac atatgtaaac 300 

tgcttggatc agttgcccac tagctcttgt taggagctaa aatgttagct cttgctgagg 3fi0 

tggtgggaga g^^'""''"'^'' ctctcatgga gcagaaatct ataaggtcat ccactggtag 420 

<210> 88 <211> 430 <212> DNA <213> Homo sapien 

atcccgtcgc ttcaaattcg gactgaagat ccagcgagac acatttgtaa ttccagtttg 60 

gggatggtag ttgcaagcac ctaaacagct tgccaaggaa tgtEtctcct gagtttgttc 120 

cttgtgaagg tgaaggaggc tttggtttgc acaagaagaa agacctactc agtgataata I80 

gttctgaatc acttccgcat tcagctgcat acccctttct tggaacctta ggaaataaac 240 

cctcacctag atgtacccct ggtccttctg aatcaggatg catgcatata acctttcgcg 300 

attceaatga aagacctggt ttaaaagtat ataaatgcaa tccactaatg gaaagtgaaa 360 

atgctgcatc tgagaaaagt caaggtttgg gatgtcagga acctncataa aagatgaagg 420 

gacctagtgg . ^ y««»Ma «-«u 

<210>89 <211> 432 <212> DNA <213> Homo sapien 

aattcatcgc gaggacctcg gcacgagcfcg tactgggggc tatattccca cctgtcgaca so 

tgttgcacat cttatggtgg gtaaaaacac acatccaagt ttgtggccag atataattag 120 

caaatgtgcg aaggtaacct tcacttatac agagttctgc cctactcctg acaattggtt 18O 

ttccattgag ccatggctta aagtgtccaa tgaaaatcta gattatgcca ttttaaaact 240 

aaaagaaaat ggaaatgcgt ttcctccagg aetatggcga cagatttctc ctcaaccatc 300 

tactggtttg atttatttaa ttgggcatcc tgaaggccag atcaagaaaa tagatggttg 360 

gtagftct" ^^'^^^^anacg aacgaCtgaa aaacatccan acgattgtca agatgggttg 420 

<210> 90 <2X1> 430 <212> DNA <213> Homo sapien 

atagactttc tgctgatctt atcgatgaga atacggcacg aggtcaaaac ggactcactc 60 

cctgaatgca ggctcagggc catcaaccag gctgacgctc caggaggcac agtgggtgtt 120 

tctggtccac gcccagcgtg gaaatcatag cggtgcacat gcactctgcg tgggcattgc lao 

ggcagcatcc gtgcttggac ctcaccgcct ttggggccca cgtgggattc ctgccacatc 24 0 

gtcctcttgc cctgcaaaga cggagcagcc cctcactgtt gacaaagaaa ccaagaccct 300 

gaaggtccag aactgcccat gatggtggca ccggggcccg aaccccggct gtggtggtga 360 

tglcctgatg ^""^"^^^"^^^^ aggttcctgt ggccgccacg acataagacc gcaagcggtg 420 

<2I0> 91 <2H> 424 <212> DNA <2i3> Homo Sapien "° 

cgattcgaat tcggcacgag ctaccctcca cgggagacga agaggtgttt gtttccggct 60 

ccaccccacc tcccagctgt gccgtgcgga gctgcctctc tgccagtgcc ctccaggctc 120 

tgacccagcc tccgctgctg ttccagggga aaacaccttc ctctcagagc aaagacccca I8O 

gagatgagga tgtggatgtt cttccctcca ctgtagaaga ctcccctttc agtcgcgctt 240 

tctccaggag gcgccccatc agcagaactt atacacggaa gaagctcatg ggaacctggc 30O 

tggaggactt atagccacaa acattactga gcccaaaaga tcaaggagcc agccaggacc 360 

cctgtgacat aaagaagttg acgcctgtcc ccagccccta tttgcatggt cagtggtcag 420 

<210> 92 <211> 427 <212> DNA <213. Homo sapien 

gattcggcac gagccagggg aaggccaggc Gcaccgagag ctgcagatcc tgcccagggt 60 

CGctgcattg tccaggaggc agggagagga ctttctgcta cacaagagta ttgacgtaac 120 

aggtgaccca aagtctctga gacccaagca gaccttggag aaggatctga aggaaaacag iso 

ggaagagaac ccaggactga catccccaga gcctcagcct ccaaagagtc ccacagatct 240 

ggtgagagca aaggagggga aggacccccc caaaatagcc tccgtgaaaa tggtgatgcC 300 

gacacacctt ctgcctgcgt tgtggagaga gaaagctcga ctcacagcgg gacagaagag 360 

acgctctgaa tctgagcagt cccaaagaaa gcaaacagat gcctccccat ttccaaagaa 420 

gaggctg ^ ^ " 

<210> 93 ^2ll> 424 .212> DNA <213> Homo sapien 

cgattcgaat tcggcacgag gcaatgccca ctcatcgatt ctcagtcctg gccctgctag 60 

tgatgcctcc gctgatgaac ggaaggcagg tgcaggtaaa agagtggtgt ttttggaacc 120 
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a«^!oo^^ ^^'=9^^9'^«9 ggcagaacgg gaaagccagg ctctttccca gcgaggcagt 

fotaf^^r^ gg^tcctaa agcccacgag ggggaaatct gactcagact cagtcaat?c 

tca?aattta TallT'l "^'^^'^^^^ cacttaattt gtgcctatat ttgtatgagg 

IZlllllt ^^"!!!!" ^^^^^ aa cagcagg^S 



180 

240 
300 

,™.t9t,t .,tt«^„ „t-,.-,«;c i;«c;n?c ^.tiziiii: "s^: ii; 

<210. 94 <2ll. 404 <212> DNA ,„,, 



c~ i~ 

gSttoX ^^c^r''^ =«!.<:.t,9gg tccat^we cc^gtlga ccfgjg^l 
=««SS " -"9tgc. g.gctgg.a. 



60 
120 
180 
240 

!f ^ aaactacctt ctccttctgt ctggagagtg actg ^ 404 

<210> 95 <211> 414 <212> DNA ^^i^ u ^ 

*i-5x^> uwA <213> Homo sapien 



a 1- ^/^^ <^±j> Homo sapien 
aal™^? gg'^^cgagaa accacgtttc tttgttgagc tgcgtcttga aggcaaaaga 60 ' 

tttct«t«t ZltT.?l ctctcttgtt tctagctgag ctgcgtgcgt gaatgctcat xlo 
tttcttttgt ctatgataat ttcacttaac tttaaagaca tatttgcaca aaacctttgt 
ttaaagatct gcaatattat atatataaat acatataaga taaga^aaac tgtatgtgcg 
agggcaggag tatttttgta ttagaagagg cctattaaaa aaaaaagttg tSSgfac 
IZlilli: -t^tttgag tgccaagtca gaaagtgtg? att"cc?^t 

aaagaaaaaa attacaaagc aggggtttag agttatttat aCaaatgttg agat 414 

allllall ' "'"^ <213> Hom^ sapien 

ggaatttgag aggaacatag aagcaaaggt ccagcctttg cttcgtgctg so 
lllT.T'' "^^^attca aaaacaaatt ti:taaaagtg aaaccagccc tagcctttg§ 
aagctcttga aggttcagca cccacccagg aatccacctg cctgttacac gcctctccaa 
tlZlltlf. =--gctttt ctaactggca gcacagagca actctataat atgct atat 
IttrlT^t S^^'^'^ ttgagacaca Cgggcaacct aatcatataa tgcttgtccc 

Tntllr-T^. gattatgcag tgggaccctg ctgcaaacgg gactttgcac tctaaltata 360 
^.tTn ^^^^''^^^^ 9ttgcagtag aaaaatagac ataggagaa HI 

lal.\l\ '^^'^ <213> Homo sapien 

cctcaaafct cSf ^^^'^'^^S^gg tacacagctg tgcdgtggct cagtcagcaa 60 
cctcagaact ctgaaaaaac anaacanaaa aaaaaaaaaa aagaaaaaaa aacccggccc 
ggaaaaaggg aatggaaagg aaaaaaagga aaaactgaaa gtttggttta 
iTtlttlll '^""""^^t" taaccctgaa aaaattttct tgaaagtttc ?taaSacct 
ttcttttttt gaaagggttt aaaaacctaa taacttgtta agggaaaccg gggaaaaaaa 
gggggttttg gaaaaattcc cccgggcccc aattttaagg g^acaaaag KSgctttt 
iTlTT^ aaaaaaaaaa gaaggaccca acccgggggc Ice 413 

<213> Homo sapien 

tcgattcgaa tCcggcacga .gatcaagggt ccaccatgtg ccagccactg aagtagatat 
atgtgtaagg tatggatgat ggtatacgaa ctgtcatctt actggatttg 
clTolTJl l^^T'^''^ gttccgaaaa ctttttaaag ccctagagag ggcStaagg 
caatgtagca tcatatatag aggcatcaac ctgttcatat ctttctattt aacagaactg 
cacaSa?! '^f *^999tg tgcacaacag gatgtgtaca gcagcactgt taaagtgtag 
cacatccata ctacaggacc ttatgcaact gttggaaaga atgaagcgat gctgcactat 3S0 
gg catgcag tgatc.ctaa^g^^^^ ' 4 5 

ooi^^ <2U> 405 <212> DNA <2i3> Homo sapien 

ggcacgagga aaaacaggaa tacttCaaca attaaaaaga aaaaaatgtt ctttgtttgc 
caaggactca ggaaaataaa aagcattttc tatctttagg acaaatcaca aatgaagtgt 
rlTclT. "'"^^^""^ acccatataa aatatgctgc taaagtacat acc^tgctgt 
caatggcttg acaatttttt ttttcaaatt tggacatgag aggttatata gggactatat 
tatccaacac atattttctt attttgccac aaatttccac tcaacaaata aaaaaaggcg 



lao 

240 

300 
360 



120 
100 
240 
300 



120 
180 
240 
300 
360 



60 
120 
180 
240 
300 



60 
120 
180 

r.r''''' '^^^^ ^gg'-S? iH 

ggttctccac gtttaagcac aaaccacagc acaggaagcc acacc 405 
<2I0> 100 <21i. 409 <212> DNA <213> Homo sapien 

ggcacgaggt gcggaggcgc gtgcctataa ttccagctac tccagatgtc gaggcaggag 60 
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agttgcttgg aCccgggagg tggagggtgc agcgagccgg gactgcgcta ctgtactcca 120 

gcctgggcaa cagagtgaga ctccgtctcc aaaaaaaaaa aaaggggggt aaaaacctct i80 

gaaaatggac cccggtcttt aactttttat tggaaatcct aaggggggct tcgggtttcc 240 

aaaagaattc tccaaaccca cccaccgccg ggggaaaatc gaccttCCtt ggcaaactgg 300 

aaacattttt tttcctggac ccccgggggg ggggggggga attcttcctt aagacccttg 36O 

ggggtttttg gggcaaaaag gccttggtaa tgccacccat aaaaaccgg 409 
<;2X0> 101 <211> 414 <212> DNA <2l3> Homo saplen 

ggcacgagct aggaggacct tgaagagaaa tgggatcagc ccgccaaacc aagaagggtt 60 

agcactcttg ctaggagagc tgaccacgca caaacagatg agaaccaaaa ccgagtgaag 120 

aggattgaag atgaacccac attctaaaag ttcttgtctg ctggaggtgg cattacctgt I8O 

gacctcgctt cacttctcca tacatggctg Ctatatgcag aaaatccagc tttctgaagc 240 

atatctcacg acatatgatg agacttatgt gatgtgagac ctgagaaaac tatgatagaa 300 

agaagcaact cacgttgcaa ggatattcct catgtatcat gcaaggatat tcctcatata 360 

tcatatttga acattctaag agacctctca taaagctgat attcataatt tgag 414 
<210> 102 <2ll> 409 <2l2> DNA <213> Homo sapien 

ggcacgagga gtatggaccg tgtgctccca ggctcctgac atagggtcat gaattagggc 60 

cgagtgggag cgcagagccc ctcccagtca cccggcagca gaagcagccc ggcttttgga 120 

ggacattgtc tcctggagca gtgtcagtcc caaaaggtaa ctcagccctg cttctctcgg 180 

ctcagggttg acagtgacct gggaatgact tctacaacgt aattacgaat tcactcagtt 240 

ttagaacata tttagtagtc tcagaatcgc taattcatac ccccatgaaa agcaaattta 300 

ctacctaaag tacagtactt ggatacaggt ctttttgtct tcactcttat ggnatttagt 360 

caaaatactg ttttccaaag ttgcttaccc cttttctttc Gtaccactg 409 
<210> 103 <2ll> 404 <212> DNA <213> Homo sapien 

cgttgctgtc ggacgggtcc accatgttag ccaggctggt ctcgaactcc tgacctcagg 60 

tgatccacgc acctaggcct cccaaaatgt tgggattata ggtgtgagcc accatgcctg 120 

gccgggagca gcattcttaa ggaattcaag acacaggaag aacacttgcc tttagtggga 180 

gcaagacaac gcagtgtggc agaagacaaa gaatgggggc acaagtgcaa ggtgaattgg 240 

aggtagaata taggacttaa ctttctgacg gcctccgttt tctcagtgaa gtctgaggca 300 

aggccggtga ctcaaacaaa gaaggggtag tggataattt caggaaagat ggacactcca 360 

Gcttgagcaa caggacaagg aactgagtaa ctgggaaaca aggt 404 
<2X0> 104 <211> 408 <212> DNA <2X3> Homo sapien 

ggcacgagat aagttttacc ttttaaacat ccggctgcct gtgaatgaga agaagaaaaC 60 

caatgtggga attggggaga taaaggatat ccggttggtg gggatccacc aaaatggagg 120 

cttcaccaag gtgtggtttg ccatgaagac cttccttacg cccagcatct tcatcattat 180 

ggtgtggtat tggaggagga tcaccatgat gtcccgaccc ccagtgcttc tggaaaaagt 240 

catctttgcc cttgggattt ccatgacctt tatcaatatc ccagtggaat ggttttccat 300 

cgggtttgac tggacctgga tgctgctgtt tggtgacatc cgacagggca tcttctatgc 360 

gatgcttctg tccttctgga tcatcttctg tggcgagcac atgatggg 408 
<210> 105 <211> 412 <212> DNA <213> Homo sapien 

cgttgctgtc ggtcaaagca gactataaat ttggtttgtt ttgatttcaa gtttcctgaa 60 

acttggctct tcagattgcc ccccagttct ttattctgtg ggtttcctgt ggggcctttc 120 

ccatggggct: gatcccacct cacagctaca tgccttacgg gagggcaccc ctcccctaga 180 

attttcatcc tctagattgg tggactttgt gaaatagaca tgatggtaac tgctgtaatg 240 

ggggctttgg taaggaacgc agcagagggc cacacaacag gagaatcccg tgttcttgtt 300 

ctagccgccg cacagagaat acggccttCa gcacacagag ctcacacagg gagctacatg 360 

gggagaaagc gtgttgttct gcggcatgat aagtgtgccg ccaaagcctt ca 412 
<210> 106 <211> 407 <212> DNA <213> Homo sapien 

tcggtccatg tggcttgtgg ggnnactcat ttctttcatg cccactgggg aaggtcccac 60 

cagcaaggct gttactggcg gggtcctctg ggaggggggc aagaaggcca gccacaccaa 120 

ggcactggag ctccacgact cctggccttc gattggaggc ccctctctgc cagctctgcc 180 

ccttgggggg caccaggcag gactgccagc cgctctcctg gcaggtgaca tcagccttca 240 

agctcactgt gccctcacca tctcatgctc ccccaaggtc ctggtcatgt cttctcttgg 300 

gtatcttccc aggacaggca ctggcactgg agccctggca cttgtttctg ggttccatgc 360 

ttcccaggtg tgatggtgaa tgccgagtgt caacttgact ggattgc 407 
<210> 107 <21l> 416 <212> DNA <213> Homo sapien 

attcgaattc ggcacgagcc aggggaaggc caggcccacc gagagctgca gatcctgccc 60 
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agggtccctg cattgtccag gaggcaggga gaggactctc tgctacacaa gagtatcgac 120. 

gtaacaggtg acccaaagtc tctgagaccc aagcagacct tggagaagga tctgaaggaa x80 

aacagggaag agaacccagg actgacatcc ccagagcctc agcttccaaa gagtcccaca 240 

gacctggtga gagcaaagga ggggaaggac cccccaaaaa tagcctctgt ggaaaatgtg 300 

gatgctgaca caccttctgc ctgcgctgcg gagagagaag cttcgactca cagcgggaac 360 

agaggagacg ctctgaatct gagcagtccc aaaagaagca aaccagatgc cccctn 416 
<2io> 108 <2li> 405 <:212> DNA <2l3> Homo sapien 

ggcacgaggt ctggtagcac catgtgggag ggacccagct gggcgcagcg CGCtgtggcc 60 

ttttagatcc agacctccct gccggatgcc ccgaggcggg aggccggctg tgctgcagga 120 

acccatctcc agatgccaaa ggacttgagg ggcagctgac aatcgctgtg tcccggcaga 18 0 

tccgcagGtc gaaaaagaac aagccacaga aacgggctcg ctcgtgcGag gacacagcag 240 

tgtctctcaa aaaatcaaaa ccagaagttt tatcagcagc aggaaggatg tgggactctg 300 

tccaagtaca ccgtcaccat caagccactg gctgtggaag gagtttggcc aacagggtca 360 

gtgtcacagc cacaacttca gagagcagcc atcccgcgtg tcgcg 405 
<210> 109 <211> 410 <212> DNA <2l3> Homo sapien 

ggcacgaggc ccggttctcg gacgtgagtg caactggggc taggtcatcg ggcggcaccc 60 

tgcacagagc tcctgggcca gcctgcgcca gggatgctgc tgagctggga gccgccatgc 120 

Gtggccttgt ttGtggacca ctgggagcag cactgcagcc caggggagct ggagtccagc 18 0 

ttggagcagc cacaggccca gggagctgta gcaagagggc agtccaaagg cagatgccag 240 

acaagacaca gccaggaacc cggccaggtc cccccacatg cccctcaggg cccaggcctg 300 

agtgagtgct gctcagatgt gactgagagg gatgacctcc ttcagcaggg cagctcctaa 360 

aaggctgcgt gcangtgcgt gtggngggag atgccacact gtgtcggggg 410 
<210> 110 <211> 409 <212> DNA <2l3> Homo sapien 

ttcgaattcg gcacgaggga acacgttcag gggattgtga ggtcttgcac aagcGaGgtg 60 

gggcaGGttg gcttcccggc aggaggtgga caccGagcca gaggcctggc tcaaggtgac 120 

cttacctGGa ccacgggctt tctgggtgcg cgggcctgag cgcaggttgt tttgtacata 18O 

ttggaatatg tgttaactta tgccccgcat CGcaactcac acggaagcac gggtcttgCc 240 

tcagtctctt cgcfcgcatct ggaaaacagt ctactctcgg gccagcgccg ggcr.gatgtg . 300 

taGagaggcg gctgcagctg gcatttccct cagcccccaa gtgtccatcc tggcacttcc 360 

cattcaggcc acctgctttg ggtcaacagt tcctttgcca gcagcatct 409 
<210> 111 <211> 407 <2l2> DNA <2i3> Homo sapien 

ggcacgaggt ggattactgt gtggccgatg gttttcagga acagctgaat caatgtgctg 60 

agctgctgga gaaattggaa aagctatttc tcaacggaaa atcagttgga gtggaaatga 120 

acacccagaa tgaactgatg gagaggattg aggaagacaa cctaacctac caacatcttc 180 • 

tgcctgaatc tcctgagcct tcagcctctc atgcgctctc tgattatgaa acatctgaaa 240 

agtccttctt ctcacgagac cagaagcaag ataatgagac agagaagact tcagttatgg 300 

tgaacagttt ttctcaagac ttactaatgg aacacataca ggaaattcga actttgagaa 360 

agcgtttaga agaatctatt aaaacaaatg agaagctacg gaaacag 407 
<210> 112 <211> 412 <212> DNA . <2i3> Homo sapien - 

ggcacgagGC ttgcagtccc accccacact cagcctcgtg tccctcgatc cagtctccga 60 

cttccatttc ccaccctaaa ccgcctaccc ggtgtctgtt ccccgcccgg ttgtcctcgc i20 

cGtgccgcgc tgagtgtccc ctgctagcct cgaccccatg gcgctgcaga cgctgcagag 180 

ctcgtgggtg accttccgca agatcctgtc tcacttcccc gaggagctga gtctggcttt 240 

cgtctacggc tccggggtgc accgccaggc agggcGcagt tcagaccaga agaatgctat 300 

gctggacttt gtgttcacag tagatgaccc tgtcgcatgg cactcnaaag aacctgaaga 360 

aaaattggag tcactactct ttcctaaaaa gtttaggccc aagaatatca eg 412 
<210> 113 <2ll> 411 <212> DNA <2l3> Homo sapien 

cgccggccgc cctgcgtacg ctcgcaaggc gctcgcagac tccggagtcg ccaacatgcc 60 

gaccgccatg aatttcggga- ccaagagctt ccagccgcgg cccccggaca agggcagctt 120 

cccgctggat cacttaggtg aatgcaaaag ctttaaagag aaattcatga agtgtcttca I8O 

taacaataat tttgaaaatg ctttgtgcag aaaggaatca aaagaatatt tagaatgcag 240 

gatggagaga aaattgatgc tacaagaacc attggagaaa ctgggatttg gagacttgac 300 

tagtggaaaa tcagaggcaa aaaaacgaat tttgatgaga agacccctgg gccgtgttca 360 

gtggtctctc aggacggagg gcatcatcct gcctcttagg ttggctgagg c 411 
<210> 114 <211> 420 . <212> DNA <2l3> Homo sapien 

ggcacgagcc agaacataag gggcctaaag agagaggaag caaaaaagat tatattcagg 60 
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aaaaacagag gagacaagaa gagcagagga aaagacattt agaggctgcc gccctgctga 120 

gtgaaagaaa cgcagatggt ttaattgtag ctagtcgttt ccaccccact cccctgctgc 180 

tgtctttgct ggactttgtg gccccttcaa ggccgtttgt ggtctactgt cagtacaaag 240 

agcctctgtt ggaacgctac acaaaactgc gggagagggg aggggtcatc aaccccaggc 300 

tgtctgaaac ctggctcaga aatcatcagg ttttgccaga tcgaagtcat cctaaactgc 360 

tgatgagcgg aggtgggggt tatdttctct ccggcttcac cgttgccatg gacaaccttn 420 
<210> 115 <211> 422 <212> DNA <213> Homo sapien 

ggcacgagat ctggtccgaa ttccaaccat gaccctatag gagtttgcca acggcgctgc 60 

ccagtcagac atcccgactc tggaggagac ccacagcatc ttcctgtggt acacggccac 120 

caacaagccc cgcctggact tccccctgac caagaggaag ggcctcgccc cgcagaggtg 180 

ccaccgattc cagtcttctg cctaccgcag caaccagtgg cggtaccgcg ggcgctgcga 240 

cagcatccag tttgcagtgg acagaagggt atttattgca gggctgggcc tgtatggctc 300 

cagctctggg aaggctgagt acagcgtgaa gattgagctc aagcggctcg gggtggttct 360 

ggctcagaac ttgaccaagt tcatgtcaga cggatccagt aacaccttCG cggtcCggtc 420 

^9 422 
<210> 116 <211> 391 <212> DNA <213> Homo sapien 

ttcgaattcg gcacgaggtg acctttaaaa agcaaaaaaa ccaaaaacca accaaccaaa 60 

caaacacaaa aaaacaaacc cacaaaaaat gaaaaaacag ctacttctga aacacataaa 120 

agtatcttga tcttttaaaa acaggtcctg aaactacaga tccattgctg agactactcg IBO 

aaaaactgta aaacatgggc attattttaa ttcgtgaaca actgaaaaga tccaatggag 240 

tgccatgtgg tcattttagt atgtgagtca aagcagaata atagggaaac attaaatctc 300 

tcctttacag tttaagaggt tgaaagcaaa aggaaagtct gaaaaaagaa caggggaggc 360 

ttggttggta atgtttctgg tagaactggt n 391 
<210> 117 <211> 403 <212> DHA <213> Homo sapien 

cgttgctgtc ggctatttgt attatgagct gatcgattag agaatcatag gatactagcg 60 

cctgaggcca tcttttctag gaataggaga gagaaaaatg tatttgaatt ttgcctttag 120 

acttgaaatt atgttaatag aaataagtta ccctgtgtaa ttcaccttag aactcaacaa ISO 

aagaccacac attacataac ecagaggtat agattcaata taggatctga tggcccagca 240 

cactgttttc tatgacaggt taatctagaa gatcctgtaa tgctcatcaa ggtactgtga 300 

ttccagaatc tacattagac tagaaaaata attgtggttt tctaacttga taatcaaatt 360 

atgttaacat ggagacttta gctcttaaaa tgacatgctc tgg 403 
<210> 118 <211> 385 <212> DNA <213> Homo sapien 

cgttgctgtc ggttcccctc cacagactgt tcccctgcca gaagcacctg gtaagcctct 60 

gcaagtcctc agaactagaa agattagaaa gagagagaga gaacacatgt ggatgatacc 120 

acagtcagtg agaagggact ccaagctcat gcctctgggg gatggcctca ttgccatctc 180 

tggatccaga gggcacatta ctagcagttc tattcagaaa aagggctaga gagcaggggc 240 

aagaaatcat gcttgcagtt gctcttgagg gcagatgtat tagtttgcta gggctgtcat 300 

aagagagcac tgcagattgg gtgacttaag cgacagaaat ttcttttctt acaattctgg 360 

aggctagaag tccaagctca aggtt 385. 
<210> 119 <211> '384 <212> DNA <2l3> Homo Sapien 

cgttgctgtc gggctgctta acacattcct atgctacaaa agacagtgct cctctccagg 60 

aaccaccaaa taaattcaga tactaatgcc aaaaagaagg cagcatcagc ttgggaaaag 120 

agtgccttta aggcactgtt tctctctatg aaggcagtgt ggaatgatag ggatgatcta IBO 

cgacctagag gagagacctt aagtcttact tgcagccaaa agccttcaaa cctgagctag 24 0 

ccagaactgc tacatcagaa ttctcaccca tgacaagaag cctggaggga gtccagggtt 300 

gatggattga cttaaggtgt catcaaaagc ttagacttta cccttctgct gcaccaccct 360 

tattgccttg ttgtcacaag agga 384 
<210> 120 <211> 396 <212> DNA <213> Homo sapien 

cgttgctgtc gaaatatctg aaaactaaac ttgaattaac tcttaacaca aacagtactt 60 

tgaaaatgca gcatttaacc ttgttttaaa atttttttct caaagcattt ttttccagcc 120 

actcacattt taaaaggttg tattactttt agttagaact gaaagggctc aactagcatt 180 

tgctgtgacc agtatgcgga gtctgtgttg gctttccaga attgactttc tgggttgtat 240 

tggcaaatca cagccctaaa tgatgaatgt tgaatgatgc actatgtttc tgtttaaatg 300 

agatttcctg aaaatagcta atttcagaat taagggaaat tgatgtcgct atcatgaggc 360 

atcataaaaa tatgtatttt acaaggtgaa ggcatt 396 
<210> 121 <211> 402 <212> DNA <2l3> Homo sapien 
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ggcacgaggt gacctttaaa aagcaaaaaa accaaaaacc aaccaaccaa acaaacacaa 60 

aaaaacaaac ccacaaaaaa tgaaaaaaca gctacttctg aaacacataa aagtatcttg i20 

atcttttaaa aacaggtcct gaaactacag atccattgct gagactactc gaaaaactgt 180 

aaaacatggg cattatttta attcgtgaac aactgaaaag attcaatgga gtgccatgcg 240 

gccactttag tatgtgagtc aaagcagaat aatagggaaa cattaaatct cttctttaca 300 

gttaaagagg ttgaagcaaa gggaagtctg aaaaagaaca gggaggctgg gtggtaatgt 360 

tttcgtagaa ctgggtatct tgccgattta gaaggggctt tt 402 
<210> 122 <211> 391 <212> DNA <213> Homo sapien 

ggcacgaggg caatctcatg tgcatctaac actcttaaaa cgaaacagr.a gttgaccaaa 60 

ttttccttct taaaaaattg gaagtggggg gaatccaatg acaaaaacta atgtggcttg 120 

tttctggaga aaataatcac tgtaaatgga acaacaacaa caaaaaaaac tacgatctta 180 

ctgactttgc ctaaatacac aaigcagctga tgtactatta atgagaacga aatacacatt 240 

acgaaaatgg agccatttca atctaatggt tagggcaaga tggggaagag aaggggaaac 300 

attctagttt ctggattaca ttattatgcc cctcctgaaa agggtggtgt cattcgcatt 360 

tatttanagc aggtaatatg caggaatgta a 39x 
<210> 123 <211> 388 <212> DNA <2X3> Homo sapien 

ggcacgaggt taaggattcc aatttaactt tgaaaagaac tgtctcattc atttacattt 60 

ctgttacagt cagcccagga ggttacagtg agctctccac taagaatctg gaagaaatgc 120 

atcaccaggg gttgattccc aatctgatca actgataatg ggtgagagag caggtaagag 180 

ccaaagtcac cttagtggaa aggttaaaaa ccagagcctg gaaaccaaga tgattgattt 240 

gacaaggtat tttagtctag ttttatatga acggttgtat cagggtaacc aactcgattt 300 

gngatgaatc ttacggcacc aaagactaag acagtatctc taagattgct agggaaaagg 360 

gccctatgtg tcaggcctct gagcccaa 388 
<2l0> 124 <2ii> 396 <212> DNA <2l3> Homo sapien 

cgttgctgtc gggcctctga agtctttagt ctacgggaaa ataagtaaaa cctgcccaca 60 

tgcttgtgat ggtattggaa tattccagtc ctttgagaag aacacttcac tttgaacctt 120 

acgggctatt ttccagactg tccaaatatg atttgtttcc tctcaccatc attnccagta 180 

ccGtgtccca agtgtttgaa tatagacatt gatatgccct gatttttgct cCacttcaga 240 

aaggatcggg gatgtagttt agccctctag gagcttggaa ctaatttgnc, tgtctattti^: 300 

ttgtttgctt ccaagctgct tattatgtgt tacaggtagc agctacagce gaaggccatg 360 

gtgaattgct ggtgatgtaa atactcccag ccctgt 396 
<210> 125 <2ll> 400 <212> DNA <213> Homo sapien 

gaattcggca cgagagctgg ggctagaaaa atgaataaga ttgggttcct gaccccagcc 60 

caggctcaca ctgtagtaaa gggaaacaga catgaacact aggtgacatg gagtgttagg 120 

ggcgctatgg tagaagtctg cagagagtgc aatgggcgtc caaatgagga agtgatcact 180 

tgcacaagag tgggaggctt ggctggaaag gcttctctga ataggatgac atttgatctg 240 

cgttttgaag ggcatcgttg gcaaggtaag taatccaatt aaaggaggtt gccccagcta 300 

aagcacagta tgctcaaagg tgcggatcat ttgaaaattc gagttcaagt gcagtagggg 360 

taaggtaagt atccaacaga actttctaca atgatggaat 400 
<210> 126 <211> 393 <212> DNA <213> Homo sapien 

ggcacgagag ggtgtgtaca tgtctctgta gctactgaag ggaaggaaca cttctccctg 60 

cctggaagtg ccagcttagg cttcatagca ctgcgtgggc cggctagtag gaattatcaa 120 

cttgctgggt gatcttgaag gatgattaac aggtatgttt atagcagcac tattcacaat 180 

agcaaagact tggaaccaac ctaaatgtcc aacaacgata gactggatta agaaaatgtg 240 

gcacatatac accatggaat actatgcagc caCaaaaaat gatgagttca tgtcctttgt 300 

agggacatgg atgaaactgg aaaccatcat tctcagcaaa ctattgcaaa gacaaaaaac 360 

caaacactgc atgttctcac tcataggtgg gat 393 
<210> 127 <211> 389 <212> DNA <213> Homo Sapien 

ggcacgaggt attaaaagaa ttcttggaag agcagcgatc agattatgaa gaatttgtct 60 

tgagaaatta cagaggattt aaaccataat gttaggaata gttattctat caagatgaat 120 

gtggaaagtg ttagtgtgca tgtgatgagt cttgaagctg gaaactaggt aacaggttct 180 

taaatagttc atgtgaaaat catgacagac taaggcaatg gctgtggggc tgtccgggag 240 

ttctctacag aaaacatcta aaacttgaat gtgcaagtga gtagctaact tccaagcttc 300 

ccacttctgt ataatttaag catgaaaacg agaacactga gatttgatag gcatgtagaa 360 

gtcagagtaa gcaagagggc ttgagttca 389 
<210> 128 <211> 382 <2l2> DNA <213> Homo sapien 
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ggcacgagag aacaaaatgc tatgggagtg tgggggctgc gggggggcac ccaagccagc 60 

cttgggagtc aggaaagact ccctggagaa aaatactttg acttttgaag tagttgactg 120 

gaagttggcc aaagagcgag tgaagagaag ggtgtttcag gcaggcagaa tagcacgttt 180 

acctggacac cccaaaggaa gtggcgtgtg tgtgtgtgtg tgggggtgtg cgtgtgtgtg . 240 

tattttcggg taggatgaag agccgtgatg aggggtgggc tggtgagact agatcataag 300 

ggactgtata aggagagtgt acatatgtcc actgcccctg catacttatt accagcaacc 360. 

cccttcactc tcaaaagggt eg 3B2 
<210> 129 <2ll> 397 <212> DNA <213> Homo sapien 

gatcgattcg aattcggcac gaggagagag atgagagaga gagagagaga gagagagaga 60 

gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 120 

gagagagaga gagagagaga gagagagaga gagagagaga gagagcgctc tccctttttc 180 

tctctctcac tctctctgac aaaacacaga gagcgctctc tctctctgtg tgttcttttt 240 

tttttgaggg gggggtgtat ttttatatcc ctctctctct ctcgccccca aatatagaga 300 

gagtgtgtgc tctctctctt tccttttgtg gagagacaca ctctatactc tccgcggcgc 360 

gagcgcgctt tttttttttt ttagcgagat atatttt 397 
<2X0> 130 <211> 386 <212> DNA <213> Homo sapien 

cgttgctgtc ggtttagccc ttgttgcctg ggctggagtg cagtggtgcg atctcagctc 60 

actgcaacct ctgcctcctg ggttcaagca attctcctgc ctcagccttc ctagtaggat 120 

tataggcgcc tgctaatttt tttattttta gtagagatgt ggtttcaggg tgttggccag 180 

gctcgtttcn aactcctgac ctcangcaat ccacttgcgc tcatccctcc agactacagg 240 

tgtgagccac cgcgcctggc taggaattta ttgataaaga tctttatgct aacctcaata 300 

tgagtgacaa agattggggg aacatagcct gatgaggtcc ttagaaaacg tgGCGGtggg 360 

aaaaggaatt tatataaaag gcgatg 386 
<210> 131 <211> 395 <212> DNA <213> Homo sapien 

ggcacgagga gagagagaga gagagagtgt gtgtttgaga gagagagaga gagagnnnna 60 

gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 120 

gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga ISO 

gagagagaga gagagagaga gagacccccc ccctctccct ctctctttcc tctcgggggg .24 0 

gggcccccGC cctgtgtgtg tttccctctc tctcgagtct cactgtctct gtctctctct 300 

ctatgtataa accccccctt tttttttccc cccccgcgcg cgcgctcttt tttttttttc 360 

atcccacaga gagcgcgcgc gccccccccc tctct 395 
<210> 132 <211> 387 <212> DNA <213> Homo sapien 

ggcacgagag agagagagag agagagaact: agtctcgaga gcagtttttt tttttttttt 60 

ttcaaaaaaa aggggttttt ttaaaaagac atatgggtcc gggcccaagc ccctggaatt 120 

taccaaattt tttttttaaa gggcaaaccc tttccacaaa aaaagggttg gccatagggg 180 

gggcGcaaac ctttaataat cccggggaat ttaaaaccaa aatcccttag ggcttggaat 240 

ataattgtgt cccaaaaaag taaggggggc cccctatgag ggctcttaaa aataaaacaa 300 

accttttact ggggctgaaa aaaaaaaacg gttttatggg ggggggattt ttcggaaaat 360 

aaaggtcggg ctccgggaaa tatttgg 387 
<210> 133 <211> 394 <2i2> DNA <213> Homo sapien 

cgttgctgtc ggttcccctc cacagactgt tccctagcca gaagcacctg gcaagcctct 60 

gcaagtcctc agaactagaa agattagaaa gagagagaga gaacacatgt ggatgatacc 120 

acagtcagtg agaagggact ccaagctcat gcctctgggg gatggcctca ttgccatctc 180 

tggatccaga gggcaaatta ttagcagttc tattcagaaa aagggctaga gagcaggggc 240 

aagaaatcat gcttgcagtt gctcttgagg gcagatgtat tagtttgcta gggctgtcat 300 

aagagagtac tgcagattgg gtgacttaag cgacagaaat ttcttttctt acaattctgg 360 

aggctagaag tccaagctca aggtatcaga agag 394 
<210> 134 <211> 384 <212> DNA <213> Homo sapien 

ggcacgaggc tatgcaagca gttctcattc ttaatatcag ctgagattgg acaaactggc 60 

aactcttgca gatactttta tcatgtgtat gttagtggga ctgttgatgt ttagctgatt 120 

tactcatact attgttgctt ctcattgatg gaagaatttt tttttttagt gcattatccc 180 

ggtcaatgtt tgtttaaaaa aaaaaaaaca gttttgtttc cagggggggt ctctttaaag 240 

ggaggttttg gggcccttct ttggaaaatt gaaacaaatg ctggtgaggt tggcagtttt 300 

tatttatggg agggaacaga gagacccttt ctctctcctc tcttattcat cgggcaggat 360 

aatctagttg ctttgaattt aggg 384 
<210> 135 <211> 399 <212> DNA <2l3> Homo sapien 
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atcgattcga atccggcacg aggcactatg aaagggaagg aaacgctcca gggctctgta 60 

actgacatca cagcaaagac agcagggaaa gctctgtcac tggtgattgt ggatcaggag 120 

aaatgcttca gtgctcagaa tcctccaaga agagggaaac agggagcaaa taaacagacc 180 

aagaagcagc agcagagaca accagaggcc agcatagggt ccatggtatc cagggtagac 240 

gctgaagagg cattggtgga tctgcagcta cacacagaag cccaggctca aattgtgcag 300 

agctggaaag agctggccga ctccacatgc gcattcacaa aggctgtggc tgaggcgccc 360 

ttcaagaagc tccgagatga aactaccttc tccttctgg 399 
<210> 136 <211> 399 <212> DNA <2X3> Homo sapien 

cgttgctgtc gatttgcact gccaaaggag gctctggagg ttaaagtatg tgttttaatt 60 

tcgttgttga ggccatataa tgcagagtcg acggaccgac cttatgagtc accttggagc 120 

ggagtagtgg agacttaaag acagactacc ctggagccgg cttcaaacta gttcttaata ISO 

ttgtgactcg aactccccat ccccagaaat tctcagatct tataagccaa agactggcaa 240 

ggatactaga gggaactact cgagtaggcg aggtcagact acataccgaa taggagtccc 300 

tccaaaaaca tgcagtttca catacagctg ggtactccaa gtgtacagtt cccatcagct 360 

ctaacatgac agaaggctga ggccggngtg ctagagaaa 399 
<210> 137 <211> 393 <212> DNA <213> Homo sapien 

gattcgaatt cggcacgaga cattgaataa aagaacatga caaacccaca ctggcattgg 60 

ataaatcata ttacaccttc aaaatacaca ctctgaatta taaagatgtg tttgttttct I20 

ttccaaatca tgtagaattg atttccagtt caaggataaa ccacaacaat atttagaact 180 

atcaagtgat ctaatttatt ttcttttggt ttcttcttta catttactgt tattttatta 240 

ttattagtag tagcagcaac agagtatgat atgacccaaa agccattgta aagtgccaca 300 

ttaccaaaat taattaagta aactttatag cctgtgggag tctattatat attattttgc 360 

aaaagtagta aatatattat tgtttcatga tga 393 
<210> 138 <211> 398 <2l2> DNA <213> HontHD sapien 
ggcacgaggc aagacactat cagtgcaaag cgagtagacc ctcagatgct gctgggtcag . 60 

agggaaggcc cagggatatg acacaggaca cagaggtggc agacacacca cctcccaaca 120 

CttGCtctat cacagcaact agaacaatgg caacaatagg ggtgggtgtg gtggctcacg 18 0 

cctataatcc caataccctg ggaggccaag gcagaaggat tgcttgagcc caggagttca 240 

agactagcct gggcaacttg gcgaaaccct gtctctacaa acatatttgt atgcgattga 300 

acaagtagaa caatggaacg gaaagtccag atgtagttct aaatatgtac aggaacttag 360 

. tataggataa atatggcatc ttaaatcaat ggggaaaa 398 
<2i0> 139 <211> 402 <212> DNA <213> Homo sapien 

ecatcgattc gaatatccgt gggcccacaa gcgatgggtc cgccacatgt ctggngttca 60 

gaaaaaaatg tgcttttctg gaacatagcc tgtgatagca gaacaacacc tggcaagaaa 120 

caggttatgt ttggctggag agtcattggc actatcaaga aatattaaag tgtagatttg 18O 

agagaggagg agaaagaccc aagcaaaatt gaaaaccagg tgggacccag acagcagcaa 24 0 

agcaatggaa gcatgtattt tggtcaatac agagttaata cacaattttg cccctcttct 300 

tctgaccatg ggactcatat taccagtctt cacatttcct ttaaattcag gaatcaggaa 360 

gaatttccag agtttgcaga tggacacatt Cgctgcttcc at • 402 
<210> 140 . <211> 382 <212> DNA <2l3> Homo sapien 

gcctacggct gctagattac gacagaaggg tccatggcag tgaggcggtt acacaggtgt 60 

atatatatgc gaaaattcac cacttccact taagatctgt tgacattatt ttatgtatgt 120 

attcttccgt gaatttattt atttatttat ttttttgaga cagggtcttg ctctgccgcc I8O 

caggctgagt gcccnactcc tatccacccc cctttgaaga gtctccctcc cgggctgaag 240 

agattctcct gcctgaactg tgctattctc tgggaccgca gtggtgtgtc ccacccacac 300 

ctcaactttc acgttcatag aagagacggg ggtgcccctc tgggtcccgc tgtaaaatac 360 

tcctgtgcta aattatacaa ac 382 
<210> 141 <211> 383 <212> DNA <213> Homo sapien 

cgttgctgtc ggttggaagg tgtagggaaa tcctgctgga actggtgttt cagagtaaat 60 

cttttttctc tccggaattt cttgttttgc tattaacaaa ttatatttac ctgattatga 120 

aaaattaatt ttccttatac attttcccct tacaacacta gaaaagagca ccttgttaca 180 

gttccggcct ctcagtatgt gggctaaatg ccagcattag ggaattcatt aatcatgaga 240 

ctaggctaca aactaggctt gcttgttttg gggtgngttt gttgttggtg ntgntggtgn 300 

tgntgttgnt tccaaatctc tactgccttt tgaggaaatg taaatctgag acatggaaat 360 

aagtgtttgg gagaatggaa aag 383 
<210> 142 <:211> 399 <212> DNA <2l3> Homo sapien 
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cgttgctgtc ggtccccctc cacagactgt tccccagcca gaagcacctg gtaagcctct 60 

gcaagtcctc agaactagaa agattagaaa gagagagaga gaacacatgc ggatgatacc 120 

acagtcagcg agaagggact ccaagctcat gcctctgggg gatggcctca ttgccatctc aao 

tggatccaga gggcaaatta ttagcagttc tattcaaaaa aagggctaga gagcaggggc 240 

aagaaatcat gcttgcagtt gctcttgagg gcagatgtat tagtttgcta gggctgtcat 300 

aagagagtac cgcagattgg gcgacttaag cgacagaaat ttcttttctt acaattctgg 36O 

aggctagaag tccaagctca aggtatcaga agagttggn 399 
<210> 143 <211> 399 <212> DKTA <213> Homo sapien 

cgttgctgtc gaaaagagac acaaaatctt acagaagttt caaaggaagg acagattgca 60 

tctgatacat aagaaaggaa aaactacatg aagaaggtag aactggacac ttggcagtgc 120 

cctgggctta gatgtctatt cttttanaag atggaggctg ggcagtggct cacacctata 18O 

atcccaaccc tttgggaagc cgagacagga ggatcacttg agcccaggag ttcaagacca 24 0 

gcctggacaa cacagtgaga ctctgtttct ttaaaaaaga aagaaaaaga gtatggagga 300 

tgtgtcttca ggcaggcaga tacacaactg aaaactttct agaaaggcct tgaggaatga 360 

attgttcttc gacagaagat gggaaagagg tcattctca 399 
<210> 144 <211> 395 <212> DNA <213> Homo sapien 

ggcacgagcg ggcgtccagg ctggagctcc cagtgctggg aagccaagac ctgagcgata 60 

tcccattgcG ggaaccatct ttgcttctgc tcacaccctc ctggtcggcc attcaatcaa 120 

caaactGtag ccagccqcgg ctctgtgcta ggcttgagct cagcccagca gggtgcagag 18 0 

cccatcctca ccaggcccca ccctctcggt gccaaggcgg gtgggtgccc gggggagaag 240 

atggatggac gacagttctg tgatgagatc tgaaatccat' tacggggtga gatcagctcc 300 

ttaaatgggg atttgaaaac attagggctt cattatgtac acaacggcag tgccccattc 360 

atcatgcaaa aatcactccc gttattaaaa atccn 395 
<210> 145 <211> 391 <212> DNA .:213> Homo sapien 

cgttgctgtc ggttcccctc cacagactgt tccccagcca gaagcacctg gtaagcctct 60 

gcaagtcctc agaactagaa agattagaaa gagagagaga gaacacatgt ggatgatacc 120 

acagtcagtg agaagggact ccaagctcac gcctctgggg gatggcctca ttgccatctc 18O 

tggatccaga gggcaaatta ttagcagttc tattcagaaa aagggctaga gagcaggggc 240 

aagaaatcat gcttgcagtt gctcttgagg gcagatgtat tagtttgcta gggctgtcat 300 

aagagagtad tgcagattgg gtgacttaag cgacagaaat ttcttttctt acaattttgg 360 

aggctagaag tccaagctca aggtatcaga a 391 
<210> 146 <211> 403 <212> DNA <213> Homo sapien 

catcacctgt ggctgcactg ttatgcttca tagtcacagg cacgtagcta cggctgggct 60 

gggagcgtgt gtgtgcactg taagaaggag ctgatgatac tggcgacgtg ctggggttcg 120 

ctcatgtgga cacagtgatt gcctgggact tccacaaact ggaactgctg gagaggggag I8O 

ggggtgggta gtgaggtgtn nccanangag cctagggagc tccatgggcc ccggggtcag 240 

ggccctccca cagcattcca gctccctgca ggtcaggagc gcctcccaca gtgagtttcc 300 

cGcacactcg gctccttgga gccccgacag tccatagcac cccaggagat gtctaacctt 360 

atggacttgg aggcctccca ggggtctagg ccagctgagt tgn 403 
<210> 147 <21i> 391 <212> DNA <2i3> Homo sapien 

ggcacgaggc gaggtcagcc tcaaactacc ggaatatata tgtcccagat gtgaatcagg 60 

ctttattgaa gaagtgacag atgattccag ttttttaggt ggtggcggca gtcggataga 120 

caataccaca acaacacatt ttgcagagct ttggggccat ttggatcaca cgatgttttt 180 

tcaagatttt agaccctttc taagtagcag tccactggac caagataata gagccaatga 240 

aaggggtcac cagactcaca ctgacttctg gggagcaaga cctccacggt tgccattggg 300 

tcggagatac agatctcgag gaagttctcg tcctgacaga tctccagcta ttgaaggaat 360 

actacaacac atctttgcag gattctttgc g 391 
<210> 148 <211> 390 <212> DNA * <213> Homo sapien 

cgttgctgtc gggcgtggtg gcgggcgctt gtagtcccag ctactcggga ggctgaggta 60 

ggagaatggc ttgaacccag gaggcggagc ttgcagtgag ccgagattgc accactgcac 120 

tccagcctgg gcgacagagc aagactccgt ctcaaaaaaa aaaaaaaaag gggaaggggt 180 

gttaaaaaaa aaacctggcc caagccaaaa aatttttaaa gggggcttcc ccgggtgggg 240 

gaaaacttaa gcccaaaaac cttttttttg ttaaaggccc tccaaaacat ttggaaaaaa 300 

ttattggttc gggccaaaat cctaagcccg gtttttttaa gcaggggaaa catatccgga 360 

accaggggtg cacagaaaaa atttttttga 3 90 
<210> 149 <211> 389 <212> DNA <2X3> Homo sapien 
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ggcacgagat gtcgttgagc aacctcccca gcggtcagac tttcctttgg cagccccaga 60 

aaacgctagt accggtccag cccatgccag gggacgaact gcagtagaaa ctgacttgac 120 

Cttt-gggctg actcctaaca gaccttcact ttctgcacgt agctctgaag ctcccgaaga 180 

gagatccggt agaagactgg cagacagtga gtccctgggc catggagccc agagaaatac 240 

agatttggaa agggaagatt caataagcag aggaaggagg tcaccaagca agccggactt 300 

cctccacaaa aagcctgccc tctgagagca acctccaagt cgtctgtgcc tgagacgtga 360 

aacaccccat tttatgatgt aacccaaca 389 
<2i0> 150 <211> 398 <212> DNA <ai3> Homo sapien 

ggcacgagga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 60 

gagagagaga gagagagagt ctttaacgct ctggggtcta cacatataca gccacacata 120 

cttagacaca ttgatgagtg ggcggacact ccttagcttg cgtagagaga aacgggttct ISO 

ttatgagaaa cgtgtgtaat tctctctctg tataggccta tcataattgg agaaacatat 24 0 

gtgtatcacc gcccgcgcac attttttata ttattgcttt tctgaggggg gtgtgacgtg 300 

agtntcatta cacatcgagg acccatgcag gactcactac attgtataac agctatgatc 360 

tatagtgctc aaaatgttga agtatcttag agtttaat 398 
<210> 151 <211> 395 <212> DNA <213> Homo sapien 

cgttgctgte ggccagactc catagacacg gagaagatca aactggagct gcgttcatag 60 

gctggcacCc tcaatcctac atcaggtgcc accaccacca gactcaggct ctggtgtaag 120 

aagcggccaa gtgcctggac ccagaggctt tgcaggacag tgttctcagg agctgggcct 180 

gaggcttagg agagctgcct tcgctgcagg aaatcaggga ttatccctta acagaagtgt 240 

ctggagtagt tttcaggtat aggaatgaga tgcctcgtgg tgaaaggatc tcaccctggg 300 

aagatgtggt gccccctcca gggctctgga ggatggatgc ctcccccagg ggctctccaa 360 

gctgggcatt tgggcctggt ggatgccaac ctgga 39S 
<210> 152 <211> 395 <212> DNA <213> Homo sapien 

cgttgctgte ggtcttggcc tcccgaagtg ctgggattcc aggcgtgagc cactgcggcc 60 

agcacatttc cacttttaga tcctactcca taccacaggt ttcatttaag aagaaagagc 120 
tagataaatg tgctcttctg gttaccccac cctgacagag tgcattttta cacggctagc " 180 

aggggttgag actgcagcct ggcctgccag ccattggagg tgtttaagga agggcagata 240 

atgtgactct tcgcggggtg ccatctgctt acccattagc gagcagaggg ggtttctgcg 300 

ggtgaccccc agcatatttc taggttactt atgggcagat ttgtaagtga caaaactcca 360 

gctgatgctg ggaatgggga gagggccctt gaggg 395 
<210> 153 <ail> 402 <212> IMIA <2l3> Homo sapien 

ggcacgagga gagagagaga gagttatgat atagagagag agagagagag agagagagag 60 

agagagagag agagagagag agagagagag agagatagag agagagagag agagagagag 120 

agagagagag agagagacag agagagagag agagagagag agagagagag actttttttt 180 

tttctttctt cttttcctcc agctcaagga cattctctcc ctgttctaca gctactgttt 240 

ctctggactc ttctcatctc ctccccgcgt tctttttttc tccatggcgg ccccctcccc 300 

tcctctttga tctttccttg cctggacctc tcccacgacc cgcttccttt tctctcccta 360 

ttccttctcc atccgccttt tcctttccct tccttgcgtg gg 402 
<210> 154 <211> 384 <212> DNA <213> Homo sapien 

ggcacgagat ggcagcacaa agaaagccca caatctgaaa actccagtct cctctaacac 60 

tggctttgtt ttaaatcaag atgggaagag atacatgagg ggtgggaggg aagatatgcc 120 

ggctgccctt tcttatctca gtgacgtaca tgcctcggga ttataggcac gcggatcact 180 

gaacctcttt tttgtcattc ttcctatgac atttgcggca gaacttttta gttgattctg 240 

ttcacatgaa atgtgacaag catttttaca ccatgagaca gctgactacc cacatgccac 300 

acccattgta tgtgtcatca gccagccccg taactgcacc cataggggtg cagctgcagg 360 

ggagctgtgc ctttctcctc tcct 384 
<210> 155 <211> 383 <212> DNA <213> Homo sapien 

ggcacgagaa cagactacaa gccctgccag gagcagagta agggaaacag aggagaaaag 60 

tgtttttagt ctgtgcctga atgtatttac atctgtttgt agcccaaaag ccaaaagcgt 120 

acatacgctt ggcttttctg tagctatgtt tatggcttta cagcagatct tatggagctg 180 

caattacttt gatcatgagg gactgacgct agtggattta cttcaccaaa tggaactcac 240 

tttgtggctt ctgaagaagg gacctttgtg gactgtcatg gagtagttaa gagcgcaggc 300 

tctgatttag tgatcagagt ctgcattgtc aggaatggga caaaaggaag tatgtgggct 360 

ttgataggat gccttgagag aat 383 
<210> 156 <211> 398 <212> DNA <2l3> Homo sapien 
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ggcacgaggg ggcgcgggcg cccccgcact agtcggaaaa aaccgagagg ttcctcttct 60 

cagggctgag tcaccagcac gcaggagaag agggcgaagc ggccacccgc gtcctgtgtt 120 

cggagtcagg acgagaagca ttgggcggga gcagggcgag gggctcgagt tgggtctgca 180 

gcgggcacag gacctagtct tgtacagtta acggtggggt tgagtaaaga agggggccgg 240 

tggggaggat gaaagctccc tttatttctt tccccagcga ccaggaggaa gctttcgttg 300 

aattgagcgc cccttgcttc gatagcaggc cgaagaggga gctcattggc agccgttgct 360 
aagaagtcga gatcttctag aaacgtacga accgagga 

<210> 157 <2ii> 391 <212> DHA <213> Homo sapien 

cgaattcggc acgaggagta tggaccgtgt gctcccaggc tcctgacata gggtcatgaa 

ttagggccga gtgggagcnn ggagcccctc ccagccaccc ggcagcagaa gcagcccgge 120 

ttttggagga cattgtctcc tggagcagtg tcagtcccaa aaggtaactc agccctgctc 180 

ctctcggctc agggutgaca gtgacctgng aatgacttct acaacgtaat tacgaattca 240 

ctcagtttta gaatatattc agtagcctca gaagcgctaa ttcatacccc catgaaaagc 300 

aaatctacta cctagagtac aggacttgga tacaggnctt tttggcttta ctcttaatgg 360 

atntaggcaa aaaacctgtt tcccaaggtg c ,9, 
<210>158 <211>39i <212>DNA <213> Homo sapien 

ttcgaattcg gcacgagggg acccggccca gaagccgagg gactctctag gccgccgggc 60 

gctggtcgtc agcgccgagg ctgggctgag gcgccgcggt accatgaggc gccgcagtgg 120 

ctgaccgagg agccaaatac aaagaaatfca aagaagacct gggtcgagag aaataactga 18O 

agccatgaaa gcatatttct tcaatttcag tagagagagg agctgctgga ggaaaaggaa 240 
ccagaaaaat ggtacttaag agattatggc atcagaaacc cacaatgtta aaaaacggaa 
ccttcgtaat aagattgagg atcatttcat tgatcttcct agaaaaaaga tctccaattt 
cactaataag aacatgaagg aggttaagaa g 



398 
60 



300 

360 

<210> 159 <211> 389 <212> DNA <.911. h 



. ^ <212> DNA <213> HOmo sapien 

attcggcacg agaagaaaat agaaacccag aaaacaaaac aaaataaaac aaaaccatca so 

gaactgtgag tggaaactaa ggtgatgattc tgggagcaat acactaaaat cttgtgtcga 120 

gacctatatg aaggctggca gtggagetaa acctggacat gctgaagaca agggagctga lao 

accagggctc ctacatgaag cagggataac tgatggcagt aaatgtggtc tcaaatcgca 240 

gacggcctgg aggaaaattt cccaaatcca gagcctcagg attcccaaag accctccaaa 300 

tatgagctca caatGaaaga tcagagacgc tgaagaataa aaaacacctt aagtggoagc 360 
atanaaaaca gctaatttat gaccccaag 

<210> 160 <2ll> 384 <212> DNA <213> Homo sapien 

ggcacgagaa gaaaatagaa acccagaaaa caaaacaaaa tacaacaaaa ccaccagaac 60 

tgtgagtgga aactaaggcg atgatctggg agcaatacac taaaatcttg tgtcgagacc 120 

tatatgaagg ctggcagtgg agctaaacct ggacatgctg aagacaaggg agccgaacca I8O 

gggctcctac atgaagcagg gataactgat ggcagtaaat gtggtctcaa attgcagatg 240 

gtctggagga aaatttacca aatttagagc ctcaggattc ccaaagatcc tccaaatatg 3Q0 

agctcacaat caaagatcag agacgttgaa aaataaaaaa caccttaagt gggcagcata 360 
aaaaacagct aatttagaac ccca 

<210> 161 <2ll> 394 <212> DNA ' <213> Homo sapien 

cgCtgctgEc gggctgccca caggtctgca ggcactcggt acgccgctaa cgcggcgagg 60 

Cagctcggtg cgtctcgcgg taccagtgcg" aatcatcggg ctatccaggt ccgagatcct 120 

agtctcctgt cggctctgag gaggatggat ccttctgcgg atacatggga ccccctctca I8O 

Gctttaatat cattatggat aaacaggttt Cacatttatt tgggctttgc tgttagcatt 240 

agcctttgga cttgtgtcca gactgtcatq aagacgcagg gcaagaactt acacgaaaaa 300 

tctgttccaa aagcagctca ggatttgatg acaaatggtt atgtctccct tcaagagaaa 360 

gacatctttg tgtctggagt gaagattttt tatg ,9. 
<210> 162 <2ii> 393 ^2I2> DNA <213> Homo sapien 

ttcgaattcg gcacgaggag cctgtggctc cccctgcggg ctgctcagcg gcgcgcacag 60 

cccaaccaca cacctgcagg cccgcctggc ccttccagca acccCgttag taacggcaaa 120 

gaaacccgga ggagcagcaa gagatagcag tattttagcc actgaacttc agtogagggt ISO 

ggtgagcagc gtccttatcc accctaatct catactccct cattgtccag ctgaactacc 240 

tgtcccctgg gagtcaggac cctctggctg ctctctttcc tctttagaaa tggcaagtac 300 

ttgcctggcg cagtggctca cgcttgaatc ccagcacttt gggaagccga aggcqcggat 360 
cacccgaggc ggaagtcagg accgctcgac aan - 
<210> 163 <21I> 398 <212> DNA <213> Homo sapien 
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ggcacgagga aagaaggacc agccccttga ccgttctggc tggggaattg tccacgagga 60 

agcctctgca cttccacaca tggcacagtt ctgcctgtga cctgccgcGt aagcttcacc 120 

ggaatccagg ttttgagact gagatgcgtg ttcgtattcc cccacttatc tgtcttgtca iso 

gctggccgac ttctccgtga ttggtttttt aagtgccggg tgaattttgg acccctggat 240 

gtgcagcaag tctttatgca ataagccttc ctttcaggtc tctaaaagct cctgctctga 300 

tctgtggttt aacactgtgc agggctgtgg agctctgaga gacctgaacc ccCacccatc 360 

ccctgcacct ccctactctc cctgccgagg cgtccatt 398 
<210> 164 <211> 388 <212> DNA <213> Homo sapien 

ggcacgaggt gaagacaaga aaggggcact attttaacac aaccttttcc cgtgatcacc 60 

accgaaaatt actgacgagt caatcacctc agatctctca agcagtccag cctacgcaac 120 

agtactccac ctctgcgcct gtgcggggag ggtaaggcgg ggccagcaac ttcctcagct 180 

ggagggagag cgcacggtgg agccgccagt tgagaaggac tctgatccgg ctcagccttc 240 

caatcagctg cggaaggagc cacgctttcg ggggttgcaa gatggcggcc accagtggaa 300 

ctgatgagcc ggtttccggg gagtcggcgt ctgtggcaca tgcgctttct ctcccagcag 360 

agtcgtatgg caacgatcct gacattga 38q 
<210> 165 <21l> 386 <:212> DNA <213> Homo sapien 

gattcgaatt cggcacgagg aagcacctgg aaaagagtaa gaaaaattag aacgcaagtt 60 

tttcatgctc tctgatttcc ttaaggcagt agtaaccaaa cttcaaggga gacacctaaa 120 

tagcaaaagt ccccaaatgc tgagtgttct agagctcaaa caagccatga gacaccagcc 180 

agcagttatt cgtgtacact actcctggcc acagcctgca agcacactag cactgtgaag 240 

gtcggtggtc actcagcaca gtgtttccag aacagcaact ctgctgtgca acttgggcta 300 

cgtcatctca ggctacaatt gccatcctga ggcgaggcct gacgatcaca cagaactcaa 360 

ggcagcaatg atcattcatt ctctta 305 
<210> 166 <211> 394 <212> DNA <213> Homo sapien 

attcgaattc ggcacgaggc caccccgtgg gcggcggggg cacagacact acacccgtca 60 

ggcctgttaa atttccaagc ctccccagaa gcqcagcctc tcctgccaat tctggaaact 120 

tcaaccaccc gcctcattGa tcgggcggct ccagtgggat aggtgtgagc cggcacggtg IBO 

gggagctgct taaccgctca ggtggcagca tagacaatgc cttgtcccaa atcgctgccc 240 

agaggaaaaa agcagccgga ttattggagc agaaacccag Gcatcggtca agccctggtg 300 

ggccagcacc ggggtccagc ccgtctgagc E£ccagccct ccctgcaggt gcagcgctcc 360 
tgttggcaag aaattgagac cagcaaaagc ctan .394 
<210> 167 <211> 395 <212> DNA <213> Homo sapien 

ttcgaattcg gcacgagatt gggtaccggg ccgggggcct gcaggacagc gacaccgagg 60 

atgagtgttg gtcagatact gaggcagtcc cccgggcgcc agcccggccc cgagagaagc 120 

ccctaatccg cagccagagG ctgcgtgtgg tcaagaggaa gccaccggtg cgggagggca ISO 

cctcgcgctc cctgaaggtt cggacgagga aaaagactgt gccctcagac gtggacagct 240 

agggtctgct gcatctgccc ccttcttacc tcgtgccctg cagggctcca gggctatttg 300 

gagggacctt gggctgcaca tccggcctgc ctgcaccagc tgcctgggcc ccaccctcct 36 o 

gactcctgct gatggttaaa ggccgggagc agatg 395 
<210> 168 <211> 386 <212> DNA <213> Homo sapien 

cgttgctgtc gggagcggcc acgagggctc cagagagagc catgtggagg gacGtaggcc 60 

agcagctgac ccagggctgg tgactccaag atcatgactg ccccagagag gatgtcagag 120 

gcaggagggc cgatggcagt tccacagatg gcctcagagc acctgctctg ggccagggcc 180 

ccGcaccggg tgctgagcag agagtggtga acaggcccgg goagcaagct caaccctgcc 240 

tgcacgtggg gctctatcag ctgctgacct caggcctacc ccacaccagc tacatcaaaa 300 

tctttgtagg tggaacctag ccttgaaaac ctttgtctat ttttattttg tttgagaogg 360 

agtctcgccc tgtcatccag gctgga 33g 
<210> 169 c21i> 383 <212> DNA <213> Homo sapien 

ggcacgaggg cgaaagatgc cgaagggtgg cgcagagaag tcacctggaa tgtggctcag 60 

agaaccacgc aatgccctgg ggtctGCcta ccccgtgcag gtcagtgagg gcacccgccc 120 

atgcaacccc aggggccagc cacgtcgggc cacatgtgct ggggctgtgt gtgccagaga 180 

acgggctgtg agtccctgtc tcagctggct ctcgtgtggg actcctgagc caggaagoct 240 

ccggctaagg aagccccgcc ttagcctgga gacgaccctc acgtccgtcG ctcacgtctg 300 

tccctcggca agtgctcctc actgtggaga gggcagctgc tgacctgcag caagccaggc 360 

ggcggatcaa gatttgtgcc aag 383 
<210> 170 <211> 396 <212> DNA <213> Homo sapien 
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attcggcacg agtggaggcc ccggagaccc caggagagcc accactctct cctgggttct 60 

gaacacagcc caggcgggaa caatgctgcc cctcatgatg aagcggcctg tgtggcttga 120 

gcgccccata gtccccagtc agagcagagt ggtgtcccca gatgacctca gaccccatag iso 

ctgggcaaga tgcgcttgtt ctggactctg cgctgagcag aaccagctcc cccaactcct 240 

gcagatagag aactgacctc cgagagctgt aggtgaagtg aggaccaggc agcagcccag 300 

agctgtgagg ccccaggccc agaggaatgg aatgaagaaa gacctgttcc acaGaaggag 360 

gggtcttcta gtggaagctg agcttggaag ctcctg 396 
<210> X71 <2ll> 390 <212> DNA <213> Homo sapien 

ggcacgagga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 60 

gagagagaga gagagagaga gagagagaga gagagagaga gagcgcgccc ctggcacact 120 

ctctctctct acacactctg tctgtgcgcg ctccacactc tatataccgc acacacgctc 180 

agagtgtctc cgcgcgcgcg cgcgccaaga cactctagtg cgcgcgcatt tgtgcgccct 240 

ctctctcccc ccccacgcgc gcgccacaaa actctctttt tggcgctctc cggcacacac 300 

actctctcct ctatgcgcac tctctctctg agtetctctc tcttatatat acccgcgcga 360 

tacatatctg tgtgcgagac tctgtgtgcg 390 
<210> 172 <211> 399 <212> DNA <213> Homo sapien 

ggcacgagct accctccacg ggagacgaag aggtgtttgt ttccggctcc accccacctc 60 

ccagctgtgc cgtgcggagc tgcctctctg ccagtgccct ccaggctctg acccagtctc 120 

cgctgctgtt ccaggggaaa acaccttcet ctcagagcaa agaccccaga gatgaggatg 180 

tggatgttct tccctccact gtagaagact ctcctttcag tcgcgctttc tccaggaggc 240 

gccccatcag cagaacttat acacggaaga agctcatggg aacctggctg gaggacttat 300 

agccacaaac attactgagc ccaaaagatc aaggagtcag ccaggaccct gtggacataa 360 

agaagttgga tgcctggtcc caagcctctt ttgccatgg 399 
<210> 173 <2H> 396 <212> DNA <2i3> Homo sapien 

gaattcggca cgagcccagt ggtgccaggg cagagtcccc ctccctgacc tgacttgtgc 60 

acctcgtcac ccaccgccag cagtgtcccc ccacaacagg cttgctcagt acagcaccca 120 

acccaagtcc ccagcaccca caccccagtg agtttcctgt gccctatagg ctcagctgct lao 

tctcgtcctc cccccacttg ggatccttgg aacagggagt ggttcccatt taggtccctg 240 

aggtaccaag cacaggcttt gctcttagca gccgccactc cagtgatgaa gccgttagca 300 

gactggcccc tgcagagctc tgcggggagg tgectggctt ctccggcctc caccctggcc 360 

cagagctgcG tcctgagcag cggatcccaa cctgcg 396 
<210> 174 <211> 383 <212> DNA <213> Homo sapien 

ggcacgagcc caggfcctccc atgagaaact tgtttaccct cttagatacc cttgagtctc 60 

ttgtctgtgt ctggtgtatt tatttattta gcctaccaag atagccactc ttcaggagag 120 

ttctgaattt ggaaagaagt taggatcagg tgtgttggtc aagtgagaca cagaggaggc . 180 

cactcaacaa aacccatgaa ataccagaag cagtgagttc ctcgcaggtc cagagagaag 240 

agggcagcac gctggactgg gggagccgtc aggacccttg tgctcgccag caggtgggga 300 

gcaagagaga tggagtgtgg gccctgagag ctgaagccrtt tatggggtcc aggccaccac 360 

cccagcaggt teecaagaag ttg 383 
<210> 175 <211> 386. <212> DNA <:213> Homo sapien 

ggcacgaggg caagagattc tccactgcta tgggcctcac aagagccgga tgggggttgc 60 

cgaaaggcag cagaagctga ggtctcagta tttctttgac tgcgcctgtc cagcttgtca 120 

aactgaggca cacaggatgg ctgcagggcc caggtgggaa gcatcctgtt gcaacagttg 180 

cggagcgccc atgcagggag atgacgtgct gcgctgtggc agcagatctt gtgcagaatc 240 

cgccgccagc agggaccacc tggtctctcg gttacaggac ctacagcagc aggtcagagt 300 

ggcccagaag cttctcagag atggtgaact aaagcgagct gttcagcggc tgtcggggtg 360 
ccagcgtgac gccgagagct tcctgt , 396 
<210> 176 <211> 383 <2l2> DMA <213> Homo sapien 

catcgatccg aattcggcac gagtgacaat gttgtcctGG tgttcatctg tgcaccactt 60 

gacagactgt agottctctt gctctcgacc ggccctgcat tctcccgcac cccccctagc 120 

tctgaaatca actctcCCcg gtcgtatcca ccttgcaccc gcaagtcaag ccgccccttg 18O 

tagaaaaatc cctccacctt ccgttccccg ccaggtcaac cccactgtag acaggaaagc 240 

caggccagga gagtccgaat gagaatttat tgtgaatcga ttcccaagct cccttccggg 300 

acaagtggtc tgggacaggg aggagcaacg gccccagcgc gcaacgctct gcgcgttcct 360 

cccgaatccc gtcgcttctc gac 383 
<210> 177 <2ll> 393 <212> DNA <2l3> Homo sapien 
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cgatccgaat tcggcacgag ctggagaaga ccagtaagat ctcggacctt accagcagca 60 

tcacgcagga ctaccacctg gatgagcagg atgctgaggg ccgcctggta cgcggcatca 120 

ttcgcactag tacccgaaag agccgtgctc gcccacagac ctcggagggt cgttcaactc 180 

gggctgctgc cccaaccgct gctgcccctg acagtggcca tgagaccatg gtgggctcag 240 

gtctcagcca ggatgagctg acagtgcaga tctcccagga gacgactgca gatgccatcg 300 

cccggaagct gaggccttat ggagctccag ggcacccagc aagccatgac tcatnctttc 360 

aggggcaccg acacagactc gtcggggcac cct 393 
<210> X78 <211> 386 <212> DNA <r2l3> Homo sapien 

ggcacgaggg gaaagcaaga acagcactgc cgggctggag acggcgggag ccgctgctct 60 

ccggctgagg gaatcagaga cagctccgtc cctagtggag cgcaggggag gcagaagtca 120 

tgacaggcga ggtggatcct gaggttcacc tagaaatcaa tgaGccaaac gtcacttcac 180 

aagaggaagc agatagtcct tcagatagcg gacagggcag ctatgaaaca attggaccct 240 

tgagtgaagg agattcagat gaagagatat ttgtaagtaa gaagttgaaa aacaggaagg 300 

ttctacaaga cagtgattcc gaaacagagg acacaaatgc ctctccagag aaaactacct 360 

atgacagtgc cgaggaggaa aataan 38$ 
<210> 179 <211> 387 <212> DNA <213> Homo sapien 

cgttgctgtc ggacggaagc tctgcctgtg cgaccgccgc ccacccgagc ctatctgggc 60 

tgcgtcttGC cgccgctgct cttcgtggcc caacgcccca atccttgcgt gtgcttgcag 120 

tcccacGcca cactcagcct tgtgtccctc gatccagtct ccgacttcca tttcccaccc 180 

taaaccgcct acccggtgtc tgttccccgc ccggttgtcc tcgccctgct gcgctgagtg 240 

tcccctgtta gcctcgaccc catggcgctg cagacgctgc agagctcgcg ggtgacctcc 300 

cgcaagatcc tgtctcactt ccccgaggag ctgagtctgg ctttcgtcta cggccccggg 360 

gtgtaccgcc aggcagggcc gagttcn 387 
<210> 180 <211> 398 <212> DNA <213> Homo sapien 

ggcacgagag agccaagatg gcaccactgt actccagcct gggcaacgag cgaaatgtcg 60 

tctcaaaaaa aagaaaggta ccggttactg agggagacat caccgtggag acctgaaggc 120 

cgatgacaga actcgaccac agggcgccgg gcagagggca cagtttggac tcgatacacc X80 

Gcagggacac agccccggag aatggatccc accagctcca gcattgctgc cccctctgct 240 

ttctccttct tttggggctc tgctagtccc gagccttccc aggtcccctc tttcctgtct 300 

ctaacaagtg tgaagctgag ccaggacctg ggagaggcag gtcctcgagc ccaagcagag 360 

cccgaggttg ggcgcaaggn agaagaaggg gttcaaag 398 
<210> 181 <21l> 384 <212> DNA <213> Homo sapien 

ggcacgagag cacccaccag tacccagggt atccagccgg cccccattgg gaccccaggg 60 

atacagcctg caccacttgg cacacaggga attcactcag caaccccaat caacacacaa 120 

gggcttcagc ctgcacctaC gggtactcag cagcctcagc ctgaaggaaa gacttcagca 180 

gtggtgctgg cagatggagc cacaattgtg gccaacccta ttagcaatcc attcagtgct 240 

gctccagcag caacaaccgt ggtgcagacc cacagccaga gtgctagcac caacgctccc 300 

gcccagggct catcgccacg gccaagcaca ctccggaaga aacctgccac agatggaatg 360 

gcagttcgga aaaccctcat tcct 384 
<210> 182 <211> 390 <2l2> DNA <213> Homo sapien 

ggcacgaggc tgcctcagcc cagtttgtgt ctcggctgct ccctgtgctg ttgagcaccg 60 

cccaagaggc agaccccgag gtgcgaagca atgccatctt cgggatgggc gtgctggcag 12O 

agcatggggg ccaccctgcc caggaacact tccccaagct gctggggctc ctttttcccc 180 

tcctggcgcg ggagcgacat gatcgtgtcc gtgacaacat ctgtggggca cttgcccgcc 240 

tgttgatggc cagtcccacc aggaaaccag agccccaggt gctggctgcc ctactgcatg 300 

ccctgccact gaaggaggac ttggaggagt gggtcaccat tgggcgcctc ttcagcttcc 360 

tgtaccagag cagccctgac caggttatag 390 
<210> 183 <211> 397 <212> DNA <213> Homo sapien 

tcgattcgaa ttcggcacga gaagacattg aatccattag aaactttgca gctgaccatt 60 

Ctaatcagga aatcttacct gtattcccta acgccaatag aaactggaac tctccagttg 120 

ctaatttcat aatggagtca caaagactgg aattaatcag actaatggag acccaagagg 180 

aagatgtggt cctactaact gctggagagc acaataaagc atgctctttg ttaggaaaat 240 

cacgactgga atgtgctgac cttccagaaa caagaggagt ggtgctccgt gaccccactc 300 

tgttctcttt cccttgggtg gtagatttcc cactcttcct gcccaaggag gaaaatccca 360 

gagagccgga atcggcccac cacccattta ctgctcn 397 
<210> 184 <211> 398 <212> DNA <213> Homo sapien 



wo 01/02568 



27 



PCT/USOO/18374 



ggcacgagcc ttactgtacc cggtctaggt agactcctac gggaaatgcc tgcagaatcg 60 

ggagctgcct accgcgcggc tacaggacac agccacggcc accaccgagg atccagagct 120 

cttggctttc ttgtcccgcc ataagttcca cttggccctg gaaaatgcca tctgtaacga 180 

ctacatgaca gaaaaactgc ggcgtcccat gcacctgggc gctgtgcccg tgtaccgcgg 240 

ttctGGGtcc gtgagggact ggatgccgaa caatcactcc gtcatcctga ttgatgattt 300 

cgagtctcct cagaagctgg cagagtttac tgacCttcct gacaagaacg atgaggagta 360 

tatgaaatac Gtggcataca agcaacctgg gggcatcg 398 
<210> 18S <2ll> 38S <212> DNA <213> Homo sapien 

cgttgctgtc gcggccggaa ttcttcccgg gattcctggg ccgagagcgg gtggctgagc 60 

cgggacctcg cgtgattGtc ggaacccgag gagaagcggc gtccggggct atggccgtga 120 

ctctggacaa agacgcttat tatcggcgag tgaagagact gtacagcaat tggcggaaag 180 

gagaagatga gtatgccaac gttgatgcca ttgttgtatc agagggtgtt gatgaagaaa 240 

ttgtttatgc caaatcaact gccttacaga catggccctt tggtcatgaa ctaaGtgata 300 

ctatGatggt cttttgtgat gacacaatca tctttatggc cagcacgaaa aaaggggggt 360 

tcttgaaaca gaatgccaca ctaag 385 
<210> 186 <211> 398 <212> DMA <213> Homo sapien 

cgagcccaag cct cage tec taaactcagg ggcatatcct caaaaacctc ttagaaatca 60 

gggagtggtg aggacactgt ccagctctgc ccaagaggac atcatccggt ggcttaaaga 120 

ggagcagcta ccacttcgag cgggctacca gaaaacctca gacaccatag ccccctgggt 180 

ccatggaatt ctcacactca agaaagcaaa tgaacttctt ctgagcacag gcatgcccgg 240 

cagttttctc atccgagtca gtgaaaagat caaaggctat gccctgtcct atctgtcgga 300 

ggacggctga aacattttct catcgatgcc tctgcagacg Cctacagctc cctgggcgtg 360 

gaccagctac agcacgccac cttggcggat ttggtgga 398 
<210> 187 <2il> 386 <212> DNA <213> Homo sapien 

ggcacgagga gaaagcctgc tgtgtctggc ttgttcagca gggtattatg aattagcaca 60 

agtattgctt gctatgcatg ctaatgctga agatcgaggg aataaaggag acataactcc 120 

cctgatggca gcttccagtg gaggttactt agatattgtg aaattattac ttcttcatga 180 

tgctgatgtc aactcccagt ctgcaacagg aaacactgcg ctaacttacg catgtgctgg 240 

aggatttgtt gacattgtta aagtgctcct taatgaaggt gcaaatatag aagatcataa 300 

tgaaaatgga catactccct taatggaagc agccagtgca ggtcatgtgg aagttgcaag 360 

agttctttta gatcatggtg caggcn ■ 386 
<210> 188 <211> 385 <212> DNA <2l3> Homo sapien 

ggcacgaggg atggacttcg tgtagatctg ctgacgatca cttcctgcca tgggcttcga 60 

gaagatcgag agccccgtct agagcagcta tttcctgata ccagcacccc tcgaccattc 120 

cgtttcgcag gcaagaggat attcttctta agcagtagag tacacccagg ggagactcca 180 

tctagctttg tcttcaatgg ctttctggac ctcatcctcc gacctgatga tccccgggcc 240 

caaaccctCG gtcgcctctt cgtctttaag ctgattccca tgttgaaccc cgatggfcgtg 300 

gtccggggaq actaccgcac agactcacgt ggagtgaatc tgaaccgtca gtacctgaag 360 

cctgatgccg tcctgcaccc ggcca .385 
<210> 189 <211> 402 <:212> DNA <213>' Homo Sapien 

ggcacgagct gagaaaatca tagagatcct ggagagcggg catttgcgga agctggacca 60 

tatcagtgag agcgtgcctg tcttggagct cttctccaac atctggggag ctgggaccaa 120 

gactgcccag atgtggtacc aacagggctt ccgaagtctg gaagacatcc gcagccaggc 180 

etccctgaca acccagcagg ccatcggcct gaagcattac agtgacttcc tggaacgtat 24 0 

gcccagggag gaggctacag agattgagca gacagtccag aaagcagccc aggcctttaa 300 

GtGcgggctg ctgtgtgtgg catgtggttc acaccgacgg ggaaaggcga cctgtggtga 360 

tgtcgacgtg ctcatcactc acccagatgg ccggtcccac eg 402 
<210> 190 <211> 383 <212> DNA <213> Homo sapien 

ggcacgagcc tgttcgggct cttgtcattt tctcgctctg tggcactgtt cagaggatat 60 

eacgggccce ttgatttgta tccagaattt taccgaattg ctacagaccc aaccatccac 120 

actgtcccag aaggcagacc tgtgaatgtc tgtgtgggaa aagagtggta tcgacttccc 180 

agcagcttcc ttcttcctga caattggcag cttcagttca ttccatcaga gttcagaggt 240 

cagttaccaa aaccttttgc agaaggacct ctggccaccc ggactgtccc tactgacacg 300 

aatgaccaga atctagaaga gccatccaga tatattgata tcagtaaatg ccattattta 360 

gtggatttgg acaccafcgag agn 383 
<210> 191 <211> 393 <;212> DNA <213> Homo sapien 
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cggcacgagg tccgctggga gaccagcctg cagctgatca tggacgtcct cctcagcaat 60 

gggagcGctg gggctggccc ggcaacaccc ccctaccGcc acctccccgt cctagccagc 120 

aacatggatc ccctgtggat ggctgaagcc aagatgccca ggtttggaca tggcaccttt i80 

ctgctgtgcc cggaaaccat ttaccagaaa gtgacgggca aggagctgag atacgagggc 240 

ctgatgggca aacccagcac cctcacttac cagtatgccg aggacccgat caggcgacag 300 

gcggagaggc ggngctgtgc cgcccccacc cggaagctct atgctgtggg tgataaccct 360 

atgtctgacg tatacggcgc caacctgttc cac 393 
<2X0> 192 <211> 380 <2i2> DNA <213> Homo sapien 

ggcacgaggt ttatagacta cctccttcct ggaaaagtct cagcttcata ttctgttgaa 60 

tatatgcaga attcttagtg tgaaaggtga tgtacGactt cagatcagtt ttcactggag 120 

agacttgtaa ttggtagctg tagctcgtat ccatccctag tcactttgcc aggatgaatg 180 

ctgttgggca gcagtagcct aagttacgga aggggagcag attgaatggg gttttgagac 240 

atcttctGtg ataccttagc tttccttctg ctctggccgc tatccactca gtcgtgtgct 300 

agaaatgttt aacaaccagg atctctgggg tgggggtggg ggggagcgct gaatttgtag 360 

catttgctgc aaatataaat 380 
<210> 193 <211> 371 <212> DNA <2l3> Homo sapien 

ggcacgaggg ctcaagaccg atgcccttca cgGtgggccg ctcgtgggcg ggtcttaccc 60 

ggcataccgc ggaaacggcg cgtcccgcca gctgcggctc cagcctggga gggagcgcag 120 

cgcggggagc ctgcttcgtc tggagagCga ggaaaaggga cattccttgg aaatggacag I8O 

agccgagttc cttaaaggga tcgcagatga aagagaccct ttcctaaatc agcaacgacc 240 

tggcagcctt agttcctcaa caggagatgg ttcgaagatg aaacgtttga aactccgccg 300 

ccgcctcacc tttgcacaca cgcgcacggc aggcccagaa tcgcacagag acgcttacac 360 

tctcccgctc g 371 
<210> 194 <211> 381 <212> DNA <213> Homo sapien 

tacggctgcg agaagacgac agaaggggtg acttaaaaca acaaacattt attacctcac 60 

ctttcctctg ggtcaggaat caagttgtgg cttagctggg tcctctgact ttgggtctct 120 

gacaaggctg cagctcattc aaagctcgac tggaaaagat ccactcccta gctcaaatac ISO 

taatggttgc tggcaggatt gacttcctgc ctctgcctict cataaattct tccaccttca 240 

attccttgcc acatacactt ctccatagag catctcacaa catggcagct ttcttagcaa 300 

gtgagggggc aagagaaggt tccagcaaga gagaggatgc tcataagacc aaagttaaga 360 

gcctttagta acctaatcat a 381 
<210> 195 <211> 380 <212> DNA <213> Homo sapien 

cgttgGtgcc ggttcccctc cacagactgt tcccttgcca gaagcacctg gtaagcctct 60 

gcaagtcctc agaactagaa agattagaaa gagagagaga gaacaoatgi: ggatgatacc 120 

acagtcagtg agaagggact ccaagctcat gcctctgggg gatggcctca ttgccatctc 180 

tggatccaga gggcaaatta ttagcagttc tattcagaaa aagggctaga gagcaggggc 240 

aagaaatcat gcttgcagtt gctcttgagg gcagatgtat tagtttgcta gggctgtcat 300 

aagagagtac tgcagattgg gtgacttaag cgacagaaat ttctttcctt acaattctgg 360 

aggctagaag tcc^agctca 380 
<210> 196 <211> 370 <212> DNA <:213> Homo sapien 

tacggctgcg agaagacgac agaannngtg acttaaaaca acaaacattt attacctcac 60 

cttttctctg ggtcaggaat caagttgtgg cttagctggg tcctctgact ttgggtctct 120 

gacaaggctg cagctcattc aaagctcgac tggaaaagat ccactcccta gctcaaatac 180 

tagtggttgc tggcaggatt gacttcctgc ctctgtttct cataaattct tccaccttca 240 

attccttgcc acatacactt ctccatagag catctcacaa catggcagct ttcttagcaa 300 

gtgagggggc aagagaaggt tccagcaaga gagaggatgc taataagacc aaagttaaga 360 

gtctttagta 370 
<210> 197 <211> 381 <212> DNA <2l3> Homo sapien 

cgattcgaat tcggcacgag gttaaggatt ccaatttaac tttgaaaaga actgtctcat 60 

tcatttacat ttctgttaca gtcagcccag gaggttacag tgagctctcc actaagaatc 120 

tggaagaaat gcatcactag gggttgattc ccaatctgat caactgataa tgggtgagag 180 

agcaggtaag agccaaagtc accttagtgg aaaggttaaa aaccagagcc tggaaaccaa 240 

gatgattgat ttgacaaggt attttagtct agttttatat gaacgttgta tcanggtaac 300 

caactcgatt tgggatgaat cttatggcac caaagactaa gacagtatct tctagaatgc 360 

ttagggaaaa gggcctatgt g 381 
<210> 198 <211> 373 <2l2> DNA <:213> Homo sapien 
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tctacggttg cgagaagacg acagaagggc gggcatggtg gcacacgcct gtaatcccag 60 

gcactcggga ggctgaggca ggagaatggc gtgaacccag gaggtggagc ttgcagtgag 120 

ctgaaatcgc gdcactgcac tccagcctgg gctacagagc gagactccgt ctcanaaaaa i80 

aaaaaaaagg aaaaggaaaa atgggggggc ccggcccggg ggctcattct ttgaattcca 240 

acGctttggg ggggcggggg ggggggaaaa aaagggtagg ggttttaaaa ccacggggcc 300 

cagctgggga aacctttttc ttttttaaaa aaaggagagg aaggagaaaa cctctcttgg 360 

gggcctttca tag 3^3 
<210> 199 c211> 376 <212> DNA <2l3> Homo sapien 

agtgagtttc ttaacaaccc atcagaagaa gcaccaagaa aacctggcat atttcctaaa 60 

acagtgaaaa ataagcccat tccagcctta agagttgtgg aagagaagaa aaagaaaaag 120 

aagaagaaag gccgaatgaa aaaggaagac aatatccaag ccaaagaaga aaacatggac 180 

acaagcaaca ccagcatcag taaaatgaaa agatccagac ccacatctga gggctctgac 240 

attgagtcca ctgaacccca aaagcagtgc tcaaagaaaa agaaaaaacg ggacagagtt 300 

gaagcatcta gcttacctga agtcagaaca gggaagogga agagaagcag ctctgaagat 360 

gcagaatccc tagctc 3^^ 
<210> 200 <211> 377 <212> DNA <213> Homo sapien 

gtgacgagac tttccactgt aatccaacca cctaagttta tcaggtgctc cactgaggaa 6b 

gcctagtttt ttaagcacaa tagcaaaacc atcagctgtg tattttctcc tgttatttca 120 

ttacagcagc tgcctgtggg aactagga^a aattcttcca acatatttta aggcctaaaa 180 

tcttagttcc ccattctcct accttataga ttcacaggcc tttctcgcct aggcatcata 240 

gataaacgta attgttcggg gagttgaatt taatgaactt atctaacttt gtaacccatc 300 

ttggctttag taactttatc aaggtggggg ctttaatgaa tataatggta aacttcacag 360 

gacgctaaag cctcctt 377 
<210> 201 <211> 364 <212> DNA <213> Homo sapien 

ggcacgagga aatacttatc catgagtaca tataacatag atgtccagtt tttcaagtta 60 

caaaaagcag acagccctcc cttttttttt ttttttggaa aagggggtcc gcctgggccc 120 

ccaggggggg caccaggggg ggaaattgaa ctaaagggac cccgcccccc ggggggaaag I80 

gaaatttttg ggcccccccc cccccggacg cgggggcggg aaaacccaag aagcccgggc 240 

cgggcccctg gcccaccagc aggggggaac agggggacat ctggtctaaa aaaaaagaat 300 

ccagggtggc aagaccaaaa aaaaaaaaat tggaccggtc aaaacagggc ataataacgc 360 

gggc 3^^ 

<210> 202 <211> 379 <212> DNA <213> Homo sapien 

ggcacgaggg tctgtggtct tacatgatga gtgccaccct tgccaatttg ccttcttcat 60 

cctcctcacc ccctaagact tcttgattgc ccttggggtc tcaggacatt ctcttttcca 120 

cctcaccgtg aatgccctgg ctcaggaccg acactttcct ttccaaagtc tgctttcagc 180 

taactcttgg aaggaaatct ctcccatgtt tcactcaaag gtataaatgc ctgatgaggc 240 

attacagcaa cttatgctga agttagtttt aggtgttggg catggagatc ctgtcacacc 300 

ttacagggta gctggctgtc tcttcccatc tctcggtcca gtgaacGCtt agaaaacaat 360 

gccaagagtc tcctagttt 379 
<2i0> 203 <211> 379 <212> DNA <213> Homo sapien 

aattcggcac gaggtagaat tgtccctggg tcttaacaac tcatttgtaa ctgatccagg 60 

tctcctccct ctgcttcctc aaacccaggc ttcgctgcct ctgcggagtt cttacctgtc 120 

tctcctttcc acGcgggttc cctggaggaa gctaaactca gaccaaggcc ctgggctccc 160 

caggagttaa aagggaatac gctgtGccaa gattctagaa tgaagagtca acgtagcccg 24 0 

agtggcttaa accccctgtc cttaaatgca agaaatgttt tctatcgagc cctggaGagg 300 

tgtctctgct ggcctggggt tttcaacagg tcatgcctgc ctcagaGGCc agggacaaat 360 

gttcttccag ctctaactc 379 
<210> 204 <211> 373 <212> DNA <213> Homo sapien 

ggcacgagag agagccaggt ccagagacac caagctggca acccaggcag gtgaaggcaa 60 

tccctctccc tacttaaaaa gagaattcct gggggagagg ggaggcaGGt tttgagaggg 120 

aggggggcgg ctagaccgtg ttcaggctgt tctgtctctt ggtCGaggaa tagaaagagt 180 

taaccctcGc ccagaaattt gtcagccccc acaGagcagg gaaacattgt tggaccctct 240 

gacacgctaa cagtgcgaca cqggctgact ggagctagca gattctagac cctggactcc 300 

ccctccaaag cccaacagga ctcggctggg tggtgccttt gttcaggacc ttgtgtgagg 360 

caganatgag age 373 
<2i0> 205 <211> 365 <212> DNA <213> Homo sapien 
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ggcacgaggg ccgtttcaac cttgactggc caaaaataac taataaactt ttttgcttta 60 

agtcaggcaa gtgattttct acatttagca gtttgaaagt ccagtgttaa tgcaatactt 120 

ctagtgagaa atgcttgtta ttaaaagcat gggagtgata gtgcgaaatg gtggtgagtg ISO 

ctcctatcat attactgtag gtacttggac tggtgcaaac ttgaatccct tttcatcccc 240 

ttggtaggag ccatttaaat aatactggta aaaatcaaac atttctctgt ccatgcaata 300 

ggaaatagcc aaatcactta gagttttcac tattatgaga gtatctgctt tatgaagcac 360 

taaat 3g5 
<210> 206 <2X1> 375 <212> DNA <213> Homo sapxen 

ggcacgagat caagggtcca ccatgtgcca gccactgaag tagatataaa tacaaggatg 60 

tgtaaggtat ggatgatggt atacgaactg tcatcctact ggatttgtcc gctctgttaa 120 

agatacggtt ccgaaaactt tttaaagccc tagagagggc tctaaggcaa tgtagcatca 180 

tatatagagg catcaacctg ttcatatctt tctatctaac agaactgcgc acctgggcac 240 

aagggggtgc acaacaggat gtgtacagga gcactgttaa agtggagcac atccatacta 300 

caagatctta tgccactgtt ggaaagaatg aagcgaagct gcacctgggt catgccatga 360 

tctctaagac atatt 375 
<210> 207 <211> 369 <212> DNA <2l3> Homo sapien 

tacggctgcg ataagactac nnnnnncgat ccccaggcta agccattgtt tattctttgt 60 

gaggtgtttg tcttgggaga tatatgcata caatgtggtg ttgctataat gagtgctgag 120 

atttcaaccc tataagagcc atgggctctg gagaactgtg aactgggaca tttctaatgt 180 

gatgaggatt gacaggttgt gtctgatacc atgtgctaac agcctgaaga tattgagaaa 24 0 

aaggaccaca caaaatgaat gaccaatgga cagtggattt gatacacggt cccttgatag 300 

tgacttttga ggtgaaagtc acacagttca gctatctgag gattctggca ggcatcacta 360 

taatcacct 369 
<210> 208 <211> 380 <212> DNA <213> Homo sapien 

ggcacgaggt gaggagtttg aggggtctga agactgaaag agtcgaacgg tttgttggca 60 

ggacccacaa gaatccctta ggatgaagct gagtcttacc aaggtagtta atggctgtcg 120 

cctaggaaaa ataaaaaacc tgggcaaaac aggggaccac accatggata ttccaggctg 180 

ccttctgtat accaagaccg gctccgcccc acacctcacc catcacacgc cgcataatat 240 

ccacggggtt ccLgccatgg ctcagctcac gctgtcatcc ctagcagaac atcacgaagt 300 

cttgacagaa tataaagaag gagctggaaa gttEataggc atgccagaat eactcttgta 360 

ctgctccctg cacgatccag 380 
<210> 209 <211> 368 <212> DNA <213> Homo sapien 

ggcacgaggc tgagggcttc agccaggacc tgggctgtga ccacatcctg gtgatagact 60 

ccgggggctt gataggcggg gccttgacgt cagctgggga cagatttgag ctggaggctt 120 

cGCtggccac tctgctcatg ggactgagca atgtcaccgt gatcagtcta gctgaaacca 180 

aggacattcc agcagctatt ctgcatgcat ctctgaggtt agaaaaaacg gggcacatgc 240 

ccaactaGca gtttgtatac cagaaccttc atgatgtatc tgcccccggc cctaggccca 300 

gagacaagag acagctcctg gatccacctg gtgacccgag cagggctgca gcccagatgg 36Q 

agaaacag 368 
<210> 210 <211> 374 <212> DNA <213> Homo sapien 

tacggctgcg agaagacgac agaagggata cttttaaata atctgtctca cttactgaaa 60 

gaaaccacaa aacgcacaaa atatgaaagc taacacctgc cctccatata tcatcttcct 120 

atgtctccca ccacaaccac aaaactactt ccagagaact aaatttttac tgacaatgga 180 

aatcaaggta aaccctggaa tttttcctat tccattctaa ctttaatggt ttagatgact 240 

acagacatgt tctcacagac cccacatatc tttggatcct cctactaaag gtagggttag 300 

taaatgtccc atccttggga cataattcac tcagttgatt aaaatactgg tcttcgccag 360 

agttggtttg gcag 374 
<210> 211 <211> 377 <212> DNA <213> Homo sapien 

aattcggcac gagggcgaaa gatgccgaag ggtggtgcag agaagtcadc tggaatgtgg 60 

ctcagagaac cacgcaatgc cctggggtct ccctaccccg tgcaggtcag tgagggcacc 120 

cgcccatgca accccagggg ccagccacgt cgggccacat gtgctggggc tgtgtgCgcc 180 

agagaacggg ctgtgagtcc ctgtctcagc tggctcttgt gtgggactcc tgagccagga 240 

agcctccggc taaggaagcc ccgccttagc ctggagagac cctcacgtnc gtcctcacgt 300 

ccgtcctcgg aagtgctctc actgtgagaa ggcagttgtg acccgcacaa gcaggcggcg 360 

atcaagattg tgccagt 377 
<210> 212 <211> 372 <212> DNA <213> Homo sapien 
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cgggactcag ccctgtgctg agccccgggc agtgtgatca tcctggccct tctcgtgcac 60 

gtcccctggc tggatgcccc ttgctgccct cacggggtgt gtgtgtggca tacaggacag 120 

ggaccggcca gttggccctg ctcattaacc acttgtcccc acagggcagt ggcggcctca X80 

cctctgcaat Cctctgaggc tggatctagg ccaccgcccc gtttaaaact agggcatcgg 240 

ctccGaggga gggcggngag ccgcacagtt ggacttgtgg gggcaggcac ggatccacac 300 

agcccggngc cctccgcacc cttgccctcc agggagccca gaaggcggcg tggccgcagc 360 

ctggctctgg gg 3^2 
<210> 213 <211> 376 <212> DNA <213> Homo sapien 

ttctacggat gcgacaacac tacagagagg caacaattcc tgccaacaca ggaacccaca 60 

cagcgatgtg gaaaaaatct tccaaacact ccacggtagc cacacttacc acatcccgat 120 

ataaggtcca ccatatgcac acacaattgc agaaatctgt cctcgtttct gcactataaa 180 

taaaaatcct gaaggaaatc cagcccaccc agacattata tgggaatcac aacaaccaaa 240 

gGccctggca aaaagtcact tcaaagctga acccactgca cacgcagcag ccttgtgaca 300 

cagttataaa ctcttcccta ctacaagctc atagggcgtc ccatcaccct gtggacccat 360 

tatcctgggg acccag 37^ 
<210> 214 <211> 376 <212> DNA <213> Homo sapien 

ggcacgaggt tccgtagccg cgatgccgcg ctatttccag gctgcgagcg gggacttcac 60 

tgctctgctg tctcctgcaa gaactggctc aagaaatttg cctcgaaaac caaaaaaaag 120 

gtctggtatg aaagtccttc cttgggttct cactcgactc acaaaccatc caagttggaa 180 

ttcctcatga ggagcacctc aaagaaaacc aggaaggaag accatgcgcg cctgagggcc 240 

ctgaacggcG tcctctataa ggcactgaca gacctgctgt gtacccctga agtgagtcag 300 

gagctgtatg accttaccgt gagcctctca aggtgccctg actcagactc tcagcctgcc 360 
gagcgactga aagacn 

<210> 215 <211> 381 <212> DNA <2i3> Homo sapien 

tgcacgaggg gaaagcaaga acagcactgt tgggctggaa acggcgggag ccgctgctct 60 

ccggctgtgg gaatcacaga cagctccgtc cctaacggag cgcaccggag gcataattda 120 

tgactggcga ggtggattct gaggttcacc tagaactcaa tgacccacac gtcatttcac 180 

aagaggaagc ggatagtcct tcagatagtg gacagggcag ctatgaaaca attggaccct 240 

tgagtgaagg agattcagat gaagagatat ttgtaagtaa gaagttgaaa aacaggaagg 300 

ttGtacaaga cagtgattcG gaaacagagg acacatatgc ctctGcagag aaaactacct 360 

atgacagtgG cgaggaggaa g ^BX 
<210> 216 <21i> 374 <212> DNA <213> Homo sapien 

ggcacgagec ccctgttcct gtgcctgctg caggccgctc cagggaggcc ccgtctggcc 60 

cctccccaga atgtgacgct gctctcccag aacttcagcg ggtacctgac atggctccca 120 

gggcttggca acccceagga tgtgacctat tttgtggcct atcagagctc tgccacccgt 180 

agaoggcggc gcgaagtgga agagtgtgcg ggaaccaagg agctgctatg ttctatgatg 240 

tgcctgaaga aacaggacct gtacaacaag ttcaagggac gcgtgcggac ggtttctccc 300 

agctccaagt ccccctgggt ggagtccgaa tacctggata acttttttga gttgagccgg 360 

ccGcacGctg tcct 3^^ 
<210> 217 <211> 379 <2l2> DNA <213> Homo sapien 

ggcacgaggg atggacttcg cgtagatctg ctgacgatca cttcctgcca tgggcttcga 60 

gaagatcgag agccccgtct agagcagcta tttcctgata ccagcacccc tcgaccattc 120 

cgtttcgcag gcaagaggat attcttctta agcagtagag tacacccagg ggagactcca 180 

tctagctttg tcttcaacgg ctttctggac ttcatGctcc gacctgatga tccccgggcc 240 

caaaccctcc gtcgcctctt cgtctttaag ctgattccca tgtcgaaccc cgatggtgtg 300 

gtccggggac actaccgcac agactcacgt ggagtgaacc tgaaccgtGa gtacctgaag 360 

cctgatgccg tcctgcacc 3^^ 
<210> 218 <211> 374 <212> DNA <213> Homo Sapien 

ggGaGgagct caagcagacc acctcctcct atgccctgct cacctgcggt atcatcatcg 60 

ggggcttctg gcttggtgtg gaccaggagg gggcagaagg caccctgtcg tggctgggca 120 

ccgtcttcgg cgtgccggct agcctctgtg tcticgctcaa cgccatctac accaGgaagg leo 

tgctcccggc ggtggacggc agcatctggc gcctgacttt Gtacaacaac gtcaacgcct 240 

gcgtcctctc cctgcccctg ctcctgctgc tcggggagct Ccaggccctg cgtgactttg 300 

cccagctggg cagtgcccac ttctggggga cgatgacgct gggcggcctg tttggcttcg 360 

ccatcggcta cgtg 3^4 
<210> 219 <211> 358 <212> DNA <2l3> Homo sapien 
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ggcacgaggc ccctctccca gcccccagca gttgctgggc aaagtggaga atctgtgtgg 60 

ttgggggaga gagaacacag tgatagtaga actttgcatc agaacttagt gctgtcaaca 120 

ttggatggaa ctcaactgat gccaatagag ggagtatttc aataagccct agtcagaagg i8o 

aaatttccca tccagaggtc tgaacttgag ttttggcaag ccttgccacc gtgaactaat 240 

atgatacaga gtcctaaata aacttgaaag acagtctagg ccacaaactg caattcctaa 300 

gctagtccta gtactgttct gggctcagag ccagtgaagt tgggggcata tgatcaag 358 
<210> 220 <211> 361 <212> DNA <213> HonftO sapien 

tacggctgcg agtgacgaca gaagggaccc ttaaggagtt ttgctaccac ccacacggca 60 

actgtctctc GCgtcagaGc tgggggcctc aaccttgacc cccatatgta gttggtgggg 120 

gaggcagagg tggtctctgg gcagggatac aggacaaaaa actgtgtttt cacaaagcat 180 

aaggagtttt actttctaga gtgccccCGa tcctactttt gactctgatt aaaaattacc 240 

tatgagactt tgtgccttaa aaaataattt ataggccggg cacagtggct cacgcctgta 300 

atcccagcac tttgggggac caaggtgggt ggatcatagg tqatgagatc gagaccagcc 360 

t 36X 
<210> 221 <211> 351 <212> DNA <213> Homo sapien 

cgttgctgtc gcggggactt ggacgtttct catagacaag gaactaattt ctgtgattac 60 

tactcctggg attccctaac tcagaacaca cattcaggtg catctgccac agggtcattc 120 

taagggtgtg cttaagttac tgccaccagg gcacttgccc tacagtagtg tcaggcattt 180 

tgcctgtatt tgcatccact gtgtctcagc taactgcgtg tgtttggcca agttatttag 240 

taataccttg tagggttacc aggagcagct aatgagactg tgtgtaaaac gagccacctc 300 

tgtggcctgg aataaagtgg agcttcattg gtgtcagttc ttttcttttc t 351 
<210> 222 <211> 352 <212> DNA <213> Homo sapien 

nntttttgtg cttgaagacg acagaagggg actccattga ggactagttg ctctcctgca 60 

cgtgatgaca ggagtaaaat ataattgact tgtcagaagg tatccggttg gccccagaag 120 

gtatagtatc atctcaggag atcaaggaag gtatccttct gcagtttggg ggatctgaag 180 

aaaagctgag cagatcagaa atgaactcag cagaattaac atttgaaaga gagaaacaag '240 

gacaccaaga agcaatttca cccaggaaag catcccgtta cgaaatccaa gccctcttta 300 

cacgaagact cagcctgcag acagctccct acacatgcac cccacaggga ag 352 
<210> 223 <211> 349 <2l2> DNA <213> Homo sapien 

ggcacgagga cactagagcc cctggtctga gagggagaag cctggatgta ggaaaacccg 60 

tctccacccc aggcGctact ccccagccEt ttccaagtgg gacatggaag aggcagcctg 120 

ctgcctggat gctggtctcc ccagcatcac tgttcccat-g gagctcaggt caggctctgt 180 

attqagaccg agggtttgtg tgaggctcat agcaaatgaa caagtgccat tca&gggtta 240 

gaaaccgctc agccacaggg tcccagtgtc tgagtctgga agagtcttta cagatttgtt 300 

cactctctga gggatcctcc tggctctggt tacatacttt cagggacgg 349 
<210> 224 <211> 355 <212> DNA <213> Homo sapien 

ggcacgaggt gagagttctt ccttaaaaca aaggggcagc aggaaactcc aggagttccc 60 

aaaaaaagaa acgcagtcgg cccccaggca caccaagcac tcttgcttcg atgaccgtga 120 

aagaaacgcc agtttacctg cgacaccagc atccacacct caggccgagg agcaggagct 180 

gtggagggca cgcggggcag gggaggtctc tccacactgc ccatggggcg cgtgatccgg 240 

caatgccacc aaatctacaa gtggacacac cttcccacga acccacccct gggctctacg 300 

ccaccctcac gcaccccagt cctctgcccc agcattttcc acatggcttt gctgg 355 
<210> 225 <211> 355 <212> DNA <213> Homo sapien 

ggcacgagcc taggggtggc aggatccgct cccccagccc agctgctggc ctaugagagt 60 

agggagtttg atgacatcct ccagtgggac ttcactgagg acttcttcaa cctgacgctc 120 

aaggagctgc acctgcagcg ctgggtggtg gctgcctgcc cccaggccca cttcatgcta 180 
aagggagatg acgatgtctt tgtccacgtc cccaacgtgt tagagttcct ggacggctgg - 240 

gacccagccc aggacctGct ggtgggagat gtcatccgcc aagcccttgc caacaggaac 300 

actaaaggtc aaaacctcca tcccaccctc aatgtacagg gccacccact acccn 355 
<210> 226 <211> 352 <212> DNA <213> Homo sapien 

ggcacgaggc agggccctga cagtgagtgt ggctgaggtc ctctcctgcc cgcacacaca 60 

cgagtactcc ccggcatcca ccacagccag gccacggatc tgcagctcac acctggaccc 120 

atcctgcctc aggctgtgtc tgtccccatc tctgagggtc tcatgccccc tcc:;ccactc 180 

caccggtgcc gccttgctca gctcacacca cagcgcggcc gtgtcccctt ctg-ggcctc 240 

ttcattcctc agaccctcta tgaacttgga aggcatggcc ctgacggtga gcatggctga 300 

ggtcctctcc ttcccgcaca tgcacaggta ctccccagcg tcctctgcca cn 352 
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<2I0> 227 <211> 318 <212> DMA <2X3> Homo sapien 

tacggctgct agtgacgaca gaagggaccc ttaaggaggt ttgctaccac ccatacggca 60 

actgtctctc ccgttagacc tgggggcctc aaccttgacc cccatatgta gtcggtgggg 120 

gaggcagagg tggtctctgg gcagggatac aggacaaaaa actgtggttt cacaaagtat 180 

aaggagcttt actttctaga gtgcccccat cctactttga ctctgattaa aaatacctat 240 

gagactttgt gccttaaaaa ataattatca gccgccacag tgctcacgcc tgaattccca 300 

gactttgcgg accatgtg 318 
<210> 228 <2ll> 132 <212> DNA <213> Homo sapien 

accnaattcc ctgagctggc acctaaccaa aatcaaaatc atttgaagga ctggttcttg 60 

gagaacaaga gtgaagtacc tgaatgtaga aacaatgagg atggacctgg gttaataatg 120 

gaagaacagc cc 132 
<210> 229 <211> 708 <212> DNA <213> Homo sapien 

attcgaattc ggcacgagag ctggggctag aaaaatgaat aagattgggt tcctgacccc 60 

agcccaggct cacactgtag taaagggaaa cagacatgaa cactaggtga catggagtgt 120 

taggggcgct atggtagaag tctgcagaga gtgcaatggg cgtccaaacg aggaagtgat 180 

cacttgcaca agagtgggag gcttggctgg aaaggcttct ctgaatagga tgacatttga 240 

tctgtgtttt gaagggcatc gtcggcaagg taagtaatcc aattaaagga ggttgcctca 300 

gctaaagcac agtatgctca aaggtgcgga tcatttgaaa atttgagttc aggtgcagta 360 

ggggtaaggt aagtatccaa cagaattttc tacaatgatg gaaatgttct atattgtcac 420 

tgtccaatac gggagcctct agccacattt ggccagtaca actgaagaat tgaacattaa 480 

ctntcattta attctagcta atttanaatt aaataggttc atcagntagc ggctaacata 540 

tttaacaagt gcacgttaga gaataaaaga aggcaagtgc gagaaggttt tggtatcata 600 

ttgggaggac tgaattttct tccgcagccc ttttgtgttt tgacaaaggc ttgacaacag 660 

cgtaatatat canccttcct gtggagtgcc caagccgcag cagataan 708 
<2iO> 230 <211> 698 <212> DNA <213> Homo sapien 

attcgaattc ggcacgaggg aggacgttgc gtggagtggt gggaggaggc gggagccgtg 60 

tgcgagagca ggtggaaagc cttgaggggc aggaccagga tgcagctggc ttgtataaga 120 

gctcaggagt gagcctggca ctccagaggg cgcggcgggt ggggaggcag caggcaccag 180 

tccaggagag cttcgtggac gcggctcctg cgcgcacacc cccaggagca cagccacggg 240 

Gtgcaggtgt ggctggcctc agGagtcagt cctcacccgg agcctttgcc tgctcctcct 300 

tccaagagca ctgaggcacc agtgggcttg gcactccacc ttgggcttcc ttttcctgga 360 

gagccgcctt gagggtccct cctgtgactg gggtccctgc agcgagagcc gcgggggttg 420 

cggagcccct gcctggggga gctggcggaa tgcgagccgc cggccggggg cctgcacata 480 

agacctgcag gtggtgcctg gggccctggc tcfctttcggg tgcccttggc actcagaaaa 540 

gaccccacGa gcttagaagc ccagcggttg ctcaccacct ggaaggccaa gagaaaaaca 600 

ccccgggctt gcaattgttt tgggtctact tgtaaagatg aggggaagtt gaggcccgcc 660 

tgcacactgg tccctacaaa caaagcctgt gtgcccag 698 
<210> 231 <2ll> 662 <212> DNA <213> Homo sapien 

acaaggtgga cgccca.ggag gagaactttc tgcccaagta ccagcgtgtg aaggacctgt 60 

gtcagcgtgc tgagtaccag acggcgtgtg agcagctggg acagaagtgg cagtgtgtgg 120 

aggacgccac ggggaagctg aagqtgqata agtgcaaggg ccccatgcgg ctgggcggca 180 

gcagagccct ctccaacctc gtgcccaagt actacgggca gggcagcgag gcctgcacct 24 0 

gtgacagcgg ggactacaag ctcagcctgg ccggacgccg gaaaaaactc tccaagaaga 300 

agtacaaggc cagctatgtc cgcagtcgct ccatccgctc agtggccatc gaggtggacg 360 

gcagggtgta ccacgtatgc ctgggtgatg ccgcccagcc ccgaaacctc accaagcggc 420 

actggccagg ggcccctgaa gaccaaaaag acaaagatgg tggtgacttc agtggcactg 480 

gaggccttcc cgactactag gcggcaccGc attaagtgaa cattaggctt ctcccaaaga 540 

caaacagtcc atgggactgg acttgtcaag tcctgaggcc tgaagacaca acttccaatg 600 

acccgaattg gaacctgcga acaaatataa actgagggag ccgaggtccc tgagaaaacg 660 

gn 662 
<210> 232 <211> 629 <2X2> DNA <213> Homo sapien 

tacttttgcg agaagacgac agaagggttg agagaqctgg tcttactgga tgaggctttg 60 

gaaaccaacg tgaggcaggc gctagcacat cctgagaggg gtgtgacctg gcacacaggc 120 

ccagcctggg cttcatgtct cagctggcaa gactgcctgc tcattgccat tccaggccgg 180 

gcagggccaa ggggcttcag ggacccatgc cctcatgggg ctcattgagc tcgtctccca 240 

gcagccaagg ccctggcatc tccaaatgaa gccagctgtg ggggaaggtc cttctcatga 300 
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gccagtctgt cctggctggg ggtggcatcc cagagcccca tctaggatgc ccagggatgt 360 

ataggtctgt cgtgaggata agccagcact gagccctcac cctggactgg gagggcagcg 42o 

ggcctgctct gagcGctcac cctggactgg gagggcagcg gctctgctct gaaccctcac 480 

cctgggactc ggggcagccc gcctgccctg agccctcacc cttgacttgt cccctctgtt 540 

cacgtcatgc cgtggaggaa gtggtgaaag aggtggtggg acatgccaan gagactggag 600 

agaangacag nccgctgagg tcggcaggg 529 
<210> 233 <2X1> 233 <212> DNA <213> Homo sapien 

ctcggcacga ggagagcagn tttttctttc nnnntacctt ggtgggtttt tttctttctg 60 

gggggttttt cctttttatt ttttcttttt ttttgccccc ccccgggggg ggaaaaaaaa 120 

aacggggggc tctcaaaacc ccccccgggg gggggggggg gggggggggg ggaccccccc I80 

ccctgggggg ggccaaaaaa aaaaaaaaac cggggggggg gccccccccc ccc 233 
<210> 234 <211> 614 <212> DNA <213> Homo sapien 

ccgattcgaa ttcggcacga ggcaagaacg acatcatcac aatcgtgtct cagaaggacg 60 

agcactgctg ggtgggggag ctcaacggcc tgcgaggctg gtttccagcc aagttcgtgg 120 

aagtcctgga tgagcgcagc aaagagtact ccatcgcggg ggatgactcg gtgacggagg 180 

gggtcacaga cctcgtgcga gggaccctct gcccggccct taaggccctg ttcgaacatg 240 

gactgaagaa gccatccctg cttgggggcg cctgccaccc ctggctgttt atcgaggagg 300 

ctgcaggccg ggaggtcgag agagactttg cctccgtgta ttcccgtctg gtgctctgta 360 

agaccttcag gttggatgaa gatggcaaag tcctgacccc ggaggagctg ctctaccggg 420 

ctgtgcagtc tgtgaacgtg acccacgatg caaggcatgg ccaaaatgga tgtgaagctc 480 

cgctcactga tctgcgtggg gctcaatgag caggtgctgc acctgtggct ggagtgctct 540 

gctcagcctg ccaccgtgag aaggtaccag ccctggtctt ctggcagncg ngctggtcag 600 

atcagggagc tcaa g24 
<210> 235 <211> 599 <212> DNA <213> Homo sapien 

tacgtctgcg agaagactac agaagggctg ccaccacgcc cagctaattt ttcgtatttt 60 

tagtagagac ggggtttccc cgtgttagcc aggatggtcc cgatctcctg acctcgtgat 120 

ctgcccgcct cagcatccca aaggcttggg attacaggcg *cgagccactg cgcccaggct 180 

ttattcactc atttatttac ttagagaqac agtgtcactc tgttgcccag gctggagtgc 240 

aatggtgtga catagctcac tgtagactcg aactccttgg ctcaagccag cctcccactt 300 

tggcctccca aagtgctgcg actgcagatg taagccacca taacccacct ctgttgttgt 360 

tgtaaaggna aaatttcaga tctggcatgg tggctcatat ctgtaatccc agcactttgg 420 

gagccaggta ggaggattgc tgagcccgga gtcaagacca gctggcaaat gcaagatctt 480 

gttacaaagc aaacaacaaa aaatttccaa gccagcatgt ggtccgcctg tatctacact S40 

ttggagtang gggcagaaac ctagtcagat ctagatcgct aaccaatgtg gaactgctt 59^ 
<210> 236 <211> 227 <212> DNA <213> Homo sapien 

ggcacgagct tcaatggtgg ttatattttc acctgtcgac atgttgtaca tcttatggtg 60 

ggtaaaaaca cacatccaag tttgtggcca gatataatta gcaaatgtgc gaaggtaacc 120 

ttcacttata cagagttctg ccctactcct gacaattggt tttccattga gccatggctt 180 

aaagtgtcca atgaaaatct agattatgcc attttaaaac taaaaga 227 
<210> 237 <211> 218 <212> DNA <213> Homo sapien 

ggcacgagtc catttgaaaa atcttggtac tgctaaatta tttgatatga actcaatcca 60 

gcatttgtag caggttttga atgggtggga ctgggtgggg aacagcattg gacattaata 120 

gggcactttt cagacccatt ttttaaagtg ctagaaaatg ctttttttaa aaaaaaaata 180 

caagttttaa aatgaccact tactctttaa ttacttac 218 
<210> 238 <211> 210 <212> DNA <2l3> Homo sapien 

ggcacgagcc ggcccaggat tagcgccctg ggagcgcgcg ccccgctgcc tcgccgccac 60 
actttcctgg gagcggcggc cacggaggca ccatgaagaa gtcttactca ggaggcacgc , 120 

ggacctccag tggccggctc cggaggcttg gtgaccccag tggcccagcc actgaggcgg ISO 

ctcccagctg egttggcgac atggccgaca 210 
<210> 239 <211> 466 <212> DNA <2i3> Homo sapien 

ggctcgagga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 60 

gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 120 

gagagagaga gagagagaga gagagagaga gagagagcgc gcgggcgcct ctctctcttt 180 

ttctgtctct ctcgcgcgag atacttgtgt cctctctctc tcaccctctt gtgggcgcgc 240 

gccccccccc ccctctctct ctatttctct ctgtgcggcg gcacacagag tatacactct 300 

ctccccatca tccttctctc ttacagaggg gcttcttttt ctttactcac actctctcac 360 
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gggaaatctt tnttttttgc ttttttgccc ccggggctcc ctatttttat attacacccc 420 

cccccctcct ttgtgttctt tttttccccg cccgaaattt tttttt 466 
<210> 240 <211> 467 <2i2> DNA <2I3> Homo sapien 

ggcacgaggg gtttggggac cacacaggca cctgccttcc tagatctccc tggcccactt 60 

ttctgcaaac actggatctg ccaggcccgg ggattggggg gcaggaaaga ggccGccatc 120 

cagccccctc caggccagtg tgcacagtgc accgaggggt catccgcaca gagcgaggtg iBO 

caagctcgat gtgtaacctg gctgcggcac ccgacatccc cggtctcggg gtgttgattt 24 0 

atttctgaat aactttttgg gtatagaaac caattttttt taatatatga catgtatatg 300 

tacaGactca tgtgaaatat gtatactttg gggggatcta tttatgttcc agtgggagtc 360 

actctcttct gtcgggaatc ttatctgctg ctttgtgtct ttggtcagat tcctgacaat 420 

ntagtttcct gttgaaaggt gctttttctg gngtgactaa acccatn 467 
<210> 241 <2X1> 444 <212> DNA <213> Homo sapien 

ggcacgaggt ttttcagtgc atatgctgca caagaacaaa atataaatct gtacggcacc 60 

aaaaatcaaa gtgaaaacca aaccaaaaac ccaaacaccc tatgtaacta tcggaggcat 120 

atacgtggta taaatgactg tagctgtgat acacacatgg ctactCgtca catcactttc 180 

cataattatt tactgccaaa tgattgagag gcttttgggg caggcagacc gtaacctcct 240 

gacttctttg ttacctctgg attactttag caggaattgg aggtctttta agagaagtaa 300 

gcttcagttn tatcacaaca aaacaatatt cctgcttatc tgaagaatgc agcgtggggc 360 

aaaaaaggct ggctataata atgcctcata ttgaggggct ggaaacggtg gcacttcagg 420 

ccCgagttgt gagagctctg gaag 444 
<210> 242 <2H> 437 <212> DNA <2l3> Homo sapien 

tctcaagcca ctcgttcttt tttttgatcc ctcccttcga attcggctcg aggagagaga 60 

gagagagaga gagttcttta gagagagaga gagagagaga gagagagaga gagagagaga 120 

gagagagaga gagacagaga cagacagaga ctgagagaga gagagagaga gagagagaga 180 

gagagagaga gagagagcgc cctctctttt ttctcctctc tctccGcccg ctcactcttC 240 

ttttctctcg cgcgccctct cttttttcta tacattctct gtgtatatag agacagtgtc 300 

tatccttttc ctctctctct gtatatgcgt tctgtgtgtg tgttatctct ctctcacgca 360 

cacacagaac acaccccccc tctctgtctg tgtgtctctt ttttcttttt gccctctctc 420 

tctgtctctg cttaacg 437 
^210> 243 <2ll> 440 <2l2> DNA <213> Homo sapien 

ggcacgagaa cacagcgagg aacttggaac tgaggagggc gaggttgaag agatggacac 60 

tttagaccct cagacaggtc tgttttaccg atctgccctg actcagtcac agtcagctaa 120 

acagcagaaa cttagccagc ccccgctgga acagactcag ctgcaagcga aaactctgca 180 

gtgcttccag actaaacaga agcagaccat ccacctgcag gcagaccagc tccagcacaa 240 

actcccgcaa atgccccagc tttccatcag gcatcaaaaa ctcacccctc tccagcaaga 300 

acaagcacag cccaagccag atgtacagca cacacagcac cccatggtgg ccaaagacag 360 

gcagcttcct acctcaatgg cacagccccc gcaaactgta gtacaggtgc ttgcagtgaa 420 

aaccacgcag cagctcccta 440 
<210> 244 <211> 437 <212> DNA <213> Homo sapien 

gattcgaatt cggcacgagc aagctgaagc acaagcatgg ccttgtggag cgggcgatgg 60 

atgactacag tgtgatcggc cgctccGtgt tcaaaaagga aaccaacatc cagctcttcg 120 

tggggctcaa ggtgcacctg tccaccgggg aactgggcat catcgacagt gccttcggcc 180 

agagcggcaa gttcaagatc cacatcccag gtggcctcag ccccgagtcc aagaagatcc 240 

tgacacccgc cctcaagaag cgggcccggg ctggccgtgg ggaggccacG aggcaggagg 300 

agagcgccga gcggagcgag ccctcacagc atgtggtgct cagcctgacC ttcaagcgtt 360 

atgtcttcga cacccacaaa gcgcatgggt cagtctccct gagtgtcccg gtgacctccc 420 

ccaggcctcc tttgccc 437 
<210> 245 <211> 438 <212> DNA <2l3> Homo sapien 

atcgattcga attcggcacg agccagcacc ggaccacctg ctccaagacc agcctcotgg 60 

ggggaccacg cacGGggGCt tGaGtggcac ccagggagcc gtcctcagca gcgtcaacat 120 

gtcaaggccc agcagcagag ccatttactt gcaccggaag gagtactccc agaacctcac 180 

ctcagagccc aGCGtcctgc agcacagggt ggagcacttg atgacaCgca agcaggggag 240 
tcagagagtc caggggcccg aggatgccct gcagaagctg ttGgagatgg atgcacaggg ' 300 

ccgggtgtgg agccaagact tgatcctgca ggtcagggac ggctggctgc agctgctgga 360 

cattgagacc aaggaggagc tggactcttt accgctagac agcatncagg ccatgaatgt 420 

ggggctcaac acatgttn 438 
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<2X0> 246 <2Xl> 431 <212> DMA <213> Homo sapien 

aacgttaata gagcctctgg aggattccat cgattccaat tcggcccgag agagaaacaa 60 

gggagacaag gtcgcccata caggtgcggg gctcagccag gaggcagaaa acgnggacgt 120 

gtcccgggcc aggagggtca cagacgcacc acaaggcact ctgtgtggca ctgggaacag X80 

gaatcctggg agtcagtctg caagggcggt gggcgttgct cacctgggag aagcctttag 240 

agtgggcgtt gagcaggcca ttagctcgcg ccctgaggag gtgcacgggc ggcatgggct 300, 

ctccatggaa attatgtggg cgcaaatgga tgtggctctg cgctcacctg ggcgaggact 360 

tctggccggt gccggggcac tctgcatgac cctggcagaa tcgagctgcc ctgactatga 420 

aaggggaaga a 431 
<210> 247 <211> 428 <212> DNA <213> Homo sapien 

ttcggcacga gactagacgg gagatagata ccaatgattt agatggcaca ggaagagcaa 60 

gttctggata taataaatga gggtactttc cgtcaaagct Cttctatgtc tacatttatc 120 

actgaatagt cccagtatgg ttttaaagca agttttatga atctcatttg cctaacagga 180 

atccgaaata taacttgcca aaaacacaca gttggtgtgg aatggtcatt agaacctggg 240 

gctcctcttc acggactccc tgctcattaa gggattcagt ggtccagagt ctaagatcct 300 

attaagtgtt tgattcanac ctctacccga ggaagggcta gtaccttact cctagtcctg 360 

tttcaagctc attcctgaaa ttccaggctg gt^ctctagc acctatgtgt gttacaagaa 420 

ggcacgtg 428 
<210> 248 <211> 427 " <212> DNA <213> Homo sapien 

ggcacgaggc tgtgcggcag ggcgcacggg acctgtgctg cagcggctct ctcacgccgt 60 

gggtcgtcgc tgcagctgcc gggaaagaag gaaacgacga ctccgggggc gaacttggca 120 

cacagggagg aagggaaagg gtgtgtgagg agggctgtgg gtatatttgg catcagggag 180 

aaggacctca aaacttgttt ttcatatagt actagctgat cgtcgggttt ttttttgttt 240 

tggcttggnt tttttttttt ggaaggacaa attttggaaa ccccgggaat ccccgctttg 300 

gagtttGtcc ccgttttttg tcattaatcc aaaggcctga agggacgggc caggggggct 360 

gggactttga ttttaggagt gaaaacccct tgggaaaacc ccccaaaggg aaaaaaggga 420 

cggtggg 427 
<2X0> 249 <2ll> 428 <212> DNA <213> Homo sapien 

ggcacgagga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 60 

gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 120 

gagagagaga gagagggtgt gtgtgcactc tctctctcgc tctctctctc tctctctctc 180 

tctctctcac actcacatat cacgcgcgct ctctctctct ctctcctata tagggggagc 240 

gccgcgctct ctcccGcccc ccctcaaaaa cttttttttc ttctctctat atatatagag 300 

agattttttt tttactetct ctcttgtcgc gagagatctt ttttttttat atatatatac 360 

tcgggggtgt gtgtgtgtgt gtgtgtatat gtgttttttt ttttaccccc cctttttctc 420 

tctctttt 428 
<210> 250 <211> 428 <212> DNA c2l3> Homo sapien 

gaaattttgc ctctcttgga ggtttttgtt ctgatgtaat ggtgaaaggt aattctatca 60 

tctctgcatg acacagctat tcttgttgct tcagcaagat ttatcaaagc aagtggtttt 120 

tgaccattct ttgtctccaa gggagagaca attgtggcag catcccatcc tctgagctgg 180 

tttttgtttt tgttttttgg agaataagtg gctttgatta caggtgtgaa cttgtggtat 240 

tcacagatgt tggtggcccg tcaggactat tttaggagac ctcattcatc ctttgaccaa 300 

gaaatatcct gaccggggcc tgacttgaat atatnagctc cttgtggggt gatgccaagg 360 

ctcccttttc agtataactg cccaagg^aa caaagagttc ccagagtctg tggtccagac 420 

ctacactt 428 
<210> 251 <211> 429 <212> DNA <213> Homo sapien 

ggcacgagcc attttcttcc atcagctaaa ctttacagat aatagtgttt Gcacctcata 60 

tccttttctt tgccccttct caaatgagtc agaatagtca tgttcccctt gagggatgcc 120 

tgacttgaat gtagaattgt tctttcctct cttgaatcag cccactagct ccctgatggt 180 

ctgggttcaa ggaaatggtt aatgaggtag aggccactta tacaagtcct tgggattgta 240 

ccattgctgt ccacaaactt agtatcaaca acacatgctg tgccctgtga acactctcct 300 

ctcacctatt tccagggttg ggcttcctga gaaggggatg gatgaggtaa cacacagttt 360 

gggatacgta tctgttgaat gaatgaataa gtgaaaggat natagtcctq tgaggtacac 420 

atggcttgg 429 
<210> 252 <2ll> 427 <2l2> DNA <213> Homo sapien 

ggcacgagag agagagagag agagagatag agagagagag agagagagag agagagagag 60 
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agagagagag agagagagag agagagagag agagagagag agagagagag agagagagag 120 

agagagagag agagcgctct ctttctgtgt gtgagagaaa ctcccccccc cctctctctc 180 

tttttttttg tccccctggg agcgcccccc ccacacatat ttgtgctcac gcgccccccg 240 

agctccctct ctctctctcc ggtgggagaa aaactttttt atctactcgc ccccgcccgt 300 

ccctcttata gatactttta tatcccagat agcgcgcgct ctttttacac cctctctctc 360 

cttctagagg ggggggagag cgcgcgcgct ctctttctcc ccccctctcc ggtgtgcgcg 420 

cgacacg 427 
<210> 253 <211> 428 <212> DNA <213> Homo sapxen 

tgcacgaggg gcattagtcc aggcattaat atgaacaact gacccaaagc tctgcattac 60 

tagggtggaa gaactgactt ttcatcttct agaatttcct gaaggaaaag gagtggctgt 120 

caaggaaaga attattccat atctatcacg actgagacaa attaaggatg aaactcttca 180 

ggctgcagtt agagaaattt tggccctaat cggctatgtg gatccagtga aagggagagg 240 

aatccgaatt ctctcaattg atggtggagg aacaaggggc gtggttgctc tccagaccct 300 

acgaaaatta gttgaactta ctcagaagcc agttcatcag ctctttgatt acatttgtgg 360 

tgtaagcaca ggtgccatat tagctctcat gttggggttg gttcatatgc ccttggatga 420 

atgtgagg 428 
<2X0> 254 <2ii> 422 <212> DNA <213> Homo sapien 

ggcacgagca gaactggcgg tCCtCcccag ctccttgccc agaccaatac ttccatgctg 60 

tcttcaagcc ctgcttcctg cacatctccc agcccagatg gggagaaccc atgtaagaag 120 

gtccactggg ctcctgggag gagaaggaca tcatccacag actcagagtc caagtcccac 180 

ccggactcct ccaagatacc caggtcccgg agacccagcc gcctgacagt gaagtatgac 240 

cggggccagc tccagcgctg gctggagatg gagcaatggg tggatgctca agttcaggag 300 

ctcttccagg atcaagcaac cccttctgag cctgagattg acctggaagc tctcatggat 360 

Gcatccacag aggagcagaa gactcagctg gaggccattc ttgggaactg cccccgcccc 420 

an 422 
<210> 255 <211> 419 <:212> DNA <213> Homo sapien 

ctgagacaca tatagtagca acttactaga cctgcttgca ggatcccatc gatgacgaat 60 

tccgttgctg tcggtgatgg taactacatc actaggtagg ctggggctgg aggatctctt 120 

gaccccagta gttctaagct gcagcaagct atgatcatgc cactgccctc cagcctgggt 180 

aacagagcaa gaccctagct nataaaaaaa aaagaaaaag aaaaaaaaaa aanttttggg 240 

ggggcctttt ttttctgtaa ccacaatcga aaaaattgct tggggtgtgt ggcaaccccc 300 

ccaaaaaaag ggggggaaaa aaaggttttt tttggaaaat tggggggcgt ttggttcttt 360 

tggaaaccat ttaagcgggg gaaaaacagg ttaacaacac cggcgtcttc ttctttttt 419 
<210> 256 <2li> 422 <212> DNA <2i3> Homo sapien 

ggcacgagga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 60 

gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga tttttttttt 120 

ttctctctct ataaaaaccc gcccacgtgc gtgtgtgtgg ggggagacac acaaaaaaca 180 

cactacactc tctttctctc tgggcgcgcg agagagagaa aacacggggg ggggctgtga 240 

gaacacactc ttctcccccc tgtgcttttt ttttttttct tagtaggccc acacaagata 300 

tatacacact ctctctcttt cccccctctc gtgtgagaaa aagcgcacag acacctctgt 360 

gctctctata gaaaaccacg ctctctcacc cccccccccc cccccctctg gtgtctgtgc 420 

tt 422 
<210> 257 <2ll> 418 <212> DNA <213> Homo sapien 

cgttgctgtc ggtgaagtgt atgagattat gacaaggata cactcatgtt ccaggagcag 60 

gaagtgaacc tgggtctcct gtaagacaga agatgaagat gagcccaggc taacttagca 120 

cagatcttgg ctgagatcat caacgtgacg tctaatgtac ctgcactaga cagagaataa 180 

agttcaccag acattactct ggtcagctaa ccagataaag aatttgtgaa ggccccaact 240 

gtgccttctg ccacaggaca accagcaaga tctatgctga gccttagccc tccagggtat 300 

aagctccctg caggtcctcc tctccagagg caggatggag agcacttggc tggtccaaac 360 

aggcttggag gtcccaccta caggtgctcc tctggaatct tggctaaaac tcattaaa 418 
<210> 258 <211> 420 <212> DNA <213> Homo sapien 

gattcgaatt cggcacgagc gggaggtaag gcatggccag gccggctggg ctgcagagcg 60 

ccggcacggg tccacgcctc gggtgacggg cttccaggat gttcgggcgc ggggcggccc 120 

atccgcatcc cccaacaccc ccacctccgg cctgagcctc ccagcgccgt gggaaccacc 180 

tcctgtccgc tgttgctggc ccgcatccta gcagcggcct gacgccctcc ccaccctggc 240 

atgccccctt gacctgggac gatgagcata cgaccgggga gcccagtgga ggcgccctcc 300 
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ITactTnnt f'^^^"'^^^ tgaccaccca gccctccggc tgctgatgcc atgagtaaca 

<2loMr KTlT> !2r""M?r ' ^^^^^^^^^^ g^gt^ggggn 420 

<213> Homo sapien 

lltr.r,^^^'' ccggcacgag gggacacagg cagggacgcg ggagctgatg cggctggacc 60 

ggccggggaa acagtatttt ctggaagggg gcccctctga agcggtccag gatcctgcac i5n 

atggcgctga ccggggcctc agacccctcc gcagaggcag aggSaacgg Igagaagccc Ho 
tecatSat t^tt'T ^^'^'^^^^^^ gtggtctccc tctactggS cLctccat^ 

TcltTtll iS'rf gtacctgctg gacagcccct ccctgcggct ggacaecccc 300 

atctccgtca ccttctacca gtgccCgggg accacgctgc tgtgaaaggc ctcagcgctc 360 

tggccgctgc tgcctggtgc ngggacttcc cagctgccgc tgacctaggt gcccScgc Ho 

a1JJL'^° <2">421 <2Z2>DNA <213> Homo sapien 

attcgaattc ggcacgaggt ccgctgggag accagcctgc agctgatcat ggacgtcctc go 
cccagcaatg ggagccctgg ggctggcctg gcaacacccc cctaccccca cctccccgtc 

ctagccagca acatggatct cctgtggatg gctgaagcca agatgcccag gttcggacat III 

ggcacctttc tgctgtgcct ggaaaccatt taccagaaag tgaciggcaa ^gagctgaga HI 

tacgagggcc tgatgggcaa acccagcatc ctcacttacc agta^^ccga Igacctga^c Inn 

cSlS'T gggctgggcc gcccccatcc ggaagctcL ?Ictgtgggt 360 

gataacccta tgtctgacgt atacggcgcc aacctgttcc accagtacct gcagLggca 42S 

rll'.:l't <21l>4n <212>DNA- <213> Homo sapien 

cgttgctgtc gggcaagtcc tgaacctaag ccgagacact agtccatcat ctccagcaat 60 

gaatgccatc cccccagact tcagcatcoc gagttaatta aaaggtgcag atgaagttaa 120 

tcaagtttgg aactctaatt ttgtgcagtg ttttgatacg att^gatgag tcatcSttg iso 

gtagagcacc tctctatccc tgacagtgtt tgatcttaac ggaacag?tt tataatgtgt 24? 

aaactggtgg gaggtgctct tcagaaatgc agtcaacagt ggcatgtgtg cgtgttJgS 300 

tcttggggcg gggcggaaag cagaacaaag gagaatttaa taagc^a! c?tg"S ^ 
gctagggtca gttctgaggc tgctgcctgt caagaacatg gcttt^tLc ^ '^"^^^^^^ 
<210> 262 <2ll^ 414 <2i2> DMA <213> Hon'O sapien 

ggcacgagtg agataggacc acgcgctttg agagtgctta gtaccttaaa actcctgtac 60 

aaatgcatag caccaggcag acagtaggag ctcagtttac agcatgaacg gtgggtgctc 120 

ttatactcag aattccatct gctcctccca gtgccagact ccttcctcgl Scagagcc Ho 

llllltT" ^•^"'^"'^"•^ agcctcttgg gaactctgga ctgctcccca ctgaa^gtgc 2T0 
caacgccccc acccaccact gcctggcttt cactcccagt gtcatggact tggctccaaa 

^tiiiit ~" -^S" 



300 
360 



60 
120 

180 
240 



<2iSf tcccagagac ccatctactg tanggacagg ganaagaaga ctgn 414 
<210> 263 <2ll> 413 <212> DNA <213> Homo sapien 

attcggcacg agegtcccca tgcccacctg cgagtccctc acctggaaga ggtgatgaqc 
ccggtcacca cgcccacaga tgaggatgtg ggccacagga tcaaacatgt ggcaggttcc 
acacagacgc ggcatatccc ggaggacacc cccaacggtt tccacctgca gagcgtgtcc 
aagctgctgc tggntatcag ctgtgttctg gtgctggctg gcatccttaa catgacgctc 240 
ttctacaaac tctggatgtt ggaatacacc acgcagaccc tcactgcctg gcagggSa 30S 
aggctccaag agagttaccc cagtctcaga cagaacggcc cagctctaga gtcccacana 36^ 
agaccacgat actgagctca aaatggaggg aatcatcaaa tctcagtgtg ^^n 41? 
<210>264 <211>41X <212>DNA <fif!^Ho'o sapien " 

cccatcgatt cgaattcggc acgagggggg acatcacgct gctattccgg gccagcgtga 60 
agaccgtgaa gacgcggaac aaggcgctgt gagtggcgga gggcggcggg gtcgatqqca 120 
atcgggacga gctgttccgc cggagccccc ggcccaaggg cgacttcSc agccgggccc 
gcgaagtgac ttctcacatt ggcaaactga gagattttct tctggaacac aggaaagatt 
accaoa^'f "^'^"^^^^^ accatgtctg aatatggggg gatgacagac aSgaacgag 
IIZTT ^^^^S^-^S^^ cagatattca tgaggacctg ttcagaagca attcagcaac 
tacgaacaga agctcacaag gagataoatt cccagcaagt gaaggagcac a ^ 411 
tllaac-.l <211>414 <212>DNA <2X3> Homo sapien 

tacggctgcg agaagacgac agaagggaf.« cttCtaaata atctgtctca cttacrLaa 
gaaacacaaa acgcacaaaa tatgaaagct aacacctgcc ctccftatat ca ct cJta 



180 

240 
300 
360 



60 
120 



•.^4-^.- -j-^ f-Ln^aLcicai: caticttccta ion 

tgtctcccac cacaaccaca aaactacttc cagagaacta aatttttatt gacaatggaa Ho 
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atcaaggtaa accctggaat ttctcctatt ccattctaac tttaatggct tagatqacta ?4n 

cagacatgtt ctcacagacc ccacatatct ttggatcctc ctactaaigg taggg^S loo 

aaatgtccca tccttgggac ataacttact cagttgatca aaatactggg cttSccaaa llo 

gt ggn ttgg cagatctagc taaactgata ggtttccttt tctttctS cca^ ^ 4" 
<210> 266 <211> 411 <212> DMA --iti Jl 

ggcacgagat ggagagaaca ccttcaaacg cattggaccc ccgctggaga a^ctSg'^ 
gaagqtgcaa aaaa^o^,ar,o ^ aaayo agcccgcgga 



cottact^;. <211>406 <212>DNA <213> Homo sapien 

iTr-rlTT. ^^'^a^^^^^a gacctgcata gctacgtgag gcctgcacag ctaagtgtgg 
agctggacta cggcggcagt atggaattcc agtgccaggc cagtgacctc attcccgagc 
lllZllaT. '=999^3-^9 -a'^g^S-'^g^ tgaccaccca cclcctgaag ctgaccLca 
atalllT ttccggctta tggtctccag gcccctctcc gt?tctcaag 

TallfJit^ ccaggaccac agagctcctg gccctggcca gaagcaggag tgtgaggagg 
tTorTl cagctggtgc tccaagcaca ggagaacacg c^tgaacg 



gaSaaaaa oZ^'^'^^ g-g«9-g-9a gagagagaga gagagagaga gagagagaL 
clttatnt^t gagagagaga gagagagaga gagagagaga gagagcgctc tctcctttcc 
cctggtgtgt gtgtgccttt tgtgaggcgg gcgccccgct cccattcggg cactcactcc 
ttattSa'a tcacactcac ggggtctctc acactcgcgc acagatttat 

"tqcca?tt Tr-IT^"^^ 9<="gccata gtgggagtcc ttgattttta tctcttctct 
! cccctcaggg ggggggggag ggaccgcccc cccct 

aalllallL . ""'"^ <2l3> Homo sapien 

gaattcggca cgagagggac cctgccttgc acccacatca ctgggctctg Cgctgaccac 
aaa™^ ^^^gtcctag tggtgagcag gggcaggaca tgcatcttct gg^ggctgca 
gggaggcagg ggtagagctt gatgccatgg tggagtgtag gagaggctoa gagacaagga 



60 
120 

lao 

240 
300 



gaaggtgcag agggtggagg ccctcccga; gcccgtt^cg ^^^a^lc^c SgSca 
gatgccaccc tatgcctccg cgcacccacc cttccccctg ceLccgtgc rocc^^qtt 
caacaacttc ccactcaaca tggggcctat cccagccccg tacgtg?c?c ??ctgScaa 
2act?Soc "^^"^"^-^ tcggccccat ccacatgcc? ctggagc!" ^cc Icccac 
gcactctggc ccccagccgc ggcatcgctt ccgatggccc cgaatcccca ttgagcagca 360 
T^n^^'ttT agtgtggatg gagaaccctc ccccaaggct g ^ 4?? 

taa«!?r^J^ gaattcggca cgagccctcc agccactgct ttatactctc cttctctggt so 

altlTr-lt 9««gt«aata ggtcactctg cccatcgttc atcttccagt cactctgtgt yll 

gtttatcttc cagggaagtg aggctctatg ctaccaagcc actgaaataa tttctttt?t iflo 

tttcaaaacc ccatctcaaa aaaaggagta tgtatttaca aaaattaccc aggggggggg III 

lllTtlllll ^.^^^"^^^^^^ ctacttggaa acctgaggcg gaaggatggc c^gacSS 300 

gaggtcaagg ctgcagtgac ccaaaatggc acccactgca ctccaaactg ggtgacagag 350 

caagaccctg tctcaaaaaa aaaaaaagtc tgtttaattt ttcaa ^''^^''^^^ 36° 

oactctEaS ^^?;«f tgaaaggttc tggggaaaaa aatttttctt aaagcgacaa 60 
gactcttaga tctaaaagga aactgacttg ccaccttgcc acaggaattc ttgaaatqtt 120 
tctgcagcca cttggccttg aaaataaagg gtgcaaccct caaltcttgt tcKacccgg llo 
ctggaggaac cacaagaccc aatgaaatag cactttctct ccttttccca gcactaqta? 2^0 
ataacctatg aggaaccctt gtctctgaat ctgctcagct tgaaattttg ^ctc^S loo 
ctlllTtlT, lllZTJ'T ^^^'^'^^^^-^ tcctagattt ctgtgaaaJ agagtaJtS iTo 
TltnTltf ^^^^^^^^^'^^ acataccatg agggtCctct gcaggggttt 
itrlLll ^^"-^^ ''''^ <2i3> Homo- sapien 

tlTollttt ^^^^^^1^-'= tttgtcaaac tgtacttagt ctctcaagga cgattcccct 
cctaaataa^ f ^"^^'"^^ ctgagcgttg ctgtgcagca ccgtgagaaa gaggtgttgg 
tttS™^ tctgcacagc ttataccagg cacggattgt gagccatgcc aacacgggcl 
ttttgaagag aatggagtgg ctcttggaac tgatgggtca tattagaaat gttgctcacc 
TarlTr. "^"^^^^^^ acggctcttg acgaggcttt ggacttcttc ttgctgatat 



. 60 
120 
180 

tcgcaaccgc agtggc.gca tg^^ctg^cc a^^a^tg^^;; ^^^^^ctc ggSgtg 3^ 
ccagttggtt gccatggcat caggagaatg gcccggctgg gccag III 
<210>270 <211>406 <212>DNA <213> Homo sapien 

60 
120 
180 
240 
300 

tgtccttctc actctcccti gagctgct^t cctaTc^g;: g^tccr"^' -gg^g--g 360 

:a;a:o^I' ^'''^"^ <213> Hc^no sapien ' 

aaoaofSo! 9^9«9^gaga gagagagaga gagagagaga gagagagaga gagagagaga 
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gactcatgag accaggctcc tggcgtggcc atgggcatca gcaactgccc cggtgacaca 240 

gtcctcttcc ticagctccac tctgactctg aagcactgac tacaagcacc tcttgggggt 300 

cacggctgtt tcgcacacac aaatccacca aaggagagat tgcagggcca gcatcctgag 360 

ccccacctgc aggccctggg cgctntcctc ccggcagctg tgccccca 408 
<210> 273 <2ll> 405 <212> DNA <,213> Homo sapien 

ggcacgagat tttactgcat caaaaattga gcattgggaa caaagttggg gtcaagagga 60 

aagaatgcgt gctggttttg ttaggcgtta gtataccggt tttttgtggc ctctccctcc 120 

cacactggta actagagaaa gataacagta acttcggttt agtttttgtg aaacataaaa 180 

gtcaattcta atagggcagc cgccagaagt agacctgtct aggcactaag ggagtttggg 240 

gaaagccaaa gaagacctag gccatagagc acagtggaac gcaggtgaga acgcagggaa 300 

agagaagtaa agagtaaagc cagaggccat tacctgaaat ttccagattg ttccatgaga 360 

caggtatgtc agaggaccgt gtctcaaaga agtggcattc ttctg 405 
<210> 274 <2ll> 407 <212> DNA <213> Homo sapien 

ggcacgagga gacgtgctgg tcagcatgta cagttcagag gaagggacgc tggcgcccca 60 

ggaacagctc tttggagggg gtggggagca gggccggaac cttgctggcg cttgagccga 120 

ttcagatccg attgagtcat gttggcaaga gctgggtcta ggaccctcgg gtggggactg 180 

gagtgttgag caggtcgggg cctcagcctc ccttccggtc cccagggagg ctgttccatc 240 

cgctcctgtt cacggctggg cgctgctgag ccttttctgt caacatctgg ctgggcttct 300 

gaacctggct ttcctttgag aatgaaccta agagagctga ctctaaggaa gaccagagcc 360 

ggccgcccca gggcagaagc tgagactcca agcgagctgt taactca 407 
<210> 275 <211> 407 <212> DNA <213> Homo sapien 

ggcacgaggg ttggctcttt agggcttcac cccgaagctc caccttcgct cccgtctttc 60 

tggaaacacc gctttgatct cggcggtgcg ggacagacgc tagtgtgagc ccccatggca 120 

gatacgaccc cgaacggccc ccaaggggcg ggcgctgtgc aattcatgat gaccaataaa 180 

ctggacacgg caatgtggct ttctcgcttg ttcacagttt actgctctgc tctgtttgtt 240 

ctgcctcttc ttgggttgca tgaagcagca agcttttacc aacgtgcttt gctggcaaat 300 

gctctcacea gtgctctgag gctgcatcaa agattaccac acttccagtt aagcagagca 360 

ttcGtggccc aggctttgtt agaggacagc tgccactacc tgttgat 407 
<210> 276 <211> 407 <212> DNA <2l3> Homo sapien 

gagggcttat tactgtcgtt tatacgctat gcagactgga atgaagatcg atagtaaaac 60 

tcctgaatgt cgcaaatttt tatcaaagtt aacggatcag tcagaagctc taaagaagca 120 

gttgggtgac aatgaagcta ttactcaaga aatagtgggc tgtgcccatt tggagaatta 180 

tgccttgaaa atgtttttgt atgcagacaa tgaagatcgt gctggacgat ttcacaaaaa 240 

catgatcaag tccttctata ctgcaagtct Cttgatagat gtcataacag tatttggaga 300 

acccactgat gaaaatgtga aacacaggaa gcatgccaga tggaaggcaa catacatcca 360 

taattgttta aagaatgggg agactcctca ngcaggccct tggtggt 407 
<2i0> 277 <211> 403 <212> DNA <213> Homo sapien 

cgttgctgtc gcttcattac accatctatt tcataggata gttgtgagaa gtagataata . 60 

tgttgtaaag tgcctggtat gcgataatca ctcaataaat gttggttctc actaccatta 120 

acagaaattc tcagaaaagg tagttatttt aaggacaaga caataggttg ttttcaggct 180 

tcaaggtgat gaaatacctc caagtaggta ttttcatcag gcaattggag agtgactcat 240 

tcattcaaga agtttttaac Cgtactttgt gteaagtatg tgacaccaga gctcacggga 300 

gattcagaaa tcattgtcaa taattaaagt tgtgaaaaac gggaagagca gaaggccaaa 360 

gaaaatgact tataaatgaa aacaggagaa tcaacaatgg aag 403 
<210> 278 <211> 398 c212> DNA <2l3> Homo sapien 

attcgaattc ggcacgaggc taggacctta agaaggagct catgtgagtc aggaccccga 60 

atgttaggcc tcgttagctc tatggttcat atgcttcttg aaccaagtca cagggcactt 120 

cccagccaca ttgccaggca acaggactaa actacctcca aagcaagcag tcttttcagt 180 

tttgactgag tgatgCgaga aacttccttt cttttctttt cttttttttt tctggaaaca 240 

gcccccttat gccccccagg tgggggggaa gaacccaaat ttgggttaat ggaacccccc 300 

ccctccgggt ttaaggaaat aatcctgcct aacttattgg gaaggttggg gcagaaaaat 360 

ggtttaaccc cggaaggggg gggttgcaga accccaag 398 
<210> 279 <2ll> 400 <212> DNA <2l3>.Homo sapien 

ttttctggtc cacaccggcc cgnacaatcc taactaccat acacagcttc ttttcagctt 60 

aatgaaaaga tcattgccct gcactacaca taaattacct attttataga aaagtctgtg 120 

attacaatag ctattttccc agcctccctc accacctcct tgatcccctt atcctcccct 180 
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cggccctgca cctcctctct ttcctgactc ccacaccaga gctaggcctg ccctgggcac 240 

tcttgcctcc aggaatgaat gaggctcaca gcccgaaggt gctccaagtc ttggccacct 30D 

tccctcagtg getgccctgg caaaggtcct gecgcaggga atcacacaaa gtccagcaaa 36 0 

gcaactggtc tttcctgtcc attctcaccc ctcccaagac 400 
<210> 280 <21X> 399 <212> DNA <213> Homo sapien 

ggcacgagat gcactcagcg gccctgactg ggagagtgac tggattgata caaccatcag 60 

ttctattcag attatggaaa tccagcaaat aatagatcat cagtattgca ttcaaagcct 120 

ccagtgcgga tctggaaatc acaattacaa tattcctgtt aataaacaca cacccaccaa 180 

tgtcaagttc tctctggaaa taaacacaac agagccattg atagtcttcc agtgcaaatt 240 

cacccttgga aatatatgtc tccatagtaa aaggggaacc aaagggctgg aaagccacag 300 

agaaatctcG caggagatga cacagggata ccagcacatt tggagcctcc ctgtagcccc 360 

attttctgac agcatgttcc atttccgtgt agctgcacc 399 
<210> 281 <211> 402 <212> DNA <213> Homo sapien 

atcgattcga attcggcacg aggcaaggcc cagtggatga gaatcccaag atggccatat 60 

ttctgcagca tgccgcagga ctctcacatg caatgtgtac actgtgctct gctgtcactg 120 

gaaggtcata cagcatattt gacaataatc gccaggatcc cacagggctg acagctgctc 180 

ttcaggcaac cgacctggct ggagttcttc aCatgctcta ctgtgtcctc ttccatggca 240 

ccatcttgga ccccagcact gccagtccca aggagaatta cactcaaaat accatccaag 300 

tggccattca gagattacgt ttctccaaca gcttcgcagc tcttcatctg cctgcccttc 360 

agtctattgt aggggcagag ggcttgtccc ttgcattccg gc 402 
<210> 282 <21l> 398 <212> DNA <2l3> Homo sapien 

caaaggagat attctttcac tgtggggccc aaattgttgg aatgcgcctg aaaaataagg 60 

gctctcactg cttgagcaaa cccttgggtg catttggcct cagggcctgg aagacgacag 120 

ttcaagaaac cacaggactc cagcaatgag ctgctcccct tgctgtgtgt gtgtgtgtgt 180 

gtgtgtgtgt gtgtgtgtgt gtgtgtgtag ggagagggat ggcaagtaag aaaagaatcc 240 

caagaaaaat aatgcgcatg tgcaaacgcc ctgtcgcaag aagagccttg tctcctggag 300 

gaaacataaa aaagctgagg tgtcgggtgc gcacaggggc ttatgcctgt aatcccaaca 360 

ttttgggggg ctgacaccga taaatcaaga gttcgtcg 398 
<210> 283 <211> 404 <212> DNA ^213> Homo sapien 

ggcacgaggc ccagcgaaaa gcaacaaccc caagactgtg aaagactaac atccattctg 60 

aaataggaga taacaaggct gccatggatc tgaacaccac ctcccctgag aacagccagg 120 

agcccacttg gattcaagag tgactttgaa cttgttttca cacctccaac agactctcat 180 

taagattcag ttatttccgc tccccagccc cacactcctt tcagattatc gttcatgggc 240 

gtaagtctct tctcagagtt aacaagtctt tggtagtcat cctctgtcca aatattgtat 300 

attattaaaa ggcattttta ataattacca gaattagctc aaacctttag ggatctttca 360 

gccatgatta ttaaggatat gtatgtgaat ttttgggaaa cctn 404 
<210> 284 <211> 404 <212> DNA <213> Homo sapien 

cgttgctgtc ggaataatgg aacaataatg agaggaaagc ttaatcattg gaaatgtaca 60 

ttattcctgc tttgtggatt atttgcatca gagttttaaa ttacgggttg atgatttttt 120 

tttttttggc tatcttaacG ctcccatttt ttccttcttt tcccttcctc cgagtggagg 180 

aacccttaag gatccaaccg gtttttaatt gaagcccccc ttcccaccga aattggccca 240 

99999Ctatt ctggtttttc cgatttttgg ggggattggc tattttgaaa ggctttggct 300 

acctttggga ccctatccca aaatccatac cctttagttc taaggtggac catttaaagg 360 

ggccacaaat tattcattcc aggatagggg accctataca atag 404 
<210> 285 <2ll> 402 <212> DNA <213> Homo sapien 

cgaattcggc acgagcctga gaaaagcaag aaggaactga aaagggaagc ccggaatttg 60 

ctcaaatctc atcttaacct tgatgacagg cgttgggcga tgcagaattt ttctcctcag 120 

tgttccattg tgttgctaga acatctgaaa actgccactg taaacttcat aaccagctat 180 

ccgggttcat cctacatttt tgtgcaagag agtccaactc cccagattaa acctgaatat 240 

ttagccttga ggtctgttgg catcacaaga gagaaaaaaa ggaaaggcct tcacttaact 300 

gagagtaccc tcccagccct ggaagagtta gtcaatgttt cctgtgaaga agtaaatggc 360 

tgccctgtca ttctagtttg tggatcccag gatgttggaa ag 402 
<210> 286 <211> 400 <2l2> DNA <213> Homo sapien 

ggcacgaggc ttgcagctgc ggcggggtcg ggtccacccg cggtccccgg aatgccggac 60 

ggctgatccc gggtgctggt cactcgccga ctcggggctg ggaaggtttg ccagaagcgg 120 

gaaagatggg agatctgagc gctctcttgg catcgccaca cccaggactt gctcgtgccg 180 
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caatccccca cggaaacaac cgagttgaaa cgagaagctt gctctctggg tgcagtagct 240 

agaaggcctG aggtaactcc aaagccaaca ctgggtgagg caacacacgc cgcctcagga 300 

ctcagcattt ctttcaggct gcgttttcgt ggcagaccta cccagat-tga tggagaaagt 360 

ttggctggcg gataagaagc aacgcggaag atgtgtacgn 40o 
<210> 287 <211> 401 <212> DNA <213> Homo sapien 

ggcacgaggg aaaccccaga gccaggtcag cagggcctcc aggctgcagc ccgctcagct 60 

aagagtgctt tgggtgccgt gtcccagaga atccaggagt cctgccaaag tggcaccaag 120 

tggctggtgg agacccaggt gaaggccagg aggcggaaga gaggagcaca gaagggcagt leo 

ggatccccaa cccacagcct gagccagaag agcacccggc tgtctggagc cgcccctgcc 240 

cactcagccg cagacccctg ggagaaggag catcaccgcc tctctgtccg gatgggctca 300 

catgcccacc cattacggcg atcaaggcgg gaggctgcct tccggagccc ctactcctca 360 

acagagcccc tctgctctcc cagcgagtct gacagtgacc t 401 
<210> 288 <211> 403 <212> DNA <213> Homo sapien 

ggcacgagga gtggcatgca gggcccctgc catgggtgcg Gtcctcaccg gagcaaagca 60 

gcatgataag gactgcagcg ggggagctct ggggagcagc ttgtgtagac aagcgcgtgc 120 

tcgctgagcc ctgcaaggca gaaatgacag tgcaaggagg aaatgcaggg aaactcccga 180 

ggtccagagc cccacctcct aacaccatgg attcaaagtg ctcagggaat ttgcctctcc 240 

ttgccccatt cctggccagt ttcacaatct agctcgacag agcatgaggc ccctgcctct 300 

tctgtcattg ttcaaaggtg ggaagagagc ctggaaaaga accaggcctg gaaaagaacc 360 

agaaggaggc tgggcagaac cagaacaacc tgcacttctg ccn 403 
<210> 289 -i211> 400 <212> DNA <2l3> Homo sapien 

ttcgaattcg gcacgagaaa agacgtgatg tgcaccacct cgatctcggt gtttcaggca 60 

ctaaagcaac aaaacaaccc atagtatctc attttgtcat cagatccaga agaaatatcc 120 

tggttttcca gcatgtttac ccacatgctt tgggcatgga taaagtgaag aggcctactc I8O 

accattatcc ctgcagcgtg acaccttttg attgtcactg accactcaga aggggccacg 240 

gcctcctggc tgtgttcctg agcccccgtc gtgcctctcc cagacagcag ccgtctggcc 300 

cctgctgggt gagggcacac cactgccagg ggtcaagctc gcacccaggc caggcagaag 360 

ctgtgctctg aaactaggac agctggctga gaagtgggtt 400 
<210> 290 <2il> 399 <212> DNA <213> Homo sapien 

ggcacgaggc aacactgagt gctatgaaca aagataaagt gggcaatgga atggcatgtt 60 

gggtgttgac tccgagaagg tgttcagaaa acctctctga aggggcagca tttgggcaga 120 

ggtccagact gtgtccaatg gcagaaaaga gaatgcttgt ggtcccagaa gtggagcaag I8O 
ctttgtgagt ttagagagca gcaagaagcc agtatccctg ggaccgggga gctgatgtgg ' 240 

gatttgtgta cccacaaaca cgttctaggt gctaaccaga aaccctccat gtgagagcag 300 

agaccttgga gatcctgagg gtttctgctg agccctggaa tctagtcacg ctattttgat 360 

agcagaatgg atgagagaat ttaaggccca gggccagat 399 
<210> 291 <2ll> 402 <212> DNA <213> Homo sapien 

ggcacgaggg gtttggggac cacacaggca cctgccttcc tagatttccc tggctcactt 60 

ttctgcaaac actggatctg ccaggcctgg ggattggggg gcaggaaaga ggcccccatc 120 

cagccccctc caggccagtg tgcacagtgc accgaggggt catccgcaca gagcgaggtg 180 

caagctcgat gtgtaacctg gccgcggcac ccgacatccc cggtctcggg gtgttgattt 240 

atttccgaat aacttttcgg gtatagaaac caattttttt taatatatga catgtatatg 300 

tacacactca tgtgaaatat gtatactttg gggggatcta tttatgttcc agtgggagtc 360 

actctcttct gtcgggaatc ttatctgctg ctttgtgtct tt 402 
<210> 292 <2ll> 402 <2l2> DNA <213> Homo sapien 

ggcacgaggg cagatgatct gaatgccttg caactaataa gtagccgaac attgaagctg 60 

cactttagcc cccatagagg ccttcatcat catgctaatg ttatgtttga ttacttccac 120 

ctttctgttg tgtctgttac agttcatgca tcattggttg cactacacca gccactaata 180 

agctttcctc gccctgtgaa gacaacttgg ttaaatagaa atgcaccagc acaaaacaaa 24 0 

gattccgtga ttcctactct tgaaagtgcg gtctttggta ttaactacac aaaacagtta 300 

tcaccagatg gttgtagctt catcattgca gactccttcc tacatcatgc gtatcgtttc 360 

cattatacac tttgtgccac tttgctgcta gccttcaagg ga 4 02 
<210> 293 <2ll> 400 <212> DNA <2l3> Homo sapien 

cgttgctgtc ggcaaatgtc agcgccagcc cagccaaaag agcttgaaac ctaccaagcc 60 

ggaggactgt gctgtgcctc tctcgcccac attttcccca agcactctca ggaacctggc 120 

aacagtgtcc ccttgtggcc aagcctggaa catcacatct gtacgttgca atctgtggat 180 
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cagctacgag aaaagtacag Caagaagaaa ctgaatttga agtggattct cacaaaggaa 24 0 

aaagaaaatc actattgtaa ctataccaaa ttaccatatt atgtgatgca acaaaattca 300 

aatatgaaaa ccatcttgga ggccgggcgc ggtggctcat gcctttaatc ccagcacttt 360 

gggaggccga ggcacggtgc ctcacacctg taatcccagn 400 
<210> 294 <211> 399 <212> DNA <213> Homo sapien 

cgttgctgtc ggtgattctt ctgcctcagc ctcctgagta gctggaacta caggagtgtg 60 

tcaccatgcc cggctaattt ttgtactttt agtagacacg ggigtttcacc atgtcggcca 120 

ggctggtctc aaactcctga ccttgtgata cacGcacctc ataattttaa actgaatctc X80 

Ccttgtatcc tcagtcccag gcaggtgctg gagcaggaga taggctccta caagcttagc 240 

aacttctcat ttctatgtaa actcaagttt ggtcaggtct ataCtttccc acaaggactg 300 

Gtctgtggtc tatcagaagc cacctctcct cattgcttag ctggactctg gttttgccGa 360 

gtaaaggctg cgctacaaag gagctaggtc agcctangc 399 
<210> 295 <211> 399 <212> DNA <213> Homo sapien 

ggcacgaggt ttataacagc gaaaaaggtt ctcctttaaa aaaaaaactt atctgtagta 60 

ctgaatatat aaacttttcc tgaaacaatt attcaaactc tgcatctttg atatcaatgt 120 

ctctagcagt agtagagcca catttcaaaa agagctttac tanatacaga tcataacatt 180 

cagctgtttt aaagtgatta acgcattttt ggaaatttac agacttggtc aaecacaacc 240 

acagctgatt taaaacaatt tcatcaactt caaaaaccct tgtggcattt ggaaggctca 300 

aaccatctcc aaccaatctg gttctattga ctggcttttc ttgccatttc atacaatagg 360 

gaacatatga cactggggtt cctcatcctc gaacttttc 399 
<210> 296 <211> 398 <2l2> DNA <213> Homo sapien 

cgttgctgtc gctgcctctt aggggcttga gattaggtga tggggcagtt gttttcaatt 60 

caggagctac tgccaaaaga ggggtaaaat agatactgat caatagtctt gggtcattga 120 

ttttcttatc tgaatttagt gtcaaaggag aagcctttGa gcatgtggca ttttaaactg 180 

agtgccaaat tgcggtcact ttggaaacca catttaaaag atgcatccta accagtattt 240 

ccatgttttt taaatacctg atattagatt tgtaccattt gtagaatcta tgttattaag 300 

gcagatttaa tcttgaaata aattaatctt catgtgcttc tgagactctt tttttttttc 360 

gttaccatta aggagttttc atttcttttg taaaccag 398 
<210> 297 <211> 399 <212> DNA <213> Homo sapien 

ggcacgagga gagaactgct ctcgagacta gttctctcag agagagagaa ctagtctcga 60 

gagcagnnnt CtCttttttt tttttttttt ttgaaaaagg aattcccttt ttgcccccca 120 

cccggggggg aggggcaaaa atttgggttc ctaaattctt ccccccccgg gtttaagggg 180 

agaaccccee ctcccecccc aaaagggggg gaataataac cggggcccag gaccccggcc 240 

ctaaactttc cctttttaaa ggggcccatc ccaggggttt taaatattcc aattgggggg 300 

ggcaccccac cccgtggtat aatccaagaa ctttttggcc cccccaaaaa aaacccccgg 360 

ccttttaacc accccccccc agtttttccc ttcttggcn 399 
<210> 298 <211> 398 <212> DNA <213> Homo sapien 

ggcacgaggt cacaggatct caaggcctgc ctgttggtgg ccctggtccc ctgaagccga 60 

gggtcagaac ctctgtctct ggctgctgcc tcagggcagg ggcctgggac agcccattgc 120 

aggccaggtg gtcctcccag gagactttgt ggggccgagg agaaggcaaa gctgccttgc 180 

atttgcctgg tgcctgctaa gccccaagtc catccctccc ctgaacagga cgctcgcagg 240 

gccctgcccg tcagaatgca cgtggagtcc tctgaggttc gggggtgtgg gttgcacttg 300 

agggaccatc ttcctggaga tcccgtaggg agttccctac aggcaggacc tgaggcccag 360 

ccccaggaca ccaccccacc ttcccggggc ttgggaan 398 
<210> 299 <211> 404 <2l2> DNA *213> Homo sapien 

ggcacgagat taataagaca gtcacactct gtcgcccagg ctcaaaaaaa aaaaaaaaaa 60 

aaaataattt tgaaaaactg ggcccccttg ggggaaaaga aatttttagg attaagtttg 120 

gaaaaacccc caatttttgc caattttaaa ccccccaagg ggggggggaa catggaaaaa 180 

acctgggaac caggttaaaa acaagggggg gatcccggta aagggtttct tttaaaaacc 24 0 

ccatttttta aacttgggtt ggcccccccc acttttgaat taacccccca aaaaaaaatt 300 

tggggaggat ttttgccggg acctaaaacc cgggggggaa aaccaaaccc cccaaaatCt 360 

tattgggaaa accctgggcc ccatttggag ggccccaaac cccc 404 
<210> 300 <211> 404 <212> DNA <213>.Hqmo sapien 

ctagggacga gccgcgacca ggaccggacc gtctaggtgc agagcaaggt ccgaggggga 60 

ccgccgcccg cggcacgtca gctgccaccg cancagaccc agaggtaccg agcgccaacg 120 

tgtgcagagc ccagcggcgg agacatttac ttgcgccgga aggagtactc ccataacccc 180 
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acctcagagc ccaccctcct gcagcacagg gtggaggggg ccgaggacac gtcttcttcc 240 

tcttctgctt ttctccaccc agcacgcctg tggCGcacct ctctgagctt cctcccagtc 300 

ctaggacccc ccctctccct gcagcactcg atgacatgca agcaggggag tcagagagtc 360 

caggggcccg aggatgcctt gcaaaagctg ttcgagatgg atgg 404 
<210> 301 <2ll> 401 <212> DNA <213> Homo sapien 

cgaattcggc acgaggaaaq tigcttctgaa ggaactctgg ctctgtgtaa acacaacaca 60 

cagactacct ggtgaaggca gcaggtgtgt cccaaaaaaa cctgccaaag caatcaccag 120 

ctccagagtg cctggggaag atggtacgct acctccaaca cagggcagcc ctctcaggac 180 

cteaaatgtg cagacatgcc tcacaaaact gtccatggag ataaaggagg actttttatg 240 

tcaaaatgtg gaaaaacaga gctccagtgg aacaaattgt agttctgacc atgtttttaa 300 

tgagaatgga aatcttgagg ttttagtaca aagtcatcgt gacggCggta gtaccgaatt 360 

tgttgatcat gatcatcttt ttgatgaaga tcttcaagct g 401 
<210> 302 <2ll> 400 <212> DNA <213> Homo sapien 

actcgaattc ggcacgaggc tttccccagg gagggccaca gggggcacta tgtgctagag 60 

ggaaagtctt gtctgaggag ggtggagggg gcacagggag ggtgcatatg ggaggcagtg 120 

gagatactga gggctgtttt ctgtggtggg tagttcagag gtgtataggg caggcttgag 18O 

aatgtcaatc acaagagaac acaggaaatg tgagggctgg tggcaggaac gcctgttgca 240 

aggggtaatg gtgggtggta gagcagaagc gtggaaataa ttggtctcaa gtctctgaca 300 

gagctttggt ttaggtgatt tctgccctaa gaatgttgag atcacaactg tctgtgcatg 360 

ggggttgggg gattatatgt actgacgggt gtatacatat 400 
<210> 303 <211> 403 <212> DNA <213> Homo sapien 

cgttgctgtc ggggtcctct gcatcctcac tctccccGct agcccaggtg cagccccggg 60 

^ggggtgccc tgaccccgcc ttaaacaacc aactttccca ccgaatccca tctggcgggg 120 

ggggggtttg ggtgccaagt gccctggaaa cctattgtct tttggctcag ccaaaagaaa 180 

catCGGctcc Ctcctttccc tccgggcttg ggggaacctt cgtaaaaatc atagttaggg 240 

ttaagtccaa gcagtgaggc ctgacctggg ctctgctctc cttgttgaga cactaacagg 300 

cagttgggag gaaaatctgc attcgactcc accctctttg gggcaaagga gaagcaggtg 360 

acccgagggg gggcaggcca gaggagggcg actcgtgcac agg 403 
<210> 304 <211> 401 <212> DNA <213> Homo sapien 

cgttgctgtc ggcagaacga ggccagtatg atcaatgggc tgggggcagc agaggcattc 60 

ccctctggtt gtacagcgac agctgggaga gaaggcagca gccctgaagg cagtaccagg 120 

aggacgatcg aggggcagtc tccggagccg gtgtccggag atgctgatgt ggatgtgtct 18O 

gcagttcagg cgaagctggg agcGctggaa ctgaaccaga gggatgctgc agctgaaact 240 

gagctoaggg tgcacccacc ctgccagcgg cactgcccag agccgccgag tgcacccgaa 300 

gaaaacaaag ccaccagcaa agctccccaa ggcagcaact caaaaacccc catctttagc 360 

ccttttccca gcgtcaagcc ccttgcggaa tctgctactg g 401 
<210> 305 <2ll> 400 <212> DNA <213> Homo sapien 

attcgaattc ggcacgagac ctgccctgtg ctLcgagggc tccccgcctc Gcgaggagct 60 

CGcggcggtg cacagtcatg gtgctgggcg gggcgagcct tggccgggcc ctgcctctcc 120 

ctcgggggat caggtgtcca cctgcagcct ggagatgaac tacagcagca actcctccct 180 

ggagcacagg gggcccaata gctctacctc agaagtgggg ctcgaggctt ctcctggggc 240 

cgcccctgac ctcaggagga cctggaaggg gggccacgag ttgccgtcgt gtgcctgctg 300 

ctgcgagccc Gagccctccc cagccgggGc tagcgccgga gcagctggca gcagcacctt 360 

gttcctgggg ccccacctct aGgagggctc tggcccggcg 400 
<210> 306 <211> 398 <212> DNA <213> Homo sapien 

cgttgctgtc ggcagaacga ggccagcaag accaatgggc tgggggcagc agaggcattc 60 

ccctctggtt gtacagcgac agctgggaga gaaggcagca gccctgaagg cagtaccagg 120 

aggacgatcg aggggcagtc tccggagccg gtgttcggag atgctgatgt ggatgtgtct 180 

gcagttcagg cgaagttggg agccctggaa ctgaaccaga gggatgctgc agctgaaact 240 

gagctcaggg tgcacccacc ctgccagcgg cactgcccag agccgccgag tgcacccgaa 300 

gaaaacaaag ccaccagcaa agctccccaa ggcagcaact caaaaacccc catctttagc 360 

ccttttccca gcgtcaagcc cctgcggaaa tctgctan 398 
<210> 307 <2ll> 399 <212> DNA <2l3>.Homo sapien 

ggcacgagcg gaagtgtcga tccctcagcc agggcatgga gctctcctgc cccggttcgc 60 

ggtgcccggt gcaagagcag cgtgcccgct gggagcggaa acgcgcctgc accgcccggg 12 0 

agctgctaga gaccgagcgg cgctaccaag aacagctggg gctggtggcc acgtactttt 180 
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tggggatcct gaaagccaag gggaccctgc gaccacctga gcgccaggcc ctgtttggct 240 

cctgggagct catctacggc gccagccagg agctgcttcc ctacctggaa ggaggatgct 300 

ggggccaagg gctggagggc ttctgccgcc acttggagct ctataaccaa tctgctgcca 360 

actcagagag gtcccagacc accctgcagg agcagctan 399 
<210> 308 <211> 398 <212> DNA <213> Homo sapien 

ggcacgaggt cgcctttgcc cgcgcccccc gcctccccat cactggtctc tacaacaaga 60. 

gtccctacta ctgcgggact cgtggccgct ggttccgcgc catggcgggc ttgcgactgc X20 

atcagcgggt ccatgcccga gctcggactt tgacgctaca gcctcccaga tcaccatctc 180 

ctgccccacc cccacctcca gagcctcaac agactatcat gtgcacagag ctgggggaga 240 

ccatcgccat cattgagaca tcccagccac tggcgcttga ggacaccctg cagctgtgcc 300 

aggctgcact gggggccagt gaagcaggcg ggctcttgca gttggacacg gccttcgtgt 360 

gacgcagctg aaaagcaaca acaaaagggt ttggttgg 398 
<210> 309 <211> 401 <212> DNA <213> Homo sapien 

attcgaattG ggcacgagac aaggtggacg cccaggagga gaaccttctg cccaagtacc 60 

agcgtgtgaa ggacctgtgt cagcgtgctg agtaccagac ggcgtgtgag cagctgggac 120 

agaagtggca gcgtgtggag gacgccacgg ggaagctgaa gctgcataag tgcaagggcc 180 

ccatgcggcc gggcggcagc agagccctct ccaacctcgt gcccaagtac tacgggcagg 240 

gcagcgaggc ctgcacctgt gacagcggng actacaagct cagcctggcc ggacgccgga 300 

aaaaactcct caagaagaag tacaaggcca gctatgtccg cagtcgctcc atccgctcag 360 

tggccatcga ggtggacggc agggtgacca cgtaggcctg g 40i 
<210> 310 <2ll> 400 <212> DNA <213> Homo sapien 

ggcacgagga tcttctgaaa gctttgattt ttctccaggc agcatgcatg caccttccac 60 

ctcctccacc tcctcctctt caaaggaaga gaaaaagctc agtaattcct tgaaaatgaa 120 

agacttttcc aaaaacgtct ctaaatgcgt cacaccagat ggcaggacca tatgtgtagg 18 0 

ggacatcgtt tgtgccaaga tatatggctt ccctcggtgg ccagcccgta ttcttactat 240 

aactgcgagc cggaaagaca acggcctttt agtccgacag gaggcccgta tttcatggtt 300 

tgggtctdda acaaeatctt tccttgctct ttcacaactc tccccctttt tataaaactt 360 

ccagtcacgc tctaataaca agagaaaggg cctgtatcgc 400 
<210> 311 <2ll> 400 <212> DNA <213> Homo sapien 

ggcacgagtg tccttccacc accagcaccg gaccacccgc tccaagacca gcctcctggg 60 

gggaccacgc acccggcctt cactggcacc cagggagccg tcctcagcag cgtcaacatg 120 

tcaaggccca gcagcagagc catttacttg caccggaagg agtactccca gaacctcacc 180 

tcagagccca ccctcctgca gcacagggtg gagggggccg aggacacgtc ttcttcctct 240 

tctgcttttc tctacccagc acgcctgtgg tccacctccc tgagcttcct cccagtccta 300 

ggactccccc tctccctgca gcacttgatg acatgcaagc aggggagtca gagagtccag 360 

gggcccgagg atgccttgca gaagctgttc gagatggatg 400 
<210> 312 <211> 404 <212> DNA <213> Homo sapien 

gaatacctgg tccacgtggc cccacactgc gccaacttcc tagtgccctc tcagaaccta 60 

caectgaccc tggccctgct gcgactggca ggcgccgggg aggaggccgc tgccattgga 120 

gctctgagac gggccctctt ggccccgggg ctaaatgcac cccctcggct gagctttata 18O 

aagctggtcc tcctgggccc gcatgtgctg tgtgccccac cctctcccac actggaaagc 240 

atggcacaag tgctgagcca gaggctggaa gccgaggggc tgagtacact acagtctcca 300 

gggcagctgc acccccacct caccgtggcc aaggtgcccc atggttccca ggtccacctc 360 

cccaagctgg agttcaccct cagccaggaa gtggagtgcc agcc 404 
<210> 313 <211> 404 <212> DNA <213> Homo sapien 

tgtcggggga ggcgtgggag gtattaggaa acggtttgga ttctgtgtgt gggagggtat 60 

tttttggggg tagatgactg ccactttcct aagcgctctt ,attccttt:cc tttcttacag 120 

gactgcgcag gctttgccta gaaaaacccc aggcggatgg cgggcacaca cctgaggttg 180 

tagccccttt atctgccttc ccggtactga ccccttgacc acaattctcc ctgaccccaa 240 

gtgccacgcc tcataccttg cacctaaccg attgccaaga tccactacta tgaagacagg 300 

ctataaccta acgacctgcc tggtccaccc ccggatactc acctttctca tgccacatga 360 

tgcgcgagcc tccaacactg aagccaaaga gctcaccttc cttg 404 
<210> 314 <211> 402 <212> DNA <2l3>.Homo sapien 

cattccgcac gagagaagag aaaacaaacg ctgctaagga gttagaaaag ttacagcaca 60 

gttccgaaac tgaactaaca gaagccttgc ataaacggga agtacdtgag actgatctac 120 

taaatgctca tggagaatta aaaagtactt taagacaacc ccaggaattg agagatgtac 180 
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tacagaaggc tcaactatta ttataggaaa aatacactac tataaaggat ctcacagctg 240 

aactitagaga atgcaagatg gggactgaag acgaaaagca ggagctcctt gaaatggctc 300 

aggcacttaa agagagaaac tggtaactat agcatagagc atctcaggct acacacttgg 360 

atacgactac tcttgagcac agaggagaaa tggaacaaaa ag 402 
<210> 315 <2U> 398 <212> DNA <213> Homo sapien 

cgaactcggc acgaggccag gggctaaata gttcattgca ggagcactga gggctcagaa 60 

acctccagac agaactggct tggtcctgct gggcagagat gatgagcttc ggtgtggcca 120 

gaacggtggg ggtcctgggc accctgtgtc accaatccca ggggagaggc tgtgtgtggt 180 

gagccttgtt ggcactgcat catgagccac gagcagggcg tggccactgt tgtgcaggtg 240 

actccgccag ggagccatgg tggagccggg gagctggggc tgtcatgGgg tcccccgggg 300 

agccgcagtg gagccgggga gctgggcctg tcatgcggtc cccGggngag ccgcagtgga 360 

gctggngagc tgggcctgtc atgcggcccc cggcttct 398 
<210> 316 <211> 398 <2l2> DNA <213> Homo sapien 

ggcacgagcc ggatttgtct ctcttcagtt atgatgacaa gtgggtatct gtcatggagc 60 

ggcccaagac ttgcggagat cacccaatca ggttctatgc ccgggactcg ggcctgctca 120 

agtttgagat ccaggcgggg ttattgggcc gccccatcaa ccacacagtg cgacgccttg 180 

ttgccttcac ctttcaccct tttgagcctt tcgctatttc tgtgcagagg actaatgctg 240 

agtatgttgt caacttccat atgcgacact gctgcacgta ggtgcctcac cagagccaga 300 

ttatctggtc ttccaagact ttggcactca cttatctcag tggactccan aagccaaagc 360 

tccgactact nagctctgta ggtccaagcc tgtatacc 393 
<2io> 317 <2xx> 400 <212> DNA <2i3> Homo sapien 

cgttgctgtc gcctcettcc tcatgaagcc catcaacaag tgcattggga ggaacatgac 60 

Gtacttctca ggcctcctgg tgatcfctggc ctttgccgcc tgggtggcgc tggcggaggg 120 

actgggtgtg gcGgtgtacg cagcggctgt gctgctgggt gctggctgtg ccaccatcct 180 

cgtcacctcg ctggccatga cggccgacct catcggtccc cacacgaaca gcggagcgtt 240 

cgtgtacggc tccatgagct tcttggataa ggtggccaat gggctggcag tcatggccat 300 ' 

ccagagcctg cacccttgcc cctcagagct ctgctgcagg gcctgcgtga gcccttacca 360 

Gtgggcgatg gtggctgcga cgggcggcgt gggcgtggcc 400 
<21G> 318 <211> 400 <212> DNA <213> Hoiiio sapien 

ggcacgagcc agcaccggac cacctgctcc aagaccagcc tcctgggggg accacgcacc 60 

cggccttcac tggcacccag ggagccgtcc tcagcagcgt caacatgtca aggcccagca 120 

gcagagccat ttacttgcac cggaaggagt actcccagaa cctcacctca gagcccaccc ISO 

tcctgcagca cagggtggag cactcgatga catgcaagca ggggagtcag agagtccagg 240 

ggcccgagga tgccttgcag aagctgttcg agatggatgc acagggccgg gtgtggagcc 300 

aagacttgat cctgcaggtc agggacggct ggctgcagct gctggacatt gagaccaagg 360 

aggagctgga ctcttaccgc ctagacagca tccaggccat 400 
<210> 319 <211> 398 <212> DNA <213> Homo sapien 

gatagagaaa aaaaggccca gagagagtcc cctcaggcca actttggttt tcacttctca 60 

gttctgagag ccgaggaagc aggaaggagc tgtgagagac tgagctctaa ccttggccat 120 

caaagacaag ctgtgcagct ctggtttttt gagggcagga catggagggt caggcccagc I8O 

tggaggcgca ccaaagccca gagaaaattc agaaccacgt gaacttgttg gatctcagcc 240 

ccttgaagca catgtcgcta ttgcagctgc cttgataact ggggggacag gaggagcacg 300 

gctttcccat cttgtacggg gactcgccaa tccagttgcc cctggaagag aaaaggaccc 360 

aggagacaga ggagcttagg actcattcaa tctttatg 399 
<210> 320 <211> 399 <212> DNA <213> Homo sapien 

ggcacgaggg cttattactg ccgtttatac gcaatgcaga ctggaatgaa gatcgagagt 60 

aaaactcctg aatggcgcaa atttttatca aagttaatgg atcagttaga agctctaaag 120 

aagcagttgg gtgataatga agctattact caagaaatag tgggctgtgc ccacttggag I8O 

aattatgctt tgaaaatgtt tttgtatgca gacaatgaag atcgtgctgg acgatttcac 240 

aaaaacatga tcaagtcctt ctatactgca agtcttttga tagatgtgat aacagtattc 300 

ggagaaccca ctgattgaaaa tgcgaaacac aggaagtatg ccagatggaa ggcaacatac 360 

atccataatt gtttaaagaa tggggagact cctcaagcg 399 
<210> 321 <211> 399 <2l2> DNA <2i3>.Homo sapien 

ggcacgagag aaaacctcct ttgggagacc aatgtgggac aatgagtttt ctacaatagc 60 

tacctcccac cccaagtctg tagtgggagt tttctcatgt ggccctcgga ctttggcaaa 120 

gagcctgcgc aaatgctgtc accgatattc cagtctggat; cctagaaagg ttcaattcta 180 
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cttcaacaaa gaaaactctt gagtcacagg aataaggacg ggaatctgca ttttgtctct 240 

ttgtatcttc agtaatttac ctggtictcgt caggcttgag cagtcacttt aggataagaa 300 

tgtgcctctc aagcctcgac tccctggtat tcttcttttg attgcatcca actccgttac 360 

ttgagcttca gcaacttaag aacttctgaa gttcctaan 399 
<2lO> 322 <211> 391 <212> DNA <213> Homo sapien 

ccaaagacag ctcagacgtc aagagcaaga cttacagaca ttagcacggc tccatcttgt 60 

ctctcattga cagtgaggcc ctctcttacc accctatcaa aacggcagcc cctccactta 120 

tggttctcct tacccaacct tccccatcct dttcttctcc ataccacttt aaaccatttc 180 

acttacgata tattttgctt atattgtgca ttgccttttc ttctccaccc gatataagcc 240 

ccatgaaagc aaggattttt gctggttttg atttctgtag atttcaagca cctagcacaa 300 

cagtgcccgg catttattan gaacccgagt atttgaatga actattttat taattgtagt 360 

ctatacttgg aaaaggttta atttttttaa a 391 
<210> 323 <2ll> 396 <212> DNA <213> Homo sapien 

cgttgctgtc ggtgggagat agttatatta gctatcccac aggattgttc ttatttttaa 60 

gtgaaacggt acgtgtaaaa caaatggcat ggtctttgat atataataaa cgtcttacgt 120 

gatgttagct attgctgctt aagacaaaaa gaagtgatgt ataaaaggac ttatagtttt . 180 

attggaggtt cccaagcctt catttataag catttcatga gatttaactt tgttttttga 240 

tggcattaag caggcaacaa aacctagtat ttctcagtta cagatactgg caagtctgtg 300 

ttgctgcagt aggagcagct ggcctgttgc actgattact aattgatcga gttatttttc 360 

ttaattctct tctaatttcc agccgtctca gtcctt 396 
<210> 324 <211> 396 <212> DNA <213> Hofno Sapien 

ggcacgagga gagagagaac tagtctcgag agcagnnntt tttttttttt tttttttttt 60 

tttttttttt tgggtttttt ttgttttttt tagttgtttt tttttctttg ggggcccccc 120 

ccccaattat aaaacccccc agaaacgagc ccaccggggg ggggggacaa ccccccccgg 180 

g9gg99gga9 gactgaaaca cggaccgcga cccccccccc ctacaaagat atttttgggg 240 

9gg99gaaaa ccaccacacg caaaaaccgg gggggggaaa ccccccccgg gggtttttcc 300 

cccccggggg ggggggtaaa aacagaaaca ctcaccgcga gggaccccgg gggggggggg 360 

gggggccccc aaaaaaagat gcgggggggg aacccg 396 
<2lO> 325 <211> 393 <212> DNA <213> Homo sapien 

ggcacgagct cggccctcca gagtgctgga actgcaggcg tgagccaccg cacccagcca 60 

gttgaactta cttgaacatc cgcaaattat tttttattat ttttattttt tgagacggag 120 

tctcgctctg tcacccaggc tggagtgeag tggcgcgatc tctgctcact gcaagccccg 180 

cctccctggt tcacaccatc ctacctcggc ccctcaaggt gccgggatta caggcgtgag 240 

ccaccgtgcc tggccaaaca tccgcagatt aagCgctggg aacaggttaa gactgtactg 300 

tgccgtatat tagattaggt gatcttttaa attcctcatg agttttctcc agtccacttg 360 

gaagttcagc cggtgggaga agttagtgct gtn 393 
<210^ 326 <211> 393 <2a2> DNA <213> Homo sapien 

ggcacgagct tattccctag gtccttttat gtttttgacc aagctgggtt cccccagctg 60 

gtattatgga cttacacagt tctgatgtta gatgttaaac agttgccact cattgttttc 120 

gttgctttca acaaaatccc tggggatagg gcttttccca ctgagctagc cagagtccag IBO 

tcaaataaca ggactttcaa atggagcttt tctatgaagc tgccagacaa gacaggactt 240 

tgggtacaaa actttctgag gaggtgcaaa cctgaactgt ccccccacct gccagtggct 300 

gcacagctct aggctttcat agtcgccacg ggtacaagac ttcaggtctE gaaggctact 360 

gtggagctgg aagaaaaggg gagcaaggca agt 393 
<210> 327 <211> 391 <ai2> DNA <2T3> Homo sapien 

ggcacgaggt gagttacaca gctagaaggt gccaggttgg cgctgccaga gattcagagg 60 

tgccatacac ttgtcaaatc cggatcattc gtagtgccag cacagtccta aaagggctgg 120 

agtaccacac caacacaggt aggggtgcag ggcttcaagt acaaagattt gcatccatgc 180 

atgtatcaaa agtgggttct ctgggctgcg gctttgtcta gtagtaccac agtggctaaa 240 

gcagaagaaa accaaatcaa atgggatgtg tctcctggga ggatgtacaa gacacaaatc 300 

tttcactatg caccgggcac agggaaaact gcagggaaca agagttgtag tgttagtgca 360 

actgtctcaa cgacgctgtg tggcttcaga a 391 
<210> 328 <2ll> 393 <212> DNA <2i3> Hocno sapien 

attcgaattc ggcacgagct ggagagcagg tgtccagccc cagcagccac cccgccctcc 60 

acaccaccac cgaggacagt gcaggggtgc agactgagtt ctaggccagt gggtccctga 120 

ctgctgcaca tggcacaggc cgttcccttc cggacccagg caggctcagc tctggggagg 180 
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240 
300 
360 



60 
120 
180 
240 



SaaccS^ <^tgtgccttg tgggtggagg cggggcaggg ctgtgtggca ccgccaggqa 
ct^c?a^« ^'^S^gtcact tcattgggtt cagtcaacac tttcttgctc cc^qctSct 
Cttctgtggg acgatctcag atgcaggqqc cqactttoao o^^^♦-r.^,.^^ cctgtcttcc 
Sgctggacac tgctggggg| ct^-Sgcc 'g""^^^ ^ttttcctgc ttgtgccaag 
<210> 329 ^211> 393 ^212> DNA u 

ggcacgagca gagccactac ctccactgaa gctgaaatgg tagaccjgta ar^orfr" 

iT^iiii: r'^""''-' '^^'^"^'^ -™ 

tf;.,„;f '"Staaaas •cccagtgtt ggaaccottt 99tgcaaata aacatctoob 

«a,gttccc cgtgt„.3g tct^gctggl SatSc 

<210> 330 ,2,1, 3,5 393 

gc.g«c?g. ^™ -^J-tg. 

aaagaacagt ttggqtcact toAr^tan^t rXr^r^^J^ TO'^tccgttt gtttgttttt X80 

"SaS "a™ £• i ifr . - 

tgaccctt« ggcaLccgf ctgc"ag«a l^T^"" .9gg..gaaa 360 

<210> 331 <211> 395 ^oio rsxi^ 395 

s^ssi: gSg:.^=? ~« sss SSad! I ™ 

r"""'" aggSScS ."HS^t ° ^SgLI 

™cm™! 93"aagt« ta.«,t.ttc atga.gtttt cctttaLaa agcfggtlt? 300 

ssli: 

<210> 332 <211> 392 <212* DNA , n 

"^^^^^^-^^ ^--^'"^ ^^^^^^ 

arttTJttt ^'"'''^^^^^^ cttacagcac atggtaaaga ttcttcagac ttctattqat 
?tqqqaac« flT^'T atctttc.ca tccctagggt cttgtaaLg catgggg£t 
ctgggagctc tgatggcatg tctgcgaata gctagagctc atggacatct tcaa???^^. 

EES S= =S = 

<210> 333 <211> 392 <212> DNA .oi^ « • • 

ccatcgattc gaattcggca cgagccagcc cgcccccJgc ctg^^gac^cXJcc^:" 
ctgagtgtga gtcacagaga ccctggccgg ggcaccctic acccccSc ttScaqqa 
ctgtgggctg tggcgggact atggaaggga gcagggagag accctgcSc cacccggaS 
ggctacgcga gtgtggactg caggctcctc ctggggaagc tgggcaggct cgctttctoa 
tcacggggcc attccagggg gcatcccttg Ctccgggtcc cctocaat^a o^^^^o^ 
aaccccacca gggcagcagc ccctcccagg gaccSSS ttcctg?agg SScgSgg 360 
cccacctggg agcctcagat ccccctcttc ca s'-^yy gcggcgccgg 360 

<2X0> 334 <211> 393 hkhv 

cgttgctgtc gtaccattca acaaagtttt attttaatt ....T^" ^^P**" 

™1? r^'^'''^ '-'^^ ^^^^ ---s: 

aatcaataa^ tgtgcctgtt aagatgaagg ccttgcgcta gttgctcatg III 

ITtaltalTr l^TT'^^ taagagagta aaaggaggca gacagccaaa taa^tggtat 2^ 

SSSi ES aiSS ai— -Sg^ cSSa h 

'210> 335 <211> 392 <212> DNA .9,^ „^ 



60 
120 
180 
240 



60 
120 
180 
240 



60 
120 
ISO 
240 



SSS I'lToTr ^^^^^^^"^ ^^^^^^^"^ tc.c ^^alg cgag S;:g^ 
aggctgccct catgctgctc agtgggcaca ccaagaacaa gagctggcca gqgatqacaa 
acgcatctag gccttctcgg cctaagggtt acattagtta LcacSgg aggtgactti 



60 
120 
180 
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acctgtcatt gtgaacaatt attgctcttg gacgacccag gacataggcc agccagtact 240 

tacGccagtg tgttggagaa tcgcgctcgg cttcctcctc tgcgctgagt catgaaagtt 300 

gccggagcag gtgcagttac acaaccccca ggtatgatcc cgtttaagga ctggatttag 360 

gataactact tagaggttaa aagtcacaag gg 392 
<210> 336 <211> 394 <212> DNA <:213> Homo sapien 

tgctcctttg gccgaagcgg cctactgttg gcagaagacg acagaaggga ttgtctgctc 60 

Gcttgttttt aagcaaattG cagaaagcca ttcacttcac tggttaatgt gttggaatgt 120 

tttaaggcag attccagaca ctacatttca tctctaagtc tgtcagagtt catctctaaa 180 

aaataaggac tgcttattat atcatcaagt gccaatatca cagagtccat atccagattt 240 

tctttttgtt ccctgggtgt cttttttttt tttttttttt taaacgggat tccccttttg 300 

cccccacccc tggtgggagg gggggaaatt tggtttaatg gaagcccccc ctcccggatt 360 

aaccccattt ttcaaccccc gccctcGcgg gagn 394 
<210> 337 <211> 396 <2l2> DNA <213> Homo sapien 

cgttgccgtc gggggacgtg tgttccctca aagtctgtgc catcttctcc cacccctgcc 60 

gggtagaaag aggggctgac ccdagggctg agagagggga ggggactgga gggcagactg 120 

gcttctcggt ccccaaggag ccgcttgggc tgttggtctc cagagcaggg ccactgggca 180 

ctctgtgagg ggggagccct tgtatgaaag cacaaccccG ccgcgcttgc tgtccacatg 240 

ggttcccctt cattggcatt aatctgggca ccagctctct ccatagcagt gacttgcctc 300 

accaccctca tgtctcagcc ttgccttttc ttactgacac cgtcgccccc tcctctcagg 360 

agacaatgac tatggccacc tgacagaagg cttatn 396 
<210> 338 <211> 392 <212> DNA <213> Homo sapien 

ggcacgaggg aaggtccagc ccaggagggt ccatgtcaag gaggttccat gcccaggagg 60 

gtccatgctg aggtgggtcc atgcccagga gggttcatgt ccagaaaggt ccatgcctag 120 

gagggcGcat acacaacaga ggcctgtgcc caggaaggac catgtcaagg agaaccccac 180 

gcccatgagg gtccatgccc agtaagggcc atgcccatga gatcctcatg cccaggaagg 240 

cccatgccca ggagggtcca tgcccaggcc agttcatgca caggagggcc ccacgcctaa 300 

aagtgtccat gcccaggaag gtccatgccc agaagagtcc atacccagga gggctgatat 360 

ggttaggctt cgtgtctcca cccaaatctc at 392 
<210> 339 <21i> 393 <212> DNA <213> Homo sapien 

tcgaattcgg cacgagccag gagtcaaccc agaacttgcc ctgaaggact tcgccacaca 60 

accaacctct ccaagacaaa cggagaggaa aaaggaagct gccgaggaag agcccacagt 120 

atgtcctcac tcggggaaaa agaaaactat gcatggattg gtatatgcaa tatacataca 180 

tacatacata tatatatata tatatgcatt aagtgagtaa caaaaagtct ggaaggatac 240 

gttcaaacta ttaactgggg ttacctgcag ggagggtgcc aagggaactt tcacttttac 300 

tacatatatt tctggcttat ttggattttt cacccaaaga tcccaagtgt acttggagta 360 

gttaacatga gaagaataac aggggtgcaa tan 393 
<210> 340 <211> 393 <2l2> DNA <213> Homo sapien 

ggcacgagga gcGccgggcg gcactggatc gggecccgga gggtgtgggg ccttgaggaa 60 

gccagatccc aggcctcggg ggcggctttc tcgcaactgt cgcacgttgt gaggcgcagg 120- 

attggcgctg ggtctcgggc tcggggcgag gaactacggt tcgggccgag tgccaaagag 180 

atggatgaga ctgttgctga gttcatcaag aggaccatct tgaaaatccc catgaatgaa 240 

ctgacaacaa tcccgaaggc ctgggatttt ttgtctgaaa atcaactgca gactgtaaat 300 

ttccgacaga gaaaggaatc tgtagttcag cacttgatcc atctgtgtga ggaaaagcgt 360 

gcaagcatca gtgatgctgc cccgttagac ate 393 
<210> 341 <211> 392 <212> DNA <213> Homo sapien 

ctgtagtccc agctactcgg gaggctgaag caggagaatg gcgtgaacct gggaggcgga 60 

gcttgcagtg agccgagatc acaccactgc actccagcct gagcgacaga gcaagactcc 120 

atctcaaaaa aaaaaaaaaa gggggggggg ccaaaaaccc aaaaaggggg gacaaaaggg 180 

ggcccccccG ccttggggga aaaaagggaa ccctaggccc cccaaaagga atttggggga 240 

gcccccccgg cccggcgggg gaaaaaaacc cggggtttaa attgggagcc tttggcgggg 300 

ggggcaaaaa acccttgggg gttaadccct ggaagggacc cccaacccaa cccccccggg 360 

ggggaaaacc ttaaatgggg cccgaacggg gg 392 
<210> 342 <211> 397 <2l2> DNA <:2l3>.Homo sapien 

attcgaattc ggcacgaggg gacatgagtg tccccgggec gccgtcttcg gacggggccG 60 

tgacacgggc accctactgc ctggaggccg gggagccgac gcctggttta agtgacactt 120 

ctccagatga agggttaata gaggacttga ctaCagaaga caaagcagng gagcaactgg ISO 



wo 01/025«8 



50 



PCT/USOO/18374 



caaaaggatt gctttctcat catttgccag atctgcagag accaaaacaa gccctccagg 240 
ItllJT^ gaaccaagtt gtattgctag acacactgga gcaagagatt tcaaaactta 300 
cllllTlt ""^'^a"^ gatattaatg ctttgtttgc tgaggctaaa cactatcatg Iso 
ccaaagtggt gaacataaga aaagagatgc tgatgct 

lllTr.ll^ ^''^ <213> HonK> sapien 

cgaattcggc acgaggggac atgagtgtcc ctgggccgtc gtctccggac ggggccctga eo 
cacggccacc ctactgcctg gaggccgggg agccgacgcc tggtttaagt gacacttctc 120 
cagatgaagg gttaatagag gacttgacta tagaagacaa agcagtggag caactggcag lao 
aaggattgct ttctcattat ttgccagatc tgcagagatc aaaacaagcc ctccaggaac 240 
tcacacagaa ccaagttgta ttgttagaca cactggaaca agagatttca gaacttanag 300 
aatgtcattc tatgttggat attaatgctt tggttgctga ggctaaacac tatcatgcca 360 
agttggtgaa tataagaaca gagatgctga tgcttn ,° 
<210> 344 <211> 394 <212> DNA <213> Hon« sapien 

aattcggcac gagaaggatc tgtctgtgtg tcatggagca cctggagtgt tctgtctgga 
atgctggctg ggagccttct cctggcattt gaacgagggg cagctgtgtc ctctgtttgc 
cgtgtaaaga aaagaggaca gagctcagag gagatgaacc ccagcagaaa ggggtgcttg 
accagcagga gagaagataa ccaagagggt ctgtgggtgt ctcttctgag ctacaccagt 
ttccaggtta cctgggacca tggataactc tcagatcagc aacttgtcag ttgatttcca 
agctgctgtt ggctggactc agactcagca gggagcacct gggcgagccc tgtgctgcgg 
gctggacccc ggcccatctc gctgattact cttg a 5* » as 

<210> 345 <211> 392 <212> DNA <213> Homo sapien 

ggcacgagcc tttctccacc ctgcttaccc aacctgaggt aagaccagtc acactggctc 
ctccctccta gagggggtca gggggagggt gtatattgac atgaacaggg atagagggta 
aactggctcc ctgaatatgc eagccttaac ctccattcca etgccagctc cccttcaaag 
aggaggagct gggcttccct aacctctgca ggaggcaggg cctccagocc taggtgcagc 
ctggccctgg gatgggatgt ggggagtgaa tggtgaggat ctgcattggt gggaggggtg 
tccgctgccc tggagaaggg tcaattcagg gagcagtgga cttcacaccc ccatccaccc 
tGctccaagc ctgtggaatc cttcaaccaa gt 30, 
<210> 346 ^211> 394 ^212> DNA <213> Homo sapien 
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240 
300 
360 



60 
120 
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gaactttatt agacacttta aggaaatatg agatttggaa cacagatgtt caccataaaa 60 
cataatactg aaagtttgag aatgaccaaa acatccaaaa ataaggaaag ttataaatta 120 
agatttatcc atataatgga atatgaaaca aatcatgtct tcaagaattt aatgacagaa 18O 
aaacgtccag tggatagtag ttttcaaaag ctaggaaaac tacattcagc atgatcccaa 240 
ttttatgtaa caaattcgta aggaaggaaa tttcttaact tacacatcac cagccattct 300 
ttctaggttg tagaatgaca ccagtgtggg ttgtggggtt tttgtttttt gtntgggggg 360 
ataatttctg cccatttatc gcacttttac aatt s'^sssy 
<2io> 347 <21X> 394 <212> DNA <2i3> Homo sapien 

gggcttctgg attataggag agatataagg tactgatgat gcttcctgat gtgtaaagaa 60 
ctgttcaata gaagaaatta aaaaactatg ccaggaacag ttagagctcc tgtctgaaaa 120 
aaaaattttg aagattcttg agggtgacaa tggaatggac tctgatatgg aagaggaagc I8O 
agatgatggc tctaagatgg gatctgattt agtcagtcag caagacatct gtatagattc • 240 
tgcttcatcc gtgagagaga ataagcaacc tgaaggtttg gaattaaaac aaggaaaagg 300 
ggaagatagt gatgtactca gtataaatgc agatgcttat gacagcgaca tagaaggccc 360 
attgcacgaa gaagcagctg ctccccgggc accg 

<210> 348 <211> 391 <212> DNA <213> Homo sapien 

attcgaattc ggcacgagac agagggcttt ggagtcccCc gccacgaccc tttgcctgac 
cccctcaagg tccccccacc actgcctgac ccatccagca tctgcatggt ggaccccgag 
atgccgcccc ccaagacagc acggcaaacg gagaacgtca gccgcacccg gaagcccctg 
gcccgcccca actcacgcgc Cgccgccccc aaagccactc cagtggctgc tgccaaaacc 
aaggggcttg ctgggggnga ccgtgccagc cgaccactca gtgcccggag tgagcccagt 
gagatnggaa gccnggcaac ccctgtccag aaagtcctca ccccccagaa ctgcacttcg 
aggcccggcg ggccagccac gagcggcccg g 391 
<210:> 349 <211> 391 <212> DNA <213>.Homo sapien 

ggcacgaggc cttctccacc gatggtcaga ctgtcctctc tggagacaag gatgggctcg 



60 

120 
180 
240 
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360 



- ^w^w^ww^-^^ w^v^d^Gii^cia^ y^i*yyyCLGQ 

tggctgtgag ccacccctgc acagggaqaa ccttccgtgt gctgagtgac caccagggcg 
ccccaatctc taccatctgt gtcacgtgca aagagtgtga agacttaggg gtggagggca 
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360 
391 



397 

60 



cagacctatg gctggctgcc agtggggacc agcgggtcag cgcctgggcc cccgaccggc 240 

cgcggaacca ctgtgagcct gtggactggt Cgagtttccc aatgcctgcc accacggaga 300 
ctcagggcca cccgccaccc tccctcgctg ccttctgccc ttgggatggg gcgctcctga 
tgtacgtggg ccccggtgct tacaaggagg c 

<210> 350 <211> 397 <212> DNA <213> Homo sapien 

ttcgaattcg gcacgaggga ggacgtcgcg Cggagtggtg ggaggaggcg ggagccgtgt 6b 

gcgagagcag gtggaaagcc ttgaggggca ggaccaggat gcagctggct cgtagaagag 120 

ctcaggagtg agccCggcac tccagagggc gcggcgggtg gggaggcagc aggcaccagt lao 

ccaggagagc ttcgtggacg tggctcctgc gcgcacaccc ccaggagcac agccacgggc 240 

tgcaggtgtg gctggcctca gcactcagtc ctcacccgga gcctttgcct gctcctcctt 300 

ccaagagcac tgaggcacca gtgggctcgc actccacctt gggcttcctt ttcctggaga 36o 
gccgccttga gggtccctcc tgtgactggg gtctctg 

<2io> 351 <2ii> 391 <2i2> DNA <213> Homo sapien 

ggcacgaggt gaggagtagt tgctggccag cctggatgac gacctccgac ccatgtcgcc ou 

actggagctg gtggcagtgg ggctggggag gaaggaacgc caagggccac agagagaacc 120 

caggctccat ctgggccgag acatcctggc ctctgagttt gacaggggag cccactgccc leo 

ggccaaacag gagctggggc tgggagctca gactcagtcc agcccaggtg ggagtcctgg 240 

ggaaggagat agcccacgag cctcaccagc cctgggtgac agccagatgg tgtccgaagc 300 

cccangcctg gggcaggcag ggggtggtct ggcccaggat gaacggaggc caactgggta 360 

acaagcaaag tcggtgggca ggggctcata g ^91 
<210> 352 <211> 393 <212> DNA <213> Homo sapien 

ggcacgagcc gagaccacgc cacgcacttg gcggcaggga cccggaggcc gaccccttgg 60 

cgggaaccag cacaaagtgt tggcatcgcc cggcgcccgg gacagtcctg ggcacagcct 120 

cggctctgag tccctccgcc tcccagcgac ggacgccaaa gggtcccggg ccgcctgagg 18O 

ctccccccca ccacagccat ctcgtttatc ggaccaggag caggcaccca tgagacctca 240 

gagcttcaga tcgaggcctt ggggggtccg ggccccccca ggaaacacgg tgaggcccca 300 

gcgcccgcag ccaaagctgg cacgatctat ggggcaggtg ccgctctgcc tagaaaagcc 360 
aggggctctg ctgccgtgcc ctccagagcc cat 

<210> 353 <2ll> 392 <212> DNA <213> Homo sapien 

cgaattcggc acgaggtttt gctgcgttcc tactgtctct atgtcctcct gcttgccatc 

aatggagtga cagagtgttt cacatttgct gccatgagca aagaggaggC cgacaggtac 120 

aattttgtga tgctggccct gtccccctca ttcctggtgt tatcctatct cttgacccgt 180 

tggtgtggca gcgtgggctt catcttggcc aactgcttta acatgggcat tcggatcacg 240 

cagagccttt gcttcaccca ccgctactac cgaaggagcc cccacaggcc cctggctggc 300 

ctgcacctat cgccagtcct gctcgggaca tttgccctca gtggtggggt tactgctgtt 360 

tcggaggtat tcctctgctg tgagcagggc tg 332 
<210> 354 <2ll> 396 <212> DNA • <213> Homo sapien 

ttcggcacga gaacacagcg aggaacttgg aactgaggag ggcgaggttg aagagatgga 60 

cactccagac cctcagacag gtctgtttta ccgatctgcc ctgactcagt cacagtcagc 120 

taaacagcag aaacttagcc agcccccgct ggaacagact cagctgcaag tgaaaactct iso 

gcagtgcttc cagactaaac agaagcagac catccacctg caggcagacc agctccagca 240 

caaactcccg caaatgcccc agctttccat caggcatcaa aaactcaccc ctctccagca 300 

agaacaagca cagcecaagc cagatgtaca gcacacacag catcccatgg tgcccaagac 360 

agcagcttct acctaatgca cagccccega aactgn 39g 
<210> 355 <211> 397 <212> DNA <213> Homo sapien 

ggcacgagct ctctctctct ctctctctct ctccctctct ctctccctct ctctctctcc 60 

cggtatctct ctcggtgtgg agctcttctc caacatctgg ggagctggga ccaagactgc 120 

ccagatgtgg taccaacagg gcttccgaag tctggaagac atccgcagcc aggccttcct 180 

gacaacccag caggccatcg gcctgaagca ttacagagac ttccCggaac gtatgcccag 240 

ggaggaggct acagagattg agcagacagg ccagaaagca gcccagggct ttaactgcgg 300 

gctgctgtgt gtggcatagt ggtcataccg acggggaaag gcgacctgcg gtgatgacga 360 

cgtgctcacc acccacccag atagatggtc ccaccgg 297 
<210> 356 <211> 394 <212>DNA <2 13 >■ Homo sapien 

ggcacgagcc caggaggccc ctgattccac tgctgcagga ggctcagcct cgaagcggat 60 

ggcgctggtg ctggaacggg cgtgcagcac tctcctgggc ctggaggaac acctgaaCgc 120 

cctggaccgg gccgctggcg acggcgactg tggcaccacc cacagccgtg cggccagagc 18 0 



393 
60 
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JDZ <211> 388 <212> DKTA u 

atcgactcga at.cggcacg ag.cgag.a a^Lct'tt tact^ ;aXtS:t 
'cacgaagata cccaggaggc aaaactgaaa cagctcaggt gtctaggg^a agtccaaaat 
agaggacact gtgaaccagc taccatgact gacctcag^t tgaaactact gggPtagcc 
iT.T.f^'' tgaaaaatcc attctttcta ccaagatttt ccattgaaaa t??gcc?ttg 



60 
120 
180 
240 



atta^^f tggctgaagg agggcccacc ccctgccagc cctgcccagc tgctctccaa 
gttgtctgtt ctgctcctgg agaagatggg aggctcatct ggggcgctct atqaccta^^ 

c%1::t1cc ^^^T'^"^ ccctgaaggc caagaccagc SScagcct ggSt^gc HI 
catggatgcc ggcctggaag ccatgcagaa gcat ^gcngc 360 

<210> 357 <2Xl> 397 <t21^^ nwa 

99cacgagcc agcaccggac cacctgctcc aagaccajcc tcctgggg^g^^^aS^^^ 
cggccttcac tggcacccag ggagccgtcc tcagcagcgt caacatotS InZ^ 

TcltZT' "^""^^"^ -^^^^^-^^ actLcaga'a c^tcacc ca IZclllTc 
tcctgcagca cagggtggag cacttgatga catgcaagca ggggagtcac aaaatccf^n 

aggagctgga ctcttaccgc ctalac^ca ?Sc gagaccaagg 360 

<210> 3S8 <211> 396 ,919^ nw* 397 

attcgaattc ggcacgaggg acagtagaca aaagagagag agacSao^/a^J^''"" 
aaaaaaaggc ccagagagag tcccctcagg ccaactttgg ttttS«?c tl^tlT^ 

<210> 359 <2ll> -^qfi ^^io r.«» 396 

r'-- ..c.i^^^.'^-.t 

a-"5,^|: ll^lll^ ™^ -0 

gctggggcct ctagaaagat ccggtatgaa cttaaefc^^o «!^!^ ccaagcgtgt 180 

gaagaagcta tcagaag^ec tg^aggS Sag^ala^? 

gacggccctc agtggacagc agcaaggacc tcctgtagct gagacbatqt toocc^t^S IT. 
accaaaggaa gtacgggaac ggatccagaa ggtggt ^^^^""^^^^ tggccttggg 360 
<210> 360 <211> 39fi ^oio r.»,, 396 

atcccatcga t.cgeaggca ^cLaggatcl^^g^f?., gcag;\\\^"::L%^?j!^ 
aaagtcaccg ttgggaatgg tggaaagcag cagacacaat tggagtgggt cgg^taao^a 
aagtgatatt caaaatttaa atgaagagag aatcttagct ttacagSS StSat 
TtllT^Zi: oTT't^ acgtggggcc atttttglac tcccttg"c EgSgSga 
atgggaaaga gctgctgctg tggcattgtt caacttggat attcqccaaa c^ltr-tlzlt 
cctgaatgaa ggggcatctt ctgaaaaagg agatctgaat ctcafta?^ 

tttatcgggt tatacggatg agaagaac^c cctttg ^'^^^•^9*=^ tagcaatggc 360 
<210> 361 <211> 386 <212> DNA u 

IT.:T:? ^'^^^^^^^^ gataaagggc agagggagac agttclcgaVc'ca'Sgr 
tggcatgttg cctgcaagcc aggacacctg aactgtccta tgagaccgaa gctctgSt 
tcagtcactg aaattcgggg ggttacttgt ccagcagtga gaa^tgccga ttcaStt 
acatctgctt catggaatcc ggcttgaagc acaaagaagg atgaaaSa ca^«?^^^o^ 
ggagatctca cacatttaga tatgtgatgg ggaaaatgca ttltgga^gg tcStSg 
tccaggtttc aaatattcca gtccactgga gtcctcacgt tcacStt?? TtttTtllt 360 
ttttttataa agggggagca acctgc ttcucucccc 360 
<210> 362 <211> 388 <'.i'>. hntz. ..... . 



60 
120 
180 
240 



60 
120 
180 
240 
300 



60 
120 

acctatttaa cttctaatca gctgaccttc ticctttttt a^L'tf^^^ ^ttgcctttg 240 
accgagtttc tctctctaaa cctgtaag agccagac gcatcattga 360 

<210> 363 <211> 386 <212> DNA o, , u 

:s?a'r:r 'r'- 

i.ugcg aaaaacaata gaacatgtta atgagtaatt iso 
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tatattagtt cgatgtatta caatttttta gctctaaatt acagttttct tataatgttq 
aaatgtttta gaatcctttg aacctaagta cttgtttccc aaatgaaaca cttgtacaac 
atttgatgtt tttacttatg aaatactctc ctcccccaag aaaatttaaa ctttttctct 360 
ctatttaaaa gctaagaaat gtttta ^ 
<210. 364 <211> 386 <212> DNA <213> Hooio sapien 

ggcacgagag agagagagag aactagtctc gagagcagtt tttttttttt ttttttaagg 
gttgataaag gcctctcccc cgccccagga aaaaacccct tggggaaggg ccaccggggg 
gacccgccat ttttttgggt tccccaaaaa aggactttgg accccgtttt ttgaaacccc 
ctttagtttc caaataattt tttaaatata aagaggggac ccatttccgg tcttagggca 
aaaaaccccc tctatttata tattccagtrt tcggaagggg tcttggcaaa aaattaaata 
ggcctaaacc aatcttggga aaaaaccttt tttttttttt tttaaaaaaa accgggcccc 
cataaacttg gtttaaaggg ctttan 

<210> 365 <211> 386 <212> DNA <213> Homo sapien 

60 
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180 
240 
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360 
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ggcacgaggc gggacgcgac aaagtcatgg accgcaaccc ctcgccgccg ccgccgggtc 
gcgacaagga ggaggaggag gaggtggccg gtggagactg catagggagc acggtctaca 
gcaaacactg gctcttcggc gtcctcagcg gactcatcca gattgtcagc cctgaaaaca 
ccaaatctag ctcagatgat gaggagcagc tgacggagct tgatgaagaa atggagaatg 
aaatttgcag agtatgggat atgtcaatgg atgaggacgt ggctttattt ctccaagaat 
ttaatgctcc tgatatattc atgggagtac tggccaagtc caagtgtcct cgattaagag 
aaatctgtgt gggaatttta ggtaat » a sag 

<210>366 <211>390 <212>DNA <2 13 > Homo sapien 

tgcacgagga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 60 

gagagagaga gagagagaga gagagagaga gtgagagaga gcgtgagaga gagagagaga 120 

gagagagaga gagagtgaga gagagagaga gagagagaga gagcgcgcgc gcgctcttcc lao 

tctctctctt ttttgtgtgc ccacttaccc acatatatat atgcccgccc acacggggtg 240 

tgtgttcttg agagagatat ttttttctct ctaccccctg gagagcgcgt gtttttcccc 300 

ccccggggtg gtggtctctt ctctcttgag ggggctgtta tctaacctct cctctcccct 360 

ttttttctct tttctcccac acaccgtggt ,^ 
<210> 367 <211> 389 <212> DNA <213> Homo sapien 

ggcacgagat cacggggcct gaggttttac tccagaaaag cagaggagtg gcaaccctgg 60 

cttggggttt ggcagcccag gaaaggcagg gaggagagct caaagccggt ttcatgtttc 120 

acccaaggtc taattgtggg agaggacaaa tccagatccc ctgtttgaca gaattagttc 180 

acaaatgtct cttggcaaaa acatgtgaca cctaaccatg ataattgact taatccaaga 240 

aagagctctg tagggcagag caataggaaa tctctctttc gttatggaaa aaaaataatc 300 

cctctacata gaaactgagt gacatgtaaa aatgtgtagc taagtcaggg agttacttcc 360 
taagagcctg acgctctgct tttcatcan 

<210> 368 <211> 389 <212> DNA <213> Homo sapien 

ggcacgagct tattccctag gtccttttat gtttttgacc aagctgggtt cccccagctg 60 

gtattatgga cttacacagt tctgatgtta gatgttaaac agttgccact cattgttttc 120 

gttgttttca acaaaatccc tggggatagg gcttttccca ctgagctagc cagagtccag I80 

tcaaataaca ggactttcaa atggagcttt tctaggaagc tgccagacaa gacagtactt 240 

tgggtcaaaa ctttttgagg aggtccaaac ctgagctgtc cccccacctg ccagtggctg 300 

cacagctcca ggttttcata gttgccatgg ttacaagact tcaggttttg aaggctactg 360 
tggagccgga agaaaagggg agcaaggca 

<210> 369 <211>.387 <212> DNA <213> Homo sapien 

ggcacgagaa tacctccact ttttgcctat tatgccagaa atactataaa tctaaacaga 60 

taaagtgtgt gagacttttt ctcataacta ttcatgacat ttaaaatccc tatgggctqq 120 

caagagagtt ctcattattc tgaaatggtc ctgacaagct gcatgaatag caattttttt I8O 

ttgagacaga gtcttgccct gtcacccagg ctggactgga gtagtgcaat ctcagttcac 240 

tgcaacctcc gcctcccagg ttcaagcgat actcccacct cagcctcctg agtagctgqq 300 

actacaggca tgcagcacca tgtctggcta atttttgtat ttttaggaga ggccggggtt 360 

caccatatte gccaggctgg tcttgag yaay-"^ Jbu 

<210> 370 <211> 389 <212> DNA <2l3>.Homo sapien 

ggcacgagat taagtgttgg ttcat-agaga ttgccaataa tcagaaagaa ccttaaatgt 60 

gcatttaaga cagtgtccct tcccttcttt tcaatgaagg tccctgccta tataaatcat 120 

ctggcacgct ggtgggaaat cctttgctct tccaacgtgt tattagtgct gggcagagat laO 
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ggggcacact caggggccaa agaggacaaa aagtccatgc aaaacttgag tcttttaatg 240 

gcttaagata atcaggagtc agttctgaat cttacaaagt gctctgctta ataagtacct 300 

tacttagcag agcactttgc aaacatatta cttattagca gagctctttg tagaccctcc 360 

acatccggct gtcagatctt aaggttgtg 339 
<2X0> 371 <211> 390 <212> DNA <:213> Homo sapien 

ggcacgagga gaaacgccca caggtgtgga ggggcaaccc atccctccac tgaaccattt 60 

Ctattctttc agaaatgtga ttgataacag taaagccaca ctactcaagt gcctgaaata 120 

cccctcatfcg tcttcttcag gtggcaaggg ctctggaaca gccacataaa ggtgagggca lao 

atatctttac tgtagtcctc tcactgaccg gttgattgat ttttttctct tagagggtta 240 

gcatacattc atctgaaatt gaaattcaag aggagagaca ggcacctgta ctagtcttct 300 

cttgctgcct attatcacat taccacaaac cagtggtttg aaaccacaaa agtctggaat 360 

gaagtggccg ggttccctga tcagagtatn 39O 
<210> 372 <211> 389 <212> DNA <213> Homo sapien 

ggcacgagct caactccacc ttttgtactg gtactcaaga ttcaatgagt gatgccactt 60 

gtgaagagtc ctcagagcac tttccacatt ttagtgaacc aggtgatgac tttggagaat 120 

ttggggatat aaatgctgtt tcttgccaag aggagacaat attaacaaag tcagacctaa lao 

aacagacttc tgataattta tcagaagaat gtcaattggc aagaaaatct agtggaacag 24b 

gcactgaacc tgttgcaaaa cttaaaaatg ggcaagaagg tgagattgga cattttgatt 300 

ctgtgccaaa tattcaggat gactgcaatg gttttcaaga ctctgatgat tntgcagact 360 

tcagttcagc tggtcctagc caagttgta 3Bd 
<210> 373 <2X1> 387 <212> DNA <2l3> Homo sapien 

cgaattcggc aqgaggggcg gagggagcag gctcaggcac cgagactgct gagccactgg 60 

ccacccggga agcaggctgc gttctgagtc ggtcaccgaa tatgtccccc cttggacggg 120 

agtagcgcaa cgatgtgcag gccagctcag gaagtaacgc tgggagcttc tagaaggtgg I8O 

agcgggatcc aggaccgtgg gagctttccc ggagaagcct acctctcctg tgttgcagGt 240 

gatgggagca gcagggcctg gagaagaact gtccccaggc tgactcccct cttggagtga 300 

ggaggcctcc cgtgtttgcc tgccagcctc catctgtcat cttggttcca gccattcaac 360 

tttcctccag gkgagcagag ctgctct 3B7 
<210> 374 <211> 390 <212> DNA <213> Homo sapien 

ggcacgaggt ctgggctaat tagcccattt gggcttagga aaacagtggc acctatttct 60 

gagatggtct tttactaaca ctgcgcattg cctgeatctt cctgtgcatg gctttgtttg 120 

ctcctatctg caggttggtg agccccacag ggcaggctgt actatgcact gtcatagccc 180 

aggaaagcca ctttcagacc aggtggcttg ctccagaacc caaggctagt aaggggcaaa 240 
gctgggtcta gaacttcaac tttctctttt tctactccac gatatgactg acatttaggt - 300 

ttgcacacag cagcgttaca tctatgggtt ctaatttaat aatgacaaat aatttttttt 360 

tcttttCtCt tgagatggag tctcgctctg 390 
<210> 375 <211> 386 <212> DNA <2l3> Homo sapien 

ggcacgagaa ctccctctcc agctcttctg aatcttggga cacagcctaa aaaggacaaa 60 

aagttagaag acagcatagc aactcagctc agggagctac cagagaaaaa tagcaactga 120 

tgtgggtgct tttttttttt tttatttgga aaaaaaaaaa ttaaaaggga ggccttttaa 18O 

taaaaggctt tttccccttt cccgcctaca gttttttctt ttcccttaaa aggggggaag 24 0 

gggtataaac ctacggggtg gggagcttaa aaaaagaatc cccttcaccc ccaccttggc 300 

caaacaaagg ggggttggcg gttggaaaag gggaacacaa atcctggcac actggggata 360 

ttttttgcaa atggcagcct ttgggg 336 
<210> 376 <21X> 388 <212^> DNA <213> Homo sapien 

atcgattcga attcggcacg agggcatcca aagccacata tctgcaggtg tattctgcgc 60 

tttgggagct ctggggtgag tctaacatca aaccctatac cttcgttttt ctcacactta 120 

gattatacct ctaagaccat tagctcatct tgcattgttt gagggattca gtgtaagccc 180 

ctggaccaaa aaggcttttt cctctctgcc ttctgtgtct gctacaggca caactctaag 240 

gtgaacagga gagagacagg ccaaactagg agcccatcac ctaaaaaaga ggtctaccaa 300 

aggcgacatg ctcccggata caccagaaaa ctctctgcag aggaattaga gcgaaacggg 360 

cagagattga tggaaacgcc aatgaggg 3qq 
<210> 377 <2ll> 388 <212> DNA <213>,Homo sapien 

atcgattcga attcggcacg aggtggcatt agggagggat tgtgagaaat gacttgtaaa 60 

Cataccttgg gaaggtaaaa caaagatgat ttaCtgatgg gaaggatgga attgatagaa 120 

tgtgagggaa agggagaact caaggggaat actctgattc tttagcctgt cattggttgg 18O 
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atggcgaagc aggcaacaaa aatggggggg cctgggcaaa gattaggggg gggggagcca 240 

agagtttcat ttggagccca tcagtttgaa atctcagtga gacttccaaa ttgaacaggc 300 

agttggatgc agaaatgttg agcttgggcc ctgagatgca caattgtctg agatataaat 360 

gggggttata agactacggt ttataaan 333 
<210> 378 <211> 388 <212> DNA <213> Homo sapien 

ggcacgagcc cacctggaag agctgcacac tcaggcccag gaggggctcc gctccctaca 60 

acaccaagag aaacagaaac cgaacaaggg cggctgggac catggagaca cccagagtat 120 

ccagttccaa tggggagcct tgaggagaca gccccaccca gatctccttc taccctgata 180 

gtcctcccgg acggggccgg atgaagacaa catctccttc tgcagtcaga ccacatccta 240 

cgtggctgag agctccacag cagaggacgc gctccccatc cgctcggaga tgatccagcg 300 

caaaggtgat tcaatggcag gggagaggga caagtggctc catcggggcc ccagcatcta 360 
aagctctttt tcttcttaat cagnggtt 

<210> 379 <2n> 389 <212> DNA <213> Homo sapien 

cgctgctgtc ggtgctgtcc ttttattaaa cttattcttc ctatcttgaa tgacagtctg 

tccctcttcc atgtctctaa tgttagtact gcccatgact agttggtgga tagaatgtct 120 

ttgcccattt ttatatggca gtgggtaggc agaaagcatt ctgcttacag ctacagtcac 180 

atccagcctg ggcttgttgt ggacaggatc caCtgcagaa atagcctgct gcatcttagc 240 

cactggadag gaatcagtta caagtttcca aatgctttct gccataacca ctgttttcag 300 

agctgcatgt acaatgccta gggaacacac agcccaaggt cagggaagaa agagcacgag 360 
caacgttgac ctgtctgcag catcatggt 

<210> 380 <2ll> 387 <2i2> DNA <213> Homo sapien 

cgttgctgtc ggccaagcca tttgggttca ttttaagcaa ggccccccag gagcggcttg 

ccccaataaa ctccgaaggt attatttcat tatcagggtg ccaggtggtt ttggccaggg 12 0 

cctctgcaac tottttctct gtgaccattt Cccatttcgg ctcatatgaa ccagcctcta 18O 

ctacagagct ataaagtaaa ataatgtaat cagtgcagcc aactgcagct gtcctcaaac 240 

tcaatgtcac agccattaca catgtgaaat atttacaggg gttttaatoa attttctttc 300 

ccgacacccg tctttcacta aaaacgacaa aaacaataaa tgcacatggc agtagataca 360 
gaagaacacc aggaatgaat tattact 

<210> 381 <211^ 389 <212> DNA <213> Homo sapien 

cgattcgaat tcggcacgag gcctcacccc cctgcagagg tccggccagg tctcctCgtc 60 

cctggacaat ctcctgagcc tctctgcttg ggggagcagg cacctgtgtg cagaattccc • 120 

actgcggcca gcacgaggaa gtcttttcta gtgaaaatgc gtcttgtggt caggaataat 180 

tatcctctcc cctgtagcca ccaaggaggg caaatagaga aaggtaacct aattgaagga 240 

ttggtcatgt gaaaagggct acatctggga agctgggaaa ggcctccagg cttctagagc 300 

agctagctcg ggctggattc tcacacccag gctgcccctt ggaattgtct acccaagctt 360 
ttcccttggg gctgggctca ctccataag 

<210> 382 <211> 390 <212> DNA <213> Homo sapien 

gaattcggca cgagggcatc caaagccaca tatctgtagg tgtattctgt gctttgggag p„ 

ctctggggtg agtctaacat caaaccctat acctttgttt ttctcacact tagattatac 120 

ctctaagacc attagctcat cttgcactgt ttgagggatt cagtgtaagc ccctggacca 18 0 

aaaaggcttt ttcctccctg ccttctgtgt ctgccacagg cacaactcta aagtgaacag 240 

gagagagaca ggccaaacta ggagcccatc acctaaaaaa agaggtctac caaaggcgac 300 

atgctcccgg atacaccaga aaactctetg cagaggaatt agagcggaaa cggcangaga 360 

ttgatggaaa acgccaatgg gaggaggagg ^90 
<210> 383 <211> 387 <212> DNA <213> Homo sapien 

ggcacgagcc acggtgagca ggctagaaac tcacgacacc aggtagctcc gcaggtgctg 60 

ggagggcaac tcagcccaga ggaagagcag gctggggagc cctcaccgcc caatggggac 120 

tgacccctgg cccctgcccc tctccacccc actgccctga agccagattt cctgctcagc 180 

atggacagga cagcaagagg ccaaccctct gcccaggtgg aagctgaccc caagccaccc 24 0 

ttcacctgga caggatgaga gtgtcaggtg tgccccgcct cctggccccc atctttgcca 300 

tagtcacgac atggatgttt attcgaagct acatgagctt cagcatgaaa accatccgtc 360 

tgccacgctg gctggcagcc tcgcccn 387 
<210> 384 <2ll> 386 <212> DNA <2l3>.Homo sapien 

ggcacgagga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 60 

gagagagaga gagagcgaga gagagagaga gagagagaga gagagagaga gagagagaga 120 

gagagagaga gcgccgcgcg cagagagaga ccccccctct cccctctctc tctccccctc 180 
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ttctccctct acacacacac acttcttttt tttttgtgtg atgccccata gagacccccc 240 

tccgcgcgcg cgcgagagag aggggctctt ttttctctct gtacgctcgg tatgtgtgtt 300 

ctctatatat agtgtgcgtc tcccccccca cccacactca tatatgtgtg ttgtatatgg 360 

gccgcactcc tctgtctctc ttatcc 386 
<210> 385 <211> 390 <2l2> DNA <213> Homo sapien 

ggcacgaggg agaaggagct ttcaaggagt catgggtgcc cctgggaaat tccccactcc 60 

tcagaagtgg ggcacagcag gggtgagaat agagtcagga gccctcgagg ccaaggcctg 120 

ggctgccggt cagtcagtga aggtcaggcc agggtctcag cctcccccag agcctatttt 180 

gcttgctcac ctggccactg ctgccttatc cattcagcag acaccgaggc ctgctgcacc 240 

cttgggtcgg atgctgggcc ccagatccct ggtgacacct tcctggagaa gactctcaaa 300 

agtgactgta tatttgagtt caccagcaat aactccccac actcgaagca ggtccaaacc 360 

caggatctca gggtccttgg gctctgtggg 390 
<210> 386 <211> 387 <212> DNA <213> Homo sapien 

ggcacgagaa ggatctgtct gtgtgtcatg gagcacctgg agtgttctgt ctggaatgct 60 

ggctgggagc cttctcctgg catttgaacg aggggcagct gtgtcctctg tttgccgtgt 120 

aaagaaaaga ggacagagct cagaggagat gaaccccagc agaaaggggt gctcgaccag 180 

caggagagaa gataaccaag agggtctgtg ggtgtctctt ctgagctaca ccagttccca 240 

ggttacctgg gaccatggat aactctcaga tcagcaactt gtcagttgat ttccaagctg 300 

ctgttggctg gactcagact cagcagggag cacctgggcg agccctgtgc tgcgggctgg 360 

actccggccc atctcgctga ttactcn 387 
<210> 387 <211> 386 <2l2> DNA <213> Homo sapien 

attcgaattc ggcacgagac accctgctgg ccatgactca acaaaccagt gttgggagcc 60 

gtctgcctcc ccagctcagt gcctttctgc accccttctc tcccggggag ctgtctgcat 120 

ccgccacccc ctccaaccac tgccctcagc ccccgacctt atttattacc cCGGGGtCGc IBO 

acacccccaa tctacctggt gatgatttta agtttgcgcg tgtcttgngt tgggctgggg 240 

ggtttcccac atgcagtgtc agaggggccg cccggtgggg ctaCctcccg tgctataCta 300 

atggcangac taaatgaaac ctaaggcacg gccqtccgag ctgcgtgtgc cccttagagg 360 

tgacatcaga gcagagcagt gagggt 386 
<210> 338 <211> 389 <212> DNA <213> Homo sapien 

cgaggctcat cctgcatcgc tcggtgtctg ggctgaagca gacactgctg gcggagtccg 60 

aggctctgac cagctacagc caccgggtgt tctcggcctg ggacttcggt ctctgcggga 120 

cgtccacgtg cggctgcgcc agcgcatcat cttgtacgaa ttaaaggtgg agctggagga 180 

gacagtggtg cggcgccagg ctgcggtgcg gacgctgtgc cagcaagcca gggtttggct 240 

ggtgcgggtg ctgctcaacc ctgtgggtgt ccgcgctcct gggggcaggc ctctattgcg 300 

gctactgggc tacgggggtg acccggggag ctgaaggaga gcccccttgg ccaggagtgg 360 

caatggtgaa cctgggggga attaccttc 389 
<210> 389 <211> 390 <212> DNA <213> Homo sapien 

ggcacgaggg tttaatgagc cctgtccagg gcccttcagt ggggagcctc cttcttcttg 60 

cccttctcct tcttgccctt ctccttcttc ttcactttgg gcttcttggc cttgcccggg 120 

atgctctcgt gctgcttgga gccagcagcg tgggactgtg gggccgaggg cagggatggg 180 

agagaagaga tggttctggg ctggaagcga gacaggggga ccactccccg caccctcccc 24 0 

gccagcccca gtgcggggac gcctctctgg ggtgcagggc acgtgcttgg ggacgctggc 300 

gagagcccct taccttcaca tccgtgtccg aatcgctgga gctgctgccg gagtcggaag 36 0 

agctgtggtg tccttgctgg atggaggtgn 390 
<210> 390 <211> 389 <212> DNA <2l3> Homo sapien 

ggcacgagga gagagagaac tagtctcgag agcagnnntt tttttttttL tttttttttt 60 

tttttttttt tccccccccc aaactttttt ttggggccta aaaagggggc cccggggaaa 120 

attttttttt Gccccaattt tgggcccccc gaaaaaaaaa aaattttgaa aatgaacagg 180 

gggaaccccc ccgggctttc aaggggtccc cccctttcaa aggcccgcgg gggtgggcct 240 

aataaaaaaa gggcgggccc tttcggtgaa cttttcaagc ccttcccccc ccccgggggg 300 

gcaataaaaa aaaacctctc ccaccccaag gggggggggg ggattttttt tttttgggtt 360 

Gcccaagagc cctcgaagag gggctgccc 389 
<2X0> 391 <211> 389 <212> DNA <213> Homo sapien 

cggcacgagc gggaggtaag gcatggccag gccggctggg ctgcagagcg ccggcacggg 60 

tccacgcctc gggtgacggg cttccaggat gttcgggcgc ggggcggccc atccgcatcc 120 

cccaacaccc ccacctccgg cctgagcctc ccagcgccgt gggaaccacc tcctgtccgc 180 



